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Description 

FIELD OF THE INVENTION 

5 [0001] The present invention relates to a polynucleotide encoding a novel protein, a protein encoded by the polynu- 
cleotide, and new uses of these. 

BACKGROUND OF THE INVENTION 

10 [0002] Cun-ently, the sequencing projects, the determination and analysis of the genonnic DNA of various living or- 
ganisnns have been In progress all over the world. The whole genomic sequences of more than 1 0 species of prokary- 
otes, a lower eukaryote, yeast, and a multicellular eukaryote, C. elegans are already determined. As to human genome, 
which is supposed to be composed of three thousand million base pairs, the world wide cooperative projects have 
been under way to analyze it, and the whole structure is predicted to be determined by the years 2002-2003. The aim 

15 of the detemnination of genomic sequence is to reveal the functions of all genes and their regulation and to understand 
living organisms as a network of interactions between genes, proteins, cells or individuals through deducing the infor- 
mation in a genome, which is a blueprint of the highly complicated living organisms. To understand living organisms 
by utilizing the genomic infomnation from various species is not only important as an academic subject, but also socially 
significant from the viewpoint of industrial application. 

20 [0003] However, determination of genomic sequences itself cannnot identify the functions of all genes. For example, 
as for yeast, only the function of approximately half of the 6000 genes, which is predicted based on the genomic 
sequence, was able to be deduced. As for human, the number of the genes is predicted to be approximately one 
hundred thousand. Therefore, it is desirable to establish "a high throughput analysis system of the gene functions" 
which allows us to identify rapidly and efficiently the functions of vast amounts of the genes obtained by the genomic 

25 sequencing. 

[0004] Many genes in the eukaryotic genome are split by introns into multiple exons. Thus, it is difficult to predict 
correctly the structure of encoded protein solely based on genomic information. In contrast, cDNA, which is produced 
from mRNA that lacks introns, encodes a protein as a single continuous amino acid sequence and allows us to identify 
the primary structure of the protein easily. In human cDNA research, to date, more than one million ESTs (Expression 

30 Sequence Tags) are publicly available, and the ESTs presumably cover not less than 80% of all human genes. 

[0005] The information of ESTs is utilized for analyzing the structure of human genome, or for predicting the exon- 
regions of genomic sequences or their expression profile. However, many human ESTs have been derived from prox- 
imal regions to the 3'-end of cDNA, and information around the 5'-end of mRNA is extremely little. Among these human 
cDNAs, the number of the corresponding mRNAs whose encoding protein sequences are deduced is approximately 

35 7000, and further, the number of full-length therein is only 5500. ThLis, even including cDNA registered as EST, the 
percentage of human cDNA obtained so far is estimated to be 1 0-15% of all the genes. 

[0006] It is possible to identify the transcription start site of mRNA on the genomic sequence based on the 5'-end 
sequence of a full-length cDNA, and to analyze factors involved in the stability of mRNA that is contained in the cDNA, 
or in its regulation of expression at the translation stage. Also, since a full-length cDNA contains ATG, the translation 

40 start site, in the 5'-region, it can be translated into a protein in a correct frame. Therefore, it is possible to produce a 
large amount of the protein encoded by the cDNA or to analyze biological activity of the expressed protein by utilizing 
an appropriate expression system. Thus, analysis of a full-length cDNA provides valuable information which comple- 
ments the information from genome sequencing. Also, full-length cDNA clones that can be expressed are extremely 
valuable in empirical analysis of gene function and in industrial application. 

45 [0007] In particular, human secretory proteins or membrane proteins are would be useful by itself as a medicine like 
tissue plasminogen activator (TPA), or as a target of medicines like membrane receptors. In addition, genes for signal 
transduction-associated proteins (protein kinases, etc.), glycoprotein-associated proteins, transcription -associated 
proteins, and disease-associated proteins fomn a gene group rich in genes whose relationships to human diseases 
have been elucidated. 

50 [0008] Therefore, it has great significance to isolate novel full-length cDNA clones of human, only few of which has 
been isolated. Especially, isolation of a novel cDNA clone encoding a secretory protein or menibrane protein is desired 
since the protein itself would be useful as a medicine, and also the clones potentially include a gene associated with 
diseases. In addition, genes encoding proteins that are associated with signal transduction, glycoprotein, transcription, 
or diseases are expected to be useful as target molecules for therapy, or as medicines themselves. These genes form 

55 a gene group predicted to be strongly associated with diseases. Thus, identification of the full-length cDNA clones 
encoding those proteins has great significance. 
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SUMMARY OF THE INVENTION 

[0009] An objective of the present Invention is to provide a primer that enables synthesizing polynucleotide fronn 
hunnan, the resulting polynucleotide or its clone, and a protein encoded by the polynucleotide. 

5 [0010] The inventors have developed a method for efficiently cloning a human full-length cDNA that is predicted by 
the ATGpr etc. to be a full-length cDNA clone, from a full-length-enriched cDNA library that is synthesized by the oligo- 
capplng method. Then, the inventors detennined the nucleotide sequence of the obtained cDNA clones from both 5'- 
and 3'- ends. By utilizing the sequences, the inventors selected clones that were expected to coritain a signal by the 
PSORT(Nakai K. and Kanehisa M. (1992) Genomics-14: 897-911), and obtained clones that contain a cDNA encoding 

10 a secretory protein or membrane protein. Moreover, the inventors specifically selected full-length cDNA clones that 
encode secretory or membrane proteins, signal transduction-associated proteins, glycoprotein-associated proteins, 
transcription-associated proteins, or disease-associated proteins from clones homologous to the clones in the Swiss- 
Prot (http://www.ebi.ac.uk/ebi_docsSwissProt_db/swisshome.html) according to the keywords of SwissProt. 
[0011] The full-length cDNA clones of the present invention have high fullness ratio since these were obtained by 

15 the combination of (1) construction of a full-length-enriched cDNA library that is synthesized by the oligo-capping 
method, and (2) a system in which fullness ratio is evaluated from the nucleotide sequence of the 5'-end (in this system, 
clones are selected based on the estimation by the ATGpr, following the removal of sequences judged not to be full- 
length when compared with ESTs). However, the primers of the present invention enable obtaining full-length cDNA 
easily without any special methods mentioned above. 

20 [0012] Homology analysis in which the analysis is earned out against a non-full-length cDNA fragment to postulate 
the function of a protein encoded by said fragment, is being commonly performed. However, since such analysis is 
based on the information of the fragment, it is not clear as to whether this fragment corresponds to a part that is 
functionally important In the protein. In other words, the reliability of the homology analysis based on the information 
of a fragment is doubtful, as infonnation relating to the stmcture of the whole protein is not available. However, the 

25 homology analysis of the present invention is conducted based on the information of a full-length cDNA comprising 
the whole coding region of the cDNA, and therefore, the homology of various portions of the protein can be analyzed. 
Hence, the reliability of the homology analysis has beeri dramatically improved in the present invention. 
[0013] The inventors completed the invention by finding that it is possible to synthesize a novel full-length cDNA by 
using the combination of a primer that is designed based on the nucleotide sequence of the 5'-ends of the selected 

30 full-length cDNA clones and any of an oligo-dT primer or a 3'-primerthat is designed based on the nucleotide sequence 
of the 3'-ends of the selected clones. 

[0p14] Thus, the present invention relates to primers described below, a method for synthesizing a polynucleotide 
using the primers, and polynucleotides obtained by the method. 
[0015] First, the present invention relates to 

(1) use of an oligonucleotide as a primer for synthesizing the polynucleotide comprising the nucleotide sequence 
set forth in any one of SEQ ID NOs: 1 -829 and 2545, or the complementary strand thereof, wherein said oligonu- 
cleotide is complementary to said polynucleotide or the complementary strand thereof and comprises at least 15 
nucleotides; 

(2) a primer set for synthesizing polynucleotides, the primer set comprising an oligo-dT primer and an oligonucle- 
otide complementary to the complementary strand of the polynucleotide comprising the nucleotide sequence set 
forth in any one of SEQ ID NOs: 1-829 and 2545, wherein said oligonucleotide comprises at least 15 nucleotides; 
and 

(3) A primer set for synthesizing polynucleotides, the primer set comprising a combination of an oligonucleotide 
comprising a nucleotide sequence complementary to the complementary strand of the polynucleotide comprising 
a 5'-end nucleotide sequence and an oligonucleotide comprising a nucleotide sequence complementary to the 
polynucleotide comprising a 3'-end nucleotide sequence, wherein said oligonucleotides comprise at least 15 nu- 
cleotides and wherein said combination of 5'-end nucleotide sequence / 3'-end nucleotide sequence is selected 
from the combinations of 5' -end nucleotide sequence / 3'-end nucleotide sequence set forth in the SEQ ID NOs 
in Table 1 . 

[0016] Table 1 shows names of clones obtained in the examples described later, comprising the polynucleotide of 
the present invention (830 clones), names of nucleotide sequences at the 5'-end and 3'-end of the full-length cDNA, 
and their corresponding SEQ ID NOs. A blank indicates that the of the 3'-end sequence corresponding to the 5'-end 
55 sequence has not been detemnined the same clone. 

[001 7] The SEQ ID NO of a 5'-end sequence is shown on the right side of the name of the 5'-end sequence, and the 
SEQ ID NO of a 3'-end sequence is shown on the right side of the name of the 3'-end sequence. 



3 



EP1 130 094 A2 



Table 1 



5 
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Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5' -sequence 


otQ ID 


3 Name of 3'-sequence 


SEQ ID 


BNGH41 000020 


F-BNGH41 000020 


1 






BNGH41000087 


F-BNGH41 000087 


2 






BNGH41 000091 


F-BNGH41 000091 


3 






HEMBA1 000006 


F-HEMBA1 000006 


4 


R-HEMBA1 000006 


830 


HEMBA1000121 


F-HEMBA1000121 


5 


R-HEMBA1000121 


831 


HEMBA1000128 


F-HEMBA1000128 


6 


R-HEMBA1000128 


832 


HEMBA1 000275 


F-HEMBA1 000275 


7 


R-HEMBA1 000275 


833 


HEMBA1 000300 


F-HEMBA1 000300 


8 


R-HEMBA1 000300 


834 


HEMBA1 000349 


F-HEMBA1 000349 


9 


R-nnnnnnnnnnnn 


835 


HEMBA1 000443 


F-HEMBA1 000443 


10 






HEMBA1 000462 


F-HEMBA1 000462 


11 


R-HEMBA1 000462 


836 


HEMBA1 000477 


F-HEMBA1 000477 


12 


R-HEMBA1 000477 


- 837 


HEMBA1 000590 


F-HEMBA1 000590 


13 


R-HEMBA1 000590 


838 


HEMBA1 000634 


F-HEMBA1 000634 


14 


R-HEMBA1 000634 


839 


HEMBA1 000671 


F-HEMBA1 000671 


15 


R-HEMBA1000671 


840 


HEMBA1000713 


F-HEMBA1 000713 


16 


R-HEMBA1000713 


841 


HEMBA1 000732 


F-HEMBA1 000732 


17 


R-HEMBA1 000732 


842 


HEMBA1 000745 


F-HEMBA1 000745 


18 


R-nnnnnnnnnnnn 


843 


HEMBA1 000835 


F-HEMBA1 000835 


19 






HEMBA1 000875 


F-HEMBA1 000875 


20 


R-HEMBA1000875 


844 


HEMBA1 000907 


F-HEMBA1 000907 


21 






HEMBA1 000940 


F-HEMBA1 000940 


22 


R-HEMBA1000940 


845 


HEMBA1 000962 


F-HEMBA1 000962 


23 


R-HEMBA1 000962 


846 


HEMBA1001184 


F-HEMBA1001184 


24 


R-HEMBA1001184 


847 


HEMBA1001221 


F-HEMBA1 001221 


25 


R-HEMBA1001221 


848 


HEMBA1001228 


F-HEMBA1 001228 


26 


R-HEMBA1001228 


849 


HEMBA1001272 


F-HEMBA1 001272 


27 


R-HEMBA1001272 


850 


HEMBA1001296 


F-HEMBA1 001296 


28 


R-HEMBA1001296 


851 ■ 


HEMBA1001297 


F-HEMBA1 001297 


29 


R-HEMBA1001297 


852 


HEMBA1001390 


F-HEMBA1 001390 


30 


R-HEMBA1001390 


853 


HEMBA1001563 


F-HEMBA1 001563 


31 


R-HEMBA1001563 


854 


HEMBA1001621 


F-HEMBA1001621 


32 


R-HEMBA1001621 


855 


HEMBA1001878 


F-HEMBA1001878 


33 


R-HEMBA1001878 


856 


HEMBA1001886 


F-HEMBA1001886 


34 


R-HEMBA1001886 


857 


HEMBA1 002048 


F-HEMBA1 002048 


35 


R-HEMBA1002048 


858 


HEMBA1002131 


F-HEMBA1 002131 


36 


,R-HEMBA1002131 


859 


HEMBA1002163 


F-HEMBA1002163 


. 37 


R-HEMBA1002163 


860 


HEMBA1002164 


F-HEMBA1 002164 


38 






HEMBA1002167 


F-HEMBA1002167 


39 


R-HEMBA1002167 


861 


HEMBA1002178 


F-HEMBA1002178 


40 


R-HEMBA1002178 


862 


HEMBA1002195 ■ 


F-HEMBA1 002195 


41 


R-HEMBA1002195 


863 


HEMBA1 002227 


F-HEMBA1 002227 


42 


R-HEMBA1002227 


864 


HEMBA1 002239 


F-HEMBA1 002239 


43 






HEMBA1002316 


F-HEMBA1 002316 


44 


R-HEMBA1002316 


865 


HEMBA1 002420 


F-HEMBA1 002420 


45 


R-HEMBA1 002420 


866 


HEMBA1 002421 


F-HEMBA1 002421 


46 


R-HEMBA1 002421 


867 


HEMBA1 002524 


F-HEMBA1 002524 


47 


R-HEMBA1 002524 


868 
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Table, 1 (continued) 



5 



10 



20 



30 



40 



45 



50 



55 



Correspondence between nannes of clone and the sequence nanne, and the SEQ ID. 


Name of clone 


Name of 5' -sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


HEMBA1 002551 


F-HEMBA1 002551 


48 


R-HEMBA1 002551 


869 


HEMBA1 002767 


F-HEMBA1 002767 


49 


R-HEMBA1 002767 


870 


HEMBA1 002985 


F-HEMBA1 002985 


50 


R-HEMBA1 002985 


871 


HEMBA1 002992 


F-HEMBA1 002992 


51 






HEMBA1 003047 


F-HEMBA1 003047 


52 


R-HEMBA1 003047 


872 


HEMBA1 003072 


F-HEMBA1 003072 


53 


R-HEMBA1 003072 


873 


HEMBA1003101 


F-HEMBA1 003101 


54 


R-HEMBA1003101 


874 


HEMBA1003120 


F-HEMBA1 003120 


55 


R-HEMBA1003120 


875 


HEMBA1 003230 


F-HEMBA1 003230 


56 


R-HEMBA1 003230 


876 


HEMBA1 003294 


F-HEMBA1 003294 


57 


R-HEMBA1 003294 


877 


HEMBA1003315 


F-HEMBA1 003315 


58 


R-HEMBA1003315 


878 


HEMBA1 003392' 


F-HEMBA1 003392 


59 


R-HEMBA1 003392 


879 


HEMBA1 003399 


F-HEMBA1 003399 


60 


R-HEMBA1 003399 


880 


HEMBA1 003487 


F-HEMBA1 003487 


61 


R-HEMBA1 003487 


881 


HEMBA1 003497 


F-HEMBA1 003497 


62 


R-HEMBA1 003497 


882 


HEMBA1 003530 


F-HEMBA1 003530 


63 


R-HEMBA1 003530 


883 


HEMBA1 003602 


F-HEMBA1 003602 


64 


R-HEMBA1 003602 


884 


HEMBA1 003732 


F-HEMBA1 003732 


65 


R-HEMBA1 003732 


885 


HEMBA1 003945 


F-HEMBA1 003945 


66 


R-HEMBA1 003945 


886 


HEMBA1 004007 


F-HEMBA1 004007 


67 


R-HEMBA1 004007 


887 


HEMBA1 004067 


F-HEMBA1 004067 


68 






HEMBA1 004085 


F-HEMBA1 004085 


69 


R-HEMBA1 004085 


888 


HEMBA1 004110 


F-HEMBA1 004110 


70 


R-nnnnnnnnnnnn 


889 


HEMBA1 004250 


F-HEMBA1 004250 


71 


R-HEMBA1 004250 


890 


HEMBA1 004391 


F-HEMBA1 004391 


72 


R-HEMBA1 004391 


891 


HEMBA1004444 


F-HEMBA1 004444 


73 


R-HEMBA1 004444 


892 


HEMBA1 004454 


F-HEMBA1 004454. 


74 


R-HEMBA1 004454 


893. 


HEMBA1 004505 


F-HEMBA1 004505 


75 


R-HEMBA1 004505 


894 


HEMBA1 004785. 


,F-HEMBA1 004785 


76 


R-HEMBA1 004785 


895 


HEMBA1 004797 


F-HEMBA1004797 


77 


R-HEMBA1 004797 


896 


HEMBAI 004952 


F-HEMBA1 004952 


78 


R-HEMBA1 004952 


897 


HEMBA1 004971 


F-HEMBA1 004971 


79 


R-HEMBA1 004971 


898 


HEMBAI 004982 


F-HEMBA1 004982 


80 


R-HEMBA1 004982 


899 


HEMBAI 005070 . 


F-HEMBA1 005070 


81 


R-HEMBA1 005070 


900 


HEMBAI 005084 


F-HEMBA1 005084 


82 


R-HEMBA1 005084 


901 


HEMBAI 0051 45 


F-HEMBA1 005145 


83 


R-HEMBA1 005145 


902 


HEMBAI 005230 


F-HEMBA1 005230 


84 


R-HEMBA1 005230 


903 


HEMBAI 005246 


F-HEMBA1 005246 


85 


R-HEMBA1 005246 


904 


HEMBAI 005267 


F-HEMBA1 005267 


86 


.R-HEMBA1 005267 


905 


HEMBAI 005337 


F-HEMBA1 005337 


87 


R-HEMBA1 005337 


906 


HEMBAI 005430 


F-HEMBA1 005430 


88 


R-HEMBA1 005430 


907 


HEMBAI 005449 


F-HEMBA1 005449 ^ 


89 


R-HEMBA1 005449 


908 


HEMBAI 005489 


F-HEMBA1 005489 


90 


R-HEMBA1 005489 


909 


HEMBAI 005522 


F-HEMBA1 005522 


91 


R-HEMBA1 005522 


910 


HEMBAI 005545 


F-HEMBA1 005545 


92 


R-HEMBA1 005545 


911 


HEMBAI 005698 


F-HEMBA1 005698 


93 


R-HEMBA1 005698 


912 


HEMBAI 00591 3 


F-HEMBA1 005913 


94 


R-HEMBA1005913 


913 


HEMBAI 005929 


F-HEMBA1 005929 


. 95 


R-HEMBA1 005929 


914 
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Table 1 (continued) 



Correspondence between nannes of clone and the sequence name, and the SEQ ID. 



Nanne of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


HEMBA1 005945 


F-HEMBA1 005945 


96 


R-HEMBA1 005945 


915 


HEMBA1006016 


F-HEMBA1006016 


97 


R-HEMBA1 006016 


916 


HEMBA1006171 


F-HEMBA1006171 


98 


R-HEMBA1006171 


917 


HEMBA1 006276 


F-HEMBA1 006276 


99 


R-HEMBA1 006276 


918 


HEMBA1 006299 


F-HEMBA1 006299 


100 


R-HEM8A1 006299 


919 


HEMBA1006311 


F-HEMBA1 006311 


101 


R-HEMBA1006311 


920 


HEMBA1 006335 


F-HEMBA1 006335 


102 


R-HEMBA1 006335 


921 


HEMBA1 006357 


F-HEMBA1 006357 ' 


103 


R-HEMBA1 006357 


922 


HEMBA1 006430 


F-HEMBA1 006430 


104 


R-HEMBA1 006430 


923 ' 


HEMBA1 006482 


F-HEMBA1 006482 


105 


R-HEMBA1 006482 


924 


HEMBA1006517 


F-HEMBA1006517 


106 


R-HEMBA1006517 


925 


HEMBA1 006544 


F-HEMBA1 006544 


107 


R-HEMBA1 006544 


926 


HEMBA1 006572 


F-HEMBA1 006572 


108 


R-HEMBA1 006572 


927 


HEMBA1 006658 


F-HEMBA1 006658 


109 


R-HEMBA1 006658 


928 


HEMBA1 006707 


F-HEMBA1 006707 


110 


R-HEMBA1 006707 ^ 


929 


HEMBA1 006724 


F-HEMBA1 006724 


111 


R-HEMBA1 006724 


930 


HEMBA1 006749 


F-HEMBA1 006749 


112 


R-HEMBA1 006749 


931 


HEMBA1 006770 


F-HEMBA1 006770 


113 


R-HEMBA1 006770 


932 


HEMBAI 006902 


F-HEMBA1 006902 


114 


R-HEMBA1 006902 


933 


HEMBA1006912 


F-HEMBA1 006912 


115 


R-HEMBA1006912 


934 


HEMBA1.006916 


F-HEMBA1 006916 


116 


R-HEMBA1006916 


935 


HEMBA1 006960 


F-HEMBA1 006960 


117 


R-HEMBA1 006960 


936 


HEMBA1007013 


F-HEMBA1 007013 


118 


R-HEMBA1007013 


937 


HEMBA1 007057 


F-HEMBA1 007057 


119 


R-HEMBA1 007057 ^ 


938 


HEMBAI 007063 


F-HEMBA1 007063 


120 


R-HEMBA1 007063 


939 


HEMBA1 007226 


F-HEMBA1 007226 


121 






HEMBA1 007241 


F-HEMBA1 007241 


122 


R-HEMBA1 007241 


940 


HEMBA1007291 


F-HEMBA1 007291 


123 


R-HEMBA1 007291 


941 


HEMBA1 007332 


F-HEMBA1 007332 


124 


R-HEMBA1 007332 


942 


HEMBB1000106 


F-HEMBB1 000106 


125 


R-HEMBB1000106 


943 


HEMBB1000276 


F-HEMBB1 000276 


126 


R-HEMBB1 000276 


944 


HEMBB1000309 


F-HEMBB1 000309 


127 


R-HEMBB1 000309 


945 


HEMBB1 000407 


F-HEMBB1 000407 


128 


R-HEMBB1 000407 


946 


HEMBB1 000447 


F-HEMBB1 000447 


129 


R-HEMBB1 000447 


947 


HEMBB1 000542 


F-HEMBB1 000542 


130 


R-HEMBB1 000542 


948 


HEMBB1 000567 


F-HEMBB1 000567 


131 


R-HEMBB1 000567 


949 


HEMBB1 000642 


F-HEMBB1 000642 


132 


R-HEMBB1 000642 


950 


HEMBB1 000668 


F-HEMBB1 000668 


133 


R-HEMBB1 000668 


951 


HEMBB1 000679 


F-HEMBB1 000679 


134 


R-HEMBB1 000679 


952 


HEMBB1 000881 


F-HEMBB1 000881 


135 


R-HEMBB1 000881 


953 


HEMBB1 000905 


F-HEMBB1 000905 


136 


R-HEMBB1 000905 


954 


HEMBB1001026 


F-HEMBBi001026 


137 


R-HEMBB1001026 


955 


HEMBB1 001048 


F-HEMBB1001048 


138 


R-HEMBB1 001048 


956 


HEMBB1001200 


F-HEMBB1001200 


139 


R-HEMBB1001200 


957 


HEMBB1 001407 


F-HEMBB1 001407 


140 


R-HEMBB1001407 


958 


HEMBB1 001530 


F-HEMBB1 001530 


141 


R-HEMBB1001530 


959 


HEMBB1 001547 


F-HEMBB1001547 


142 


R-HEMBB1001547 


960 


HEMBB1 001573 


F-HEMBB1001573 


143 


R-HEMBB1001573 


961 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of 5' -sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


HEMBB1001847 


F-HEMBB1001847 


144 


R-HEMBB1001847 


962 


HEMBB1001959 


F-HEMBB1 001959 


145 


R-HEMBB1001959 


963 


HEMBB1001978 


F-HEMBB1001978 


146 


R-HEMBB10p1978 


964 


HEMBB1 002039 


F-HEMBB1 002039 


147 


R-HEMBB1 002039 


965 


HEMBB1 002041 


F-HEMBB1 002041 


148 


R-HEMBB1 002041 


966 


HEMBB1 002051 


F-HEMBB1 002051 


149 


R-HEMBB1 002051 • 


967 


HEMBB1002120 


F-HEMBB1 002120 


150 


R-HEMBB1002120 


968 


HEMBB1002162 


F-HEMBB1 002162 


151 


R-HEMBB1002162 


969 


HEMBB1 002228 


F-HEMBB1 002228 


152 


R-HEMBB1 002228 


970 


HEMBB1 002245 


F-HEiyiBB1 002245 


153 


R-HEMBB1 002245 


971 


HEMBB1 002302 


F-HEMBB1 002302 


154 


R-HEMBB1 002302 


972 


HEMBB1 002427 


F-HEMBB1 002427 


155 


R-HEMBB1 002427 


973 


HEMBB1 002465 


F-HEMBB1 002465 


• 156 


R-HEMBB1 002465 


974 


HEMBB1 002661 


F-HEMBB1 002661 


157 


R-HEMBB1 002661 


975 


HEMBB1 002663 


F-HEMBB1 002663 


158 


R-HEMBB1 002663 


976 


HEMBB1 002693 


F-HEMBB1 002693 


159 


R-HEMBB1 002693 


977 


MAMMA 1000046 


F-MAMMA1 000046 


160 


R-MAMMA1 000046 


978 


MAMMA1000102 


F-MAMMA1000102 


161 


R-MAMMA1000102 


979 


MAMMA 1000106 


F-MAMMA1000106 


162 


R-MAMMA1000106' 


980 


MAMMA1000118 


F-MAMMA1000118 


163 


R-MAMMA1000118 


981 


MAMMA1000141 


F-MAMMA1000141 


164 


R-MAMMA1000141 


982 


MAMMA1 000204 


F-MAMMA1 000204 


165 


R-MAM MAI 000204 


983 


MAM MA1 000226 


F-MAMMA1 000226 


166 


R-MAMMA1 000226 


984 


MAM MAI 000403 


F-MAMMA1 000403 


167 


R-MAMMA1 000403 


985 


MAM MAI 000449 


F-MAMMA1 000449 


168 


R-MAMMA1 000449 


986 


MAM MAI 000457 


F-MAMMA1 000457 


, 169 


R-MAMMA1 000457 


987 


MAMMA1 000473 


F-MAMMA1 000473 


170 


R-MAM MAI 000473 


988 


MAMMA1 000496 


F-MAMMA1 000496 


171 


R-MAMMA1 000496 


989 


MAMMA1 000528 


F-MAMMA1 000528 


172 


R-MAMMA1 000528 


990 


MAMMA1 000591 


F-MAMMA1 000591 


173 


R-MAMMA1 000591 


991 


MAMMA 1000614 


F-MAMMA1 000614 


174 


R-MAMMA1000614 


992 


MAM MAI 000652 


F-MAMMA1 000652 


175 


R-MAM MA1 000652 


993 


MAM MA1 000681 


F-MAMMA1 000681 


176 


. R-MAMMA1 000681 


994 


MAMMA 1000706 


F-MAMMA1 000706 


177 


R-MAMMA1 000706 


995 


MAMMA 1000788 


F-MAMMA1 000788 


178 


R-MAMMA1 000788 


996 


MAMMA 1000810 


F-MAMMA1 000810 


179 


R-MAMMA1 000810 


997 


MAMMA1000814 


F-MAMMA1000814 


180 


R-MAMMA1000814 


998 


MAMMA1 000881 


F-MAMMA1 000881 


181 


R-MAMMA1 000881 . 


999 


MAMMA1 000986 


F-MAMMA1 000986 


182 


R-MAM MA1 000986 


1000 


MAMMA 1000994 


F-MAMMA1 000994 


183 


R-MAMMA1 000994 


1001 


MAMMA1001043 


F-MAMMA1 001043 


184 


R-MAMMA1001043 


1002 


MAMMA1001066 


F-MAMMA1 001066 


185 


R-MAMMA1001066 


1003 


MAMMA1001094 


F-MAMMA1 001094 


186 


R-MAMMA1001094 


1004 


MAMMA1001141 


F-MAMMA1001141 


187 


R-MAMMA1 001141 


1005 


MAMMA1001150 


F-MAMMA1 001150 


188 


R-MAMMA1001150 


1006 


MAMMA1001237 


F-MAMMA1001237 


189 


R-MAMMA1001237 


1007 


MAM MA1 001 284 


F-MAMMA1001284 


190 


R-MAMMA1001284 


1008 


MAMMA1001310 


F-MAMMA1001310 


191 


R-MAMMA1001310 


1009 
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Table 1 (continued) 



Correspondence between nannes of clone and the sequence nanne, and the SEQ ID. 



Nanne of clone 


Nanne of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


MAMMA1001344 


F-MAMMA1001344 


192 






MAMMA1001418 


F-MAMMA1001418 


193 


R-MAMMA1001418 


1010 


MAMMA1001532 


F-MAMMA1001532 


194 


R-MAMMA1001532 


1011 


MAMMA1001609 


F-MAMMA1001609 


195 


R-MAMMA1001609 


, 1012 


MAMMA 1001615 


F-MAMMA1001615 


■ 196 


R-MAMMA1001615 


1013 


MAMMA 1001623 


F-MAMMA1001623 


197 


R-MAMMA1001623 


1014 


MAMMA1001634 


F-MAMMA1001634 


198 


R-MAMMA1001634 


1015 


MAMMA 1001893 


F-MAMMA1001893 


199 


R-MAMMA1001893 


1016 


MAMMA1001901 


F-MAMMA1001901 


200 


R-MAMMA1001901 


1017 


MAMMA 1001957 


F-MAMMA1001957 


201 


R-MAMMA1001957 


1018 


MAMMA1001978 


F-MAMMA1001978 


202 


R-MAMMA1001978 


1019 


MAM MAI 002070 


F-MAMMA1 002070 


203 


R-MAMMA1 002070 


1020 


MAMMA1 002080 


F-MAMMA1 002080 


204 


R-MAM MAI 002080 


1021 


MAMMA 1002087 


F-MAMMA1 002087 


205 


R-MAM MAI 002087 


1022 


MAMMA1 002091 


F-MAMMA1 002091 


206 






MAMMA 1002095 


F-MAMMA1 002095 


207 


R-MAM MAI 002095 


1023 


MAMMA 1002128 


F-MAMMA1002128 


208 


R-MAM MA1 0021 28 


1024 


MAM MAI 002 142 


F-MAMMA1002142 


209 


R-MAM MAI 0021 42 


1025 


MAMMA1002165 


F-MAMMA1002165 


210 


R-MAMMA1002165 


1026 


MAMMA 1002205 


F-MAMMA1 002205 


211 


R-MAM MAI 002205 


1027 


MAMMA 1002224 


F-MAMMA1 002224 


212 


R-MAMMA1 002224 


1028 


MAM MAI 002234 


F-MAMMA1 002234 


213 


R-MAMMA1 002234 


1029 


MAM MAI 002586 


F-MAMMA1 002586 


214 


R-MAMMA1 002586 


1030 


MAM MAI 002633 


F-MAMMA1 002633 


215 


R-MAMMA1 002633 


1031 


MAMMA1003126 


F-MAMMA1003126 


216 


R-MAMMA1003126 , 


1032 


NT2RM 1000407 


F-NT2RM1 000407 


217 






NT2RM 1000462 . 


F-NT2RM1 000462 


218 






NT2RM 1000542 


F-NT2RM 1000542 


219 






NT2RM 1000580 


F-NT2RM1 000580 


220 






NT2RM 1000789 


F-NT2RM1 000789 


221 






NT2RM 1000855 


F-NT2RM1 000855 


222 






NT2RM 1000858 


F-NT2RM1 000858 


223 






NT2RM 1000899 


F-NT2RM 1000899 


224 






NT2RM2000241 


F-NT2RM2000241 


225 






NT2RM2000306 


F-NT2RM2000306 


226 






NT2RM2000410 


F-NT2RM2000410 


227 






NT2RM2000423 


F-NT2RM2000423, 


228 






NT2RM2000497 ^ 


F-NT2RM2000497 


229 






NT2RM2000514 


F-NT2RM2000514 


230 






NT2RM2000565 


F-NT2RM2000565 


231 






NT2RM2000582 


F-NT2RM2000582 


232 






NT2RM2000589 


F-NT2RM2000589 


233 






NT2RM2000622 


F-NT2RM2000622 


234 






NT2RM2000632 


F-NT2RM2000632 


235 






NT2RM2000773 


F-NT2RM2000773 


236 






NT2RM2001126 


F-NT2RM2001126 


237 






NT2RM2001558 


F-NT2RM2001558 


238 






NT2RM2001626 


F-NT2RM2001626 


239 
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Table 1 (continued) 



5 



10 



40 



45 



50 



55 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


NT2RM2001643 


F-NT2RM2001643 


240 






NT2RM2001738 


F-NT2RM2001738 


241 






NT2RM2001767 


F-NT2RM2001767 


242 






NT2RM2001792 


F-NT2RM2001792 


243 






NT2RM2001818 


F-Nf2RM2001818 


244 






NT2RM2001902 


F-NT2RM2001902 


245 






NT2RM2001939 


F-NT2RM2001939 


246 






NT2RM2001941 


F-NT2RM2001941 


247 






NT2RM4000100 


F-NT2RM4000100 


248 


R-NT2RM4000100 


1033 


NT2RM4000115 


F-NT2RM4000115 


249 


R-NT2RM4000115 


1034 


NT2RM4000198 


F-NT2RM4000198 


250 


R-NT2RM4000198 


1035 


NT2RM4000284 


F-NT2RM4000284 


251 


R-NT2RM4000284 


1036 


NT2RM4000295 


F-NT2RM4000295 


252 


R-NT2RM4000295 


1037 


NT2RM4000326 


F-NT2RM4000326 


253 


R-NT2RM4000326 


1038 


NT2RM4000417 


F-NT2RM4000417 


254 


R-NT2RM4000417 


1039 


NT2RM4000444 


F-NT2RM4000444 


255 


R-NT2RM4000444 


1040 


NT2RM4000587 


F-NT2RM4000587 


256 


R-NT2RM4000587 


1041 


NT2RM4000593 


F-NT2RM4000593 


257 


R-NT2RM4000593 


1042 


NT2RM4000648 


F-NT2RM4000648 


258 


R-NT2RM4000648 


1043 


NT2RM4000761 


F-NT2RM4000761 


259 


R-NT2RM4000761 


1044 


NT2RM4000965 


F-NT2RM4000965 


260 


R-NT2RM4000965 


1045 


NT2RM4000997 


F-NT2RM4000997 


261 


R-NT2RM4000997 


1046 


NT2RM4001321 


F-NT2RM4001321 


262 


R-NT2RM4001321 


1047 


NT2RM4001325. 


F-NT2RM4001325 


263 


R-NT2RM4001325 


1048 


NT2RM4001377 


F-NT2RM4001377 


264 


R-NT2RM4001377 


1049 


NT2RM4001735 


F-NT2RM4001735 


265 


R-NT2RM4001735 


1050 


NT2RM4001768 


F-NT2RM4001768 


266 


R-NT2RM4001768 


1051 


NT2RM4001843 


F-NT2RM4001843 


267 


R-NT2RM4001843 


1052 


NT2RM4002352 


F-NT2RM4002352 


268 


R-NT2RM4002352 


1053 


NT2RP1 000002 


F-NT2RP1 000002 


269 






NT2RP1 000050 


F-NT2RP1 000050 


270 






NT2RP1000181 


F-NT2RP1000181 


271 






NT2RP1 000239 


F-NT2RP1 000239 


272 






NT2RP1 000261 


F-NT2RP1 000261 


273 






NT2RP1 000271 


F-NT2RP1 000271 


274 






NT2RP1 000300 


F-NT2RP1 000300 


275 






NT2RP1 000325 


F-NT2RP1 000325 


276 






NT2RP1 000448 


F-NT2RP1 000448 


277 






NT2RP1 000465 


F-NT2RP1 000465 


278 






NT2RP1 000468 


F-NT2RP1 000468 


279 






NT2RP1 000551 


F-NT2RP1 000551 


280 






NT2RP1 000579 


F-NT2RP1 000579 


281 






NT2RP1000613 


F-NT2RP1000613 


282 






NT2RP1 000679 


F-NT2RP1 000679 


283 






NT2RP1 000740 


F-NT2RP1 000740 


284 






NT2RP1 000903 


F-NT2RP1 000903 


285 






NT2RP1 000981 


F-NT2RP1 000981 


286 






NT2RP1001004 


F-NT2RP1001004 


287 
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Table 1 (continued) 



Correspondence between names of clone and the sequence nanne, and the SEQ ID. 


Nanne of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


NT2RP1001020 


F-NT2RP1001020 


288 






NT2RP1001031 


F-NT2RP1001031 


289 






NT2RP1001563 


F-NT2RP1001563 


290 






NT2RP2000092 


F-NT2RP2000092 


291 


R-NT2RP2000092 


1054 


NT2RP2000178 


F-NT2RP2000178 


292 


R-NT2RP2000178 


1055 


NT2RP2000240 


F-NT2 R P2000240 


293 


R-NT2RP?0n0P4n 

1 1 IV 1 CI *l ^\J\J\/£.^\J 


1 056 


NT2RP20003P4 


F-NT2RP?000?Q4 

1 IV 1 C 1 tl^ CWww7*T 


294 


R-NTPRP?nnmQ4 

n Iv 1 cPli cUUUOOH 


1 057 

1 UO / 


NT2RP2000447 


F-NT2RP2000447 

1 1 V t ^1 II ^VW^^Tf 


295 


R-NT2RP2000447 

11 1 V 1 c 1 1 n c w v^T^ / 


1058 


NJ2RP2000479 


F-NT2 R P2000479 

1 1 V 1 1 1 1 b W / <7 


296 


R-NT2RP2000479 


1 059 


NT2RP2000514 


F-NT2RP200051 4 

1 1 V 1 c 1 1 n cvv/ 1 ^ 


297 


R-NT2RP2000S1 4 

lllV 1 ClirCW-rv/s^ It 


1 060 


NT2RP2000533 


F-NT2 R P2000533 


298 


R-NT2RP2000533 

1 1 1 V 1 ^1 If ^WW/^Ow 


1061 


NT2RP2000610 

111 1 ^1 If ^VwW 1 V 


F-NT2RP200061 0 

1 IVlCIII^CVWUIXJ 


299 






NT2RP2000616 


r 1 V 1 cnr cUUUO 1 (J 


300 


n IV 1 crincUvUD 1 D 


1 ORP 

1 UDC 


NT2RP20Q0649 


F-NT2RP2000649 
1 1 V 1 ciincwwo*Tj7 


301 


R-NIT2RP200nfi4Q 
n IV 1 cri~cu\JvjoH-3 


1 LfDO 


NT2RP2000663 


F-NT2RP2000663 

1 IV 1 CI II CUU\^UUO 


302 


R-NTPRPPOOOfifi'^ 


1 064 


NT2RP2000694 


F-NT2RP2000694 


303 






NT2RP2000712 


F-NT2RP200071 2 

1 iviciinc\^\j\^# ic 


304 


R-NT2RP200ri71 9 
It Fv icni cuuu/ ic 


1 065 


NT2RP2000739 

111 Id 11 CWU\./ftiJ<^ 


F-NT2RP200073q 

1 IV 1 crii^cuuwf 


305 


R-NIT2RP200n7'^Q 
n IV 1 crincusju / OS 


1 nfiR 


NT2RP2000818 

in 1^1 11 ^\J\J\Jkj I \J 


F-NT2RP200081 8 

1 1 V 1 C 1 11^ ^\J\J\JO 1 u 


306 


R-NT?RP2000ai fl 

Pi Iv 1 CPii CUWUO 1 O 


1 067 


IV 1 CI 1 C 


F-NTPRPpnnoQn^ 

n Iv 1 crircUVJU^UO 


307 


Pi Iv 1 cPii cL^UUSUO 


1 riRR 

1 UDO 


NT2RP2001200 


F-NT2RP2001200 

1 IV 1 CI ir cw lew 


308 


R-NT2RP2n01 200 

Pi Iv 1 cPlr cvU 1 cVJv 


1 069 


NT2RP2001223 


F-NT2RP2001223 

1 iviciii^cv/\j 1 ceo 


309 


R-NT2RP2nni 22*^ 

Pi Iv 1 cPiPcUU 1 ceo 


1 070 


NT2RP2001276 

IN 1^1 1 i ^ V V 1 ^ f U 


F-NT2RP2001276 

1 IVICIIiCWIC/U 


310 


R-NT2RP2001 276 

Pi IV 1 clir cWv Ic/ U 


1 071 


NT2RP20 01*^88 


n Iv 1 citrcuu 1 ooo 


'^1 1 


n Iv \ crincUU 1 OOO 


1 n7P 

1 U/ C 


IV 1 Ci 1 1 C W 1 *tu^ 


F-NT2RP2001 4RQ 

1 1 V 1 C Fit CUvr 1 *tU^ 


312 


Pi Iv 1 CrircUU 1 H 


1 u / o 


NT2RP2001480 


F-NT2RP2001480 

1 IVi^lll ^wwl V 


313 


R-NT2RP2001 480 

11 IV 1 C 1 IP C V V 1 *-rU\^ 


1 074 


NT2RP2001495 


F-NT2RP2001495 

1 IVI£»I1I bvwl^^w 


314 


R-NT2RP2001 495 

11 IV ICIll^CUt^l "T^O 


1075 


NT2RP2001514 

iv iciincw f \j i*T 


F-NT2RP2001514 

1 1 V 1 c r » r c w i ^ i *t 


315 


R-NT2RP?n01 51 4 

Pi"lv 1 cPir cW I O 1 *+ 


1 n7R 

1 U f D 


NT2RP2001529 


F-NT2RP2001529 

1 IV 1 ci tr cvu i %JCJ 


316 






NT2RP200153S 


F-NIT2RP2001 '^'^R 
1 1 V 1 cni cvv 1 


O 1 / 


n-|\ 1 criPcUU 1 oOO 


1 077 


NIT2RP2001562 

IV 1 cr 11 1 <juc 


F-NT2RP2001 ^^R? 

n IN 1 cnn cWU 1 


O 1 o 


R-KITPRP?nni 5R9 

11 Iv 1 £.i\t^\J\J 1 oDc 


1 n7R 


NT2RP2001662 

IV 1 CI 1ICW 1 uuc 


F-NT2RP2001 662 

V 1 V 1 crii CWU 1 uUc 


319 


R-NT?RPPOni RR? 

Pl"lv t cFlPcWU 1 DOc 


1 n7Q 


NT2RP2001755 


F-NT2RP2001 755 

1 1 V 1 C 1 1 1 C W 1 / 


320 


R-NT2RP2001 755 

PI Iv i cPltcUU 1 / oo 


1 080 


NT2RP2001769 

IV t ^1 11 1 i WW 


F-NT2RP2001 769 

1 1 V 1 ^ 111 ^ 1 f 


321 


R-NT2RP2001 76Q 

Pi Iv 1 CPIPCUU 1 / Oi3 


1081 


NT2RP2001817 


F-NT2RP2001817 

1 1 V 1 ^ 111 ^wvlWlf 


322 


R-NT2RP2001 R1 7 

1 1 1 V 1 C iir cvfw I O I f 


1082 


NT2RP2001878 


F-NT2RP200'1 878 

1 1 V 1 ^ 1 1 1 ^\J\/ 1 U r 


323 


R-N!T2RP2nni R7n 

Pilv IcIiicUU lO/O 


1 083 


NT2RP2001903 

IV 1 CI incw 1 


F-NT2RP2001 Q03 


Oct 


R-NT?RP2nni Qm 

PI Iv 1 cPlPCUU 1 9VJO 


1 nR4 


NT2RP2001915 

IVT^III ^V^wl^l w 


F-NIT2RP2001 91 5 

1 1 V 1 c 1 ir c w 1 1 1_) 


325 


R-NT2RP2nni Q1 5 
Pi iv icnPcwu 13 lo 


1 085 


NT2RP2001921 


F-NT2RP2001921 


326 


R-NT2RP2001921 


1086 


NT2RP2001948 


F-NT2RP2001948 


327 


R-NT2RP2001948 


1087 


NT2RP2001956 


F-NT2RP2001956 


328 


R-NT2RP2001956 


1088 


NT2RP2002015 


F-NT2RP2002015 


329 


R-NT2RP2002015 


1089 


NT2RP2002063 


F-NT2RP2002063 


330 


R-NT2RP2002063 


1090 


NT2RP2002188 


F-NT2RP20021BB 


331 


R-NT2RP2002188 


1091 


NT2RP2002232 


F-NT2RP2002232 


332 


R-NT2RP2002232 


1092 


NT2RP2002304 


F-NT2RP2002304 


333 


R-nnnnnnnnnnnn 


1093 


NT2RP2002409 


F-NT2RP2002409 


334 


R-NT2RP2002409 


1094 


NT2RP2002510 


F-NT2RP2002510 


335 


R-NT2RP2002510 


1095 
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Table 1 (continued) 

Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3' -sequence 


SEQ ID 


NT2RP2002527 


F-NT2RP2002527 


336 


R-NT2RP2002527 


1096 


NT2RP2002533 


F-NT2RP2002533 


337 


R-NT2RP2002533 


1097 


NT2RP2002564 


F-NT2RP2002564 


338 


R-NT2RP2002564 


1098 


NT2RP2002674 


F-NT2RP2002674 


339 


R-NT2RP2002674 


1099 


NT2RP2002721 


F-NT2RP2002721 


340 


R-NT2RP2002721 


1100 


NT2RP2002824 


F-NT2RP2002824 


341 


R-NT2RP2002824 
R-NT2RP2002942 


1101 


NT2RP20 02942 


F-NT2RP2002942 


342 


1102 


NT2RP2002974 


F-NT2RP2002974 


343 


R-NT2RP2002974 


1103 


NT2RP2002976 


F-NT2RP2002976 


344 


R-NT2RP2002976 


1104 


NT2RP2003042 


F-NT2RP2003042 


345 


R-NT2RP2003042 


1105 


NT2RP2003138 


F-NT2RP2003138 


346 






NT2RP20031 79 


F-NT2RP2003179 


347 


R-NT2RP2003179 


1106 


NT2RP2003210 


F-NT2RP2003210 


348 


R-NT2RP2003210 


1107 


NT2RP2003302 


F-NT2RP2003302 


349 


R-NT2RP2003302 


1108 


NT2RP20 03369 


F-NT2RP2003369 


"350 


R-NT2RP2003369 


1109 


NT2RP20 03383 


F-NT2RP2003383 


351 


R-NT2RP20033B3 


1110 


NT2RP2003390 


F-NT2RP2003390 


352 


R-NT2RP2003390 


1111 


NT2RP2003469 


F-NT2RP2003469 


353 


R-NT2RP2003469 


1112 


NT2RP2003545 


F-NT2RP2003545 


354 


R-NT2RP2003545 


1113 


NT2RP2003593 


F-NT2RP2003593 


355 


R-NT2RP2003593 


1114 


NT2RP2003599 


F-NT2RP2003599 


356 


R-NT2RP2003599 


1115 


NT2RP2003655 


F-NT2RP2003655 


357 


R-NT2RP2003655 


1116 


NT2RP2003664 


F-NT2RP2003664 


358 


R-NT2RP2003664 


1117 


NT2RP2003931 


F-NT2RP2003931 


359 


R-NT2RP2003931 


m8 


NT2RP2003940 


F-NT2RP2003940 


360 


R-NT2RP2003940 


1119 


NT2RP20 03950 


F-NT2RP2003950 


361 


R-NT2RP2003950 


1120 


NT2RP2004069 


F-NT2RP2004069 


362 


R-NT2RP2004069 


1121 


NT2RP2004108 


F-NT2RP2004108 


363 


R-NT2RP2004108 


1122 


NT2RP2004141 


F-NT2RP2004141 


364 


R-NT2RP2004141 


1123 


NT2RP20041 79 


F-NT2RP20041 79 


365 


R-NT2RP2004179 


1124 


NT2RP20 04205 


F-NT2RP2004205 


366 


R-NT2RP2004205 


1125 


NT2RP2004447 


F-NT2RP2004447 


367 


R-NT2RP2004447 


1126 


NT2RP2004495 


F-NT2RP2004495 


368 


R-NT2RP2004495 


1127 


NT2RP20 04524 


F-NT2RP2004524 


369 


R-NT2RP2004524 


1128 


NT2RP20 04556 


F-NT2RP2004556 


370 


R-NT2RP2004556 


1129 


NT2RP20 04606 


F-NT2 RP2004606 


371 


R-NT2RP2004606 


1130 


NT2RP20 04648 

111 1 ll ^W^W*TW 


F-NT2 RP2004648 


372 


R-NT2RP2004648 


1131 


NT2RP20 04670 


F-NT2RP200467() 


373 


R-NT2RP2004670 


1132 


WT9RP9nn47Q4. 
IN 1 tPln ^UUH-/ 




374 


R-NT? R P20047Q4 


1133 


NT2RP2004837 


F-NT2RP2004837 


375 


, R-NT2RP2004837 


1134 


NT2RP2004847 


F-NT2RP2004847 


376 


R-NT2RP2004847 


1135 


NT2RP2005027 


F-NT2RP2005027 


377 


R-NT2RP2005027 


1136 


NT2RP2005069 


F-NT2RP2005069 


378 


R-NT2RP2005069 


1137 


NT2RP2005163 


F-NT2RP2005163 


379 


R-NT2RP2005163 


1138 


NT2RP2005181 


F-NT2RP2005181 


380 


R-NT2RP2005181 


1139 


NT2RP2005247 


F-NT2RP2005247 


381 


R-NT2RP2005247 


1140 


NT2RP2005378 


F-NT2RP2005378 


382 


R-NT2RP2005378 


^ 1141 


NT2RP2005391 


F-NT2RP2005391 


383 


R-NT2RP2005391 


1142 
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Table 1 (continued) 

Correspondence between names of clone and the sequence name, and the SEQ ID. 







SEQ ID 


Mflmp Af T-QPniiPnAP 


opo in 


In I (tnr^UUOHjcO 


1 — (N 1 ^r\r £.\J\JDH^D 


oC54 


P MX0DPOAAC/1OC 

n-IN 1 2nr2UUo42o - 


i-i AO 

1 1 4o 




P MTOPDOr>ni^/R'5 




P MXOPPOAAC/1RQ 

n-IN l2nr2UUb4bo 


1 1 44 


IN 1 ^nrtUUOo I 4 


MTORDOnnt^*^ i /I 
r-lN 1 ^nr^iUUooi'l- 


oob 


n-IN l2nr2UUool4 


1 1 40 


M Tc? R P 0 n ri 


P.MT9RP9^nt^^^'^^^ 


OO / 


R MTORPOAOt^cioc 
n-IN i^nr^uuoooD 


1 1 'i-b 


IN 1 ^nr^^cuvjDOH- 1 


P-MT9RPC>nnt^*^iii 

r-|N 1 trir tUUOO*+ 1 


OOO 


R-MT9RP9n^^^^^/11 
n-iN 1 ^nr^UvOO'f i 


1 ^ Al 


IN 1 ^nn^uuooy/ 


P MTOPDOnnt^AQT 


ooy 


P MXOPPOAACCQ7 

n-lN l2nr2UUooy/ 


H H /to 

1 148 


IN 1 ^nr^UUODOfc 


r-lN 1 ^nriiUUoOo^ 


QQA 

oyu 


R-nnnnnnnnnnnn 


i i /to 

1 149 


In I ^nr^UUODDD 


r-N 1 ^nr^iUUoDbb 


o9l 


□ KIXODDOAACiSCC 

n-lN I2nr200ofabb 


H 4 CA 

11 bO 


In I ^nr^UUo/ / 4 


P MXOPDOnnC77^ 

r-N 1 ^nr^UUo//4 


oy2 


□ MXODDOAAC77/1 

rl-rSI l2nr200o//4 


1 lol 


In I 


P MXO PPOnnCQ7D 


oy*3 


P MXODDOAACQ7Q 

n-rsi l2nr20Ubb/o 


H H CO 

1 lo2 


MTO P Don O C D Q Q 

In I ^nK^UUooBo 


C MXODDOnnCQDO 

1 — N 1 iiHr^UUOooo 


Q A/I 

o94 


D MXOODOAACOOO 

n-rsi I2nr200booo 


11 53 


In I ZrirZUuDoof 




395 


D IVIX0D00AAC0 07 

n-N l2Hr2005oo7 


1 154 




r-N 1 2HP20Uoy4 1 


396 


R-nnnnnnnnnnnn 


1155 


In I iinr20(Jo994 


r-IN 1 2nr2U05y94 


OAT 

397 


D KIXOCDDOAACAA/t 

n-N I2nr200b994 


1156 


In 1 ^^nr^iUUbUUA 


c Mxo DDonnonrk/i 
r-N 1 2Hr200b004 


O AO 

398 


D MXODDOAACAA/I 

n-N l2nr200DDD4 


1157 


MT'DDDonneojio 
N 1 <inr4i00b042 


r-N 1 2rtr200D042 


399 


D M-rODDOAAOA/IO 

n-N l2nP200b042 


1158 




IT MXo DDfj/^nertoo 
r-N 1 2nK200D092 


A AA 
400 


D KIXO D C30AACAA0 

n-IN I2nr200o092 


H ^ CA 

1159 


In 1 ^HriiUUbOSy 


r-N I 2nr200D099 


X AH V 
401 


D MTOCaDOAAeA AA 

H-N 12nP2006099 


1160 


In I ^nr^UUblo4 


r-N 1 2Hr200b1o4 


A AO 

402 


D MXODDOAAeH O >1 

n-N l2Hr200Di34 


1161 


In I dnrdDvodb^ 


r-N 1 2nr200D2D9 


A AO 

403 


D M-pODOOAACOeA 

H-N l2nP200o2D9 


1162 


In I ^nr^Kjvobld 


r-N 1 2rtP200Do1 2 


/I A/1 

.404 


D KIXOD DOAACC H O 

H-N l2HP200ooi2 


1163 


N ( iinroUUUOl 1 


1 — N 1 2nrJ0UUUn 


A AC 

405 


D MXODDOAAAAHH 

H-N l2nP3000011 


H H C>1 

1164 


In I iinroUUUUiii; 


1 — N 1 2r(roUUUU<c2 


/ AC 

40 b 


D MXOODOAAAAOO 

H-N l2nPo000022 


H H ec 
1 1 65 


IN ! 2Hro0000o9 


r-N i2nP3000059 


407 


f~> MTOODOAArtACri 

R-NT2nP30000o9 


1166 


M "TO o D 'a n r» r* e Q 


IT MXO DDO AAAAtJO 

r-N 1 2nPo0000D3 


408 


r~> MTODOOAAAAeO 

H-N 1 2nP3000063 


1167 


IN! 1 ^nroUUUI 


C" MXO DDOAAAH OE 

r-N l2nPo000]25 


/I AA 

409 


R-nnnnnnnnnnnn 


< < oo 

1168 


In I <inroUUU14o 


C MXO DDOAAAH >l D 

r-N 1 2nroOUUi4o 


/I H A 
41 0 


D KtXODDOAAAH /t O 

H-N 1 2nP30001 48 


H H OA 
1 1 69 


In I ^nroUUUl by 


C MXO PDOAAAH CO 

1 — N l2nrouUUlby 


41 1 


D MXODDOAAAH Cd 

H-N 1 2nPo0001 d9 . 


H H -yA 

11 /O 


In I ^nroUUUl /l 


r-N 1 2riroUUUl /I 


/IH O 

4 l2 


D MXODDOAAAH 7H 

H-N l2nroOOU1 / I 


1 Wl 


In I <;nroyU0 1 


r-N 1 2nPo00u1 /2 


it H O 

413 


D M-PODDOAAAH "70 

H-N 1 2nP30001 72 


1172 


M Q D '3 ri n o n H 

In I iiriroUUUiiU 1 


IT MXO DDQ AAAOAH 

r-N 1 2nPo00u20l 


A4 A 

414 


D MXODDOAAAOAH 

H-N l2nP3000201 


H H *70 
11 73 


In 1 <inroUUU2o^ 


C MXO DDO AAOO'ao 

1 — N 1 2nroUUU2o2 


/( H C 

41 o 


D MXODDOAAAOQO 

H-N l2nPo000232 


H H 7/1 

1 1 74 


In I ^nroUUUoU4 


r-N 1 2nroUUUoU4 


41 b 


D KrXODDOAAAOA/1 

H-N 1 2nroOOUoU4 


H H 7C 

n /5 


In 1 ^nroUUUo/ o 


r-lN 1 2riroUUUo/ D 


/( H *7 
41 / 


D KIX0DD0AAA070 

H-N I2HP3000378 


H H 70 
1 1 76 


IN l^nroUUU4^/ 


1 — N 1 2nroUUU42/ 


41 o 






In I iinroUUU4ob 


C MXODDO AAA/1 OC 

r-N 1 2riPJUUU4ob 


/I H A 
41 9 


D KIXOD DO AAA/1 OC 

H-N 1 2HP300043D 


1 1 77 


rsl 1 ^nroUUU444 


C K(XODDOAAA>l >1 yl 

r-N 1 2nPo000444 


420 


H-N 1 2HP3000444 


11 78 


Mxo p P'a n n n/1 
IN l^nroUUU4bU 


P MXODD'a AAA/ CA 

r-lN 1 ^nroUUU4DU 


421 


D KtXODDO AAA/1 OA 

H-N 1 2HPoOU04bO 


H H 7A 

11/9 


NT2RP3000481 


F-NT2RP30004B1 


422 


R-NT2RP3000481 


1180 


NT2RP3000616 


F-NT2RP3000616 


423 


R-NT2RP3000616 


1181 


NT2RP3000645 


F-NT2RP3000645 


424 


R-NT2RP3000645 


1182 


NT2RP3000652 


F-NT2RP3000652 


. 425 


R-NT2RP3000652 


1183 


NT2RP3000676 


F-NT2RP3000676 


426 


R-NT2RP3000676 


1184 


NT2RP3000677 


F-NT2RP3000677 


427 


R-NT2RP3000677 


1185 


NT2RP3000721 


F-NT2RP3000721 


428 


R-NT2RP3000721 


1186 


NT2RP3000789 


F-NT2RP3000789 


429 


R-NT2RP3000789 


1187 


NT2RP3000818 


F-NT2RP3000818 


430 


R-NT2RP30b0818 


1188 


NT2RP3000820 


F-NT2RP3000820 


431 


R-NT2RP3000820 


1189 



12 
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Table 1 (continued) 

Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


IN I trlr OUUUOOO 


r-iN i^nrouuuooo 




n"iN 1 ^n~ouuuooo 


11 90 


IN itnrouuuo/ i 


P-MT9RP<innnR7i 


*fOO 


R-NtT9RP'^nnnfl7i 

n~IN ItrirOVJUVJO/ 1 


1191 


MT9RP'^nnnQn7 

IN ltnrOvUU!?U/ 


F-NT9Rp'^nnnQn7 


434 


R-NiTpRP'^nnnQ07 


1192 


MT9RP'^nnnQ9i 

IN 1 ^rir OUUUS^ 1 


F-NT9RP'^nnnQpi 


435 




1193 


IN 1 1 U 1 ^ 


1 IN 1 eL\\\-0\j\j \ \J \ ^ 


436 


R-NT?RP?n01 01 ? 


1194 




P-MTORP'^nni r\AA 

r"IN 1 ^rir OUU \ U*fH 


HOI 


R-MTPRP'^nm n4A 

ri'lN 1 trirOUVJ 1 Utt 


11 95 


IN 1 ^nr ouu 1 UD i 


P-MT9RP9nni nRi 

r~IN 1 ^rir OUU 1 UO 1 




R-MTPRP'^nm nRi 

n IN 1 ^rirOUU 1 UO 1 


1 1 96 


IN 1 ^fir oUU 1 1 Oy 


P-MT9RP'^nni 1 (^Q 
r IN 1 ^nrouu 1 1 




R-NTPRP'^nni1 '^Q 

n-|N 1 ^nnOUU 1 1 03 


1 197 


IN 1 jcrir OUU M / U 


p-NT9RP'^nni 1 7n 


440 


R-NTPRP'^Omi 70 
n IN 1 till ow 1 1 f u 


1 198 


IN 1 ^nnOUU 1 1 IJO 


r IN 1 ^n~ouu i 1 >3>j 


441 


R-NTPRP'^OOII Q*^ 


1 199 


IN 1 ^rir OUU 1 tHU 


P.MTPRP'inni OATi 
~"IN 1 tnnouu 1 


AAO 


R-NITPRP'^0niP40 


1200 


fN ItnroUUIt/ 1 


p MTOPP^^nm P71 




R-MTPRP'^nm P71 
n IN 1 ^nrouu i^/ i 


1 P01 


rN i^nroUUlo^^ 


p MTORP'^nm '^^o 
r-lN 1 tnrouu lo^^ 


AAA 


R-MTPRP'^rinnpp 


1 POP 


IN ItrtroUUlOOO 


P_NIT9RP'^nni '^RR 
r-iN 1 ^nrouu i ooo 








IN 1 ^nr OUU 1 Oh-^ 


P-MTpRP'^nm *%4P 

r -IN 1 ^rir OUU 1 0*+^ 




R-NTPRP'^nm S4P 




In 1 (tnroUUlODU 


P-MT9RPQnni f^Kn 
1 IN 1 ^nrouu 1 oou 


AA7 


R-MTPRP'^nni RRfi 


1 POd 


In 1 ^nroUU 1 


P-MTPRP'^nm *^Q9 . 


AAA 


R-MTPRP'^nni (^QP 




In l^rSrJUUIOOU 


r-lN 1 ^nrouui DOU 








PN 1 ^nroUU lOoO 


r-lN 1 ^nroUU 1 DOO 


■ Ac,r\ 

'(•OU 


R.MT9RP'^n01 RR*; 
n-lN 1 ^nrouu I Doo 


1 pnR 


rsi 1 ^nroUUl / o<> 


P MTORPQOni 7*50 
r-iN 1 ^nroUUl / oo 


401 


R-MTPRP*5nni 7'^fl 
n-IN 1 £.r\rO\J\J I t OO 


1 pn7 


In 1 ^nroUU 1 / 




AC^O 

*+o^ 


R-MTPRP'^nm 7*^4 




r 

In 1 ^nroUU 1 ooo 


P-MT9RP'5nni Rt^R 
r-lN 1 ^nrouui ooo 




R-MTPRP'^n01flRfl 
n-iN 1 tnrouu i ooo 


1 POQ 


MTORPQnm Q7fi 

Pn l^nroUUiy/0 


P MTOOPQOni Q7R 


ARA 


R-MTPRP'^nm Q7R 
n IN 1 1 ri"ouu 1 9 / p 


1 ^ 1 u 


MTOPPQnnoni r 
rsj 1 iinroUU^Ul o 


1 — In I ^nroUU^U 1 o 


A^^ 
400 


R.MT9RP'^nn9ni 
n-iN 1 ^nr ouutU \ o 


1P11 
1 ^ 1 1 


IN 1 idHroUUiiTDU 


P MTOQPQrtnOi ftO 

r-N 1 /inrJUU^I oU 


40D 


R MTODP'^nnOi RO 
n-lN 1 ^nroUU^l DU. 


1 PI p 


fN 1 ^nroUUtjco 1 


p MTORP^inn^ORi 
r-lN 1 ^nrouu^^o 1 


A^7 


R-MTPRP'^nnPPRI 
n-IN 1 ^rlrOUU^^O 1 


1 £ 1 o 


MTORP^innooflft 

iN 1 ^rirJUUt^oD 


P MT9RP'5nn^?ORR 
r-lN iZnrouu^iiOD 


A^R 


R-MTPRP'^nfiPPRR 

n-IN IttinOUU^fcOD 




In 1 ^inroUU^o 1 1 


P MTORP^nnOQi 1 


4oy 


R-MTPRP^nnp'^i 1 
n-IN 1 iinrouu^o i i 


1 pm 

1 ^ 1 o 


In 1 £S\r 


p MTORP'^nnoQOA 




R-MTPRP'^nnP'^Pd 
n-iN 1 ouuto^tf 




In 1 ^Plr JUUiio4^ 


c MXODD'anno'a/io 
r-lN 1 ^nroUU<io4^ 


40 1 


R MT9RP'5nnO'^A9 


1 01 7 


KITOPP'SnnO'SKQ 

rvJ 1 ^nroUU^ooo 


r-iN l^nroUU^ooo 


ARO 
4D^ 


R-MT9RP'5nn9'5*^'? 


1 P"t R 
1 ^ 1 o 


In 1 ^nroUU^4Uy 


p MTORPQnnoAno 
r-iN 1 ^nrovJU^'Hjy 


4DO 


R_MT9RP'5nnPAnQ 


1P1Q 


In 1 ^nroUU^H-i i 


p MT^RP^innoAH 


ARA 


R-MTPRP'^nnpdi 1 

n-IN 1 ^nrouu^f 1 1 


1 ppn 


In 1 ^nroUU^'W'O 


P MTQDPQnnOAAR 

r-lN 1 ^nroUUii*Wo 


AR*^ 


R_MT9RP'^nn9AAft 
n-IN 1 ^nrouut'f*fo 


1 PP1 


MToRPQnno(;7i 


p MT0RP'5^^^9^^7i 


ARR 


R-MTPRP'^nnPR71 
n IN i^nrouuto/ i 


1 PPP 


In i i:nroUU^bD4 




/IR7 
40/ 


R MT9P P*5r»nORRA 

n-iN iiinrouu^DD4 


1 


In 1 iinroUU^/ii 1 




ARR 
4DO 


R MT9RP'5nn9791 
n-lN 1 ^rtr OUUt 1 


1 PPA 


In 1 ^nroUU^/ o/ 


P MT0PPQnn07'57 

r-iN l^nroUU^/o/ 


ARQ 


R-MTPRP'^nnP7'^7 
n-iN i^nrouut/o/ 




NT2RP3002738 


K-N I2nro0027oo 


470 


H-In l^nr%3(J02/oo 




NT2RP3002790 


F-NT2RP3002790 


471 


R-NT2RP3002790 


1227 


NT2RP3002836 


F-NT2RP3002836 


472 


R-NT2RP3002836 


1228 


NT2RP3002887 


F-NT2RP3002887 


473 


R-NT2RP30028B7 


1229 


NT2RP3002900 


F-NT2RP3002900 


474 


R-NT2RP3002900 


1230 


NT2RP3002958 


F-NT2RP3002958 


475 


R-NT2RP3002958 


1231 


NT2RP3002983 


F-NT2RP3002983 


476 


R-NT2RP3002983 


1232 


NT2RP3003000 


F-Nt2RP3003000 


477 


R-NT2RP3003000 


1233 


NT2RP3003076 


F-NT2RP3003076 


478 


R-NT2RP3003076 


1234 


NT2RP3003354 


F-NT2RP3003354 


479 


R-NT2RP3003354 


1235 



13 
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Table 1 (continued) 





Correspondence between names of clone and the sequence name, and the SEQ ID. 




Nanne of clone 


Nanne of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


5 


NT2RP3003448 


F-NT2RP3003448 


480 


R-NT2RP3003448 


1236 




NT2RP3003469 


F-NT2RP3003469 


481 


R-NT2RP3003469 


1237 




NT2RP3003473 


F-NT2RP3003473 


482 


R-NT2RP3003473 


1238 




NT2RP3003527 


F-NT2RP3003527 


483 


R-NT2RP3003527 


1239 


10 


NT2RP3003532 


F-NT2RP3003532 


484 


R-NT2RP3003532 


1240 


NT2RP3003535 


F-NT2RP3003535 


485 


R-nnnnnnnnnnnn 


1241 




NT2RP3003559 


F-NT2RP3003559 


486 


R-NT2RP3003559 


1242 




NT2RP3003614 


F-NT2RP3003614 


487 


R-NT2RP3003614 


1243 




NT2RP3003729 


F-NT2RP3003729 


488 


R-NT2RP3003729 


1244 


15 


NT2RP3003849 


F-NT2RP3003849 


489 


R-NT2RP3003849 


1245 




NT2RP3003874 


F-NT2RP3003874 


490 


R-NT2RP3003874 


1246 




NT2RP3003939 


F-NT2RP3003939 


491 








NT2RP3003963 


F-NT2RP3003963 


492 


R-NT2RP3003963 


1247 


20 


NT2RP3004000 


F-NT2RP3004000 


493 


R-NT2RP3004000 


1248 


NT2RP3004025 
NT2RP3004067 


F-NT2RP3004025 
F-NT2RP3004067 


494 
495 


R-NT2RP3004025 


1249 




NT2RP3004075 


F-NT2RP3004075 


496 


R-NT2RP3004075 


1250 




NT2RP3004083 


F-NT2RP3004083 


497 


R-NT2RP3004083 


1251 


25 


NT2RP3004090 


F-NT2RP3004090 


498 


R-NT2RP3004090 


1252 




NT2RP3004119 


F-NT2RP3004119 


499 


R-NT2RP3004119 


1253 




NT2RP3004130 


F-NT2RP3004130 


500 


R-NT2RP3004130 


1254 




NT2RP3004133 


F-NT2RP3004133 


501 


R-NT2RP3004133 


1255 


30 


NT2RP3004202 


F-NT2RP3004202 


502 


R-NT2RP3004202 


1256 


NT2RP3004294 


F-NT2RP3004294 


503 


R-NT2RP3004294 


1257 




NT2RP3004309 


F-NT2RP3004309 


504 


R-NT2RP3004309 


1258 




NT2RP3004321 


F-NT2RP3004321 


505 


R-NT2RP3004321 


1259 




NT2RP3004345 


F-NT2RP3004345 


506 


R-NT2RP3004345 


1260 


35 


NT2RP3004355 


F-NT2RP3004355 


507 


R-NT2RP3004355 


1261 




NT2RP3004374 


F-NT2RP3004374 


508 


R-NT2RP3004374 


1262 




NT2RP3004406 


F-NT2RP3004406 


509 


R-NT2RP3004406 


1263 




NT2RP3004481 


F-NT2RP3004481 


510 


R-NT2RP3004481 


1264 


40 


NT2RP3004552 


F-NT2RP3004552 


511 


R-NT2RP3004552 


1265 


NT2RP3004557 


F-NT2RP3004557 


512 








NT2RP3004625 


F-NT2RP3004625 


513 


R-NT2RP3004625 


1266 




NT2RP3004640 


F-NT2RP3004640 


514 


R-NT2RP3004640 


1267 


- 


NT2RP3004647 


F-NT2RP3004647 


515 


R-NT2RP3004647 


1268 


45 


NT2RP4000108 


F-NT2RP4000108 


516 


R-NT2RP4000108 


1269 




NT2RP4000634 


F-NT2RP4000634 


517 


R-NT2RP4000634 


1270 




NT2RP4000962 


F-NT2RP4000962 


518 


R-NT2RP4000962 


1271 




NT2RP4001001 


F-NT2RP4001001 


519 


R-NT2RP4001001 


1272 


50 


NT2RP4001009 


F-NT2RP4001009 


520 


R-NT2RP4001009 


1273 


NT2RP4001467 


F-NT2RP4001467 


521 


R-NT2RP4001467 


1274 




NT2RP4001B77 


F-NT2RP4001877 


522 


R-NT2RP4001877 


1275 




NT2RP4001879 


F-NT2RP4001879 


523 . 


R-NT2RP4001879 


1276 




NT2RP4002187 


F-NT2RP4002187 


524 


R-NT2RP4002187 


1277 


55 


NT2RP4002451 


F-NT2RP4002451 


525 


R-NT2RP4002451 


1278 




NT2RP4002715 


F-NT2RP4002715 


526 


R-NT2RP4002715 


1279 




NT2RP4002750 


F-NT2RP4002750 


527 


R-NT2RP4002750 


1280 
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Table 1 (continued) 



10 . 



20 



30 



35 



. 40 



50 



55 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3' -sequence 


SEQ ID 


0VARC1 000003 


F-0VARC1 000003 


528 


R-0VARC1 000003 


1281 


OVARC1 000090 


F-0VARC1 000090 


529 


R-OVARC1 000090 


1282 


OVARC1000105 


F-OVARC1000105 


530 


R-OVARC1000105 


1283 


OVARC1000137 . 


F-OVARC1000137 


531 


R-OVARC1000137 


1284 


0VARC1 000208 


F-0VARC1 000208 


532 


R-0VARC1 000208 


1285 


0VARC1 000255 


F-OVARC 1000255 


533 


R-OVARC1 000255 


1286 


0VARC1 000275 


F-0VARC1 000275 


534 


R-OVARC1 000275 


1287 


OVARC1 000298 


F-0VARC1 000298 


535 


R-0VARC1 000298 


1288 


OVARC1 000307 


F-0VARC1 000307 


536 


R-0VARC1 000307 


1289 


OVARC1000313 


F-OVARC1000313 


537 


R-OVARC1000313 


1290 


0VARC1 000331 


F-0VARC1 000331 


538 


R-OVARC1 000331 


1291 


0VARC1 000410 


F-0VARC1 000410 


539 


R-0VARC1 000410 


1292 


OVARC 1000439 


F-0VARC1 000439 


540 


R-0VARC1 000439 


1293 


OVARC1 000467 


F-0VARC1 000467 


541 


R-0VARC1 000467 


1294 


0VARC1 000529 


F-0VARC1 000529 


542 


R-OVARC1 000529 


1295 


OVARC1 000553 


F-0VARC1 000553 


543 


R-0VARC1 000553 


1296 


OVARC1 000775 


F-0VARC1 000775 


544 


R-0VARC1 000775 


1297 


OVARC1 000811 


F-0VARC1 000811 


545 


R-0VARC1 000811 


1298 


0VARC1 000853 


F-0VARC1 000853 


546 


R-0VARC1 000853 


.1299 


0VARC1 000873 


_F-0VARC1 000873 


547 


R-OVARC1 000873 


1300 


OVARC1000916 


F-OVARC1000916 


548 


R-OVARC1000916 


1301 


OVARC1 000956 


F-0VARC1 000956 


549 


R-0VARC1 000956 


1302 


OVARC1 000995 


F-0VARC1 000995 


550 


R-OVARC1 000995 


1303 


OVARC1001030 


F-OVARC1001030 


551 . 


R-OVARC1001030 


1304 


OVARC1001049 


F-OVARC1001049 


552 


R-OVARC1001049 


1305 


OVARC1001086 


F-OVARC1001086 


553 


R-OVARClb01086 


1306 


OVARC1001132 


F-OVARC1001132 


554 


R-OVARC1001132 


1307 


OVARC1001163 


F-OVARC1001163 


555 


R-OVARC1001163 


1308 


OVARC1001222 


F-OVARC1001222 


556 


R-OVARC1001222 


1309 


OVARC1001260 


F-OVARC1001260 


557 


R-OVARC1001260 


1310 


OVARC1001336 


F-OVARC1001336 


558 


R-OVARC1001336 


• 1311 


OVARC1001338 


F-OVARC1001338 


559 


R-OVARC1001338 


1312 


OVARC1001569 


F-OVARC1001569 


560 


R-OVARC1001569 


1313 


OVARC1001570 


F-PVARC1001570 


561 


R-OVARC1001570 


1314 


OVARC1001596 


F-OVARC1001596 


562 


R-OVARC1001596 


1315 


OVARC1001607 


F-OVARC1001607 


563 


R-OVARC1001607 


1316 


OVARC1001725 


F-OVARC1001725 


564 


R-OVARC1001725 


1317 


OVARC1001727 


F-0VARC1 001727 


565 


R-OVARC1001727 


1318 


OVARC1001807 ■ 


F-OVARC1001807 


566 


R-OVARC1001807 


1319 


OVARC1001833 


F-OVARC1001833 


567 


R-OVARC1001833 


1320 


OVARC1001952 


F-OVARC1001952 


568 






OVARC1001991 


F-OVARC1001991 


569 


R-OVARC1001991 


1321 


OVARC1 002058 


F-0VARC1 002058 


570 


R-0VARC1 002058 


1322 


OVARC1002178 


F-OVARC1002178 


571 


R-OVARC1002178 


1323 


PLACE 1000033 


F-PLACE1 000033 


572 


R-PLACE1 000033 


1324 


PLACE 1000231 


F-PLACE1 000231 


573 


R-PLACE1 000231 


1325 


PLACE 1000258 


F-PLACE1 000258 


574 


R-PLACE1 000258 


1326 


PLACE 1000442 


F-PLACE1 000442 


575 


R-PLACE1 000442 


1327 



IS 
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Table 1 (continued) 

Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of B'-seauence 


SEQ ID 


3 Name of S'-seauencp 


SEQ ID 




P-Pi APFinnnc;Kn 

r~r l_AOC 1 uuuoou 


O/D 


R-Di APPinnn^ftn 

n-r LAOC 1 UUUObU 


1 <i£.0 


PI APP innn7dn 


F-Pi APPinnnTAn 

r-ri_MV-»c lUUU/*fU 


(^77 


R-Pi APFinnn7An 

n-ni_A\^c 1 UUU / *fU 


1 o^y 


PI APF innnQn? 


F-PI APFinnnQfi7 


O / O 






PI APF 1 nnnpi p 


F-PI APFinnnQi9 


o / y 


R-PI APPinnnQi5 

r\*r i_MwC 1 uuuy 1 1 


1 oou 


PI APF innnQi4 


F-PI APFinnnQi4 


DOU 


R-PI APPinnnQi4 


1 oo 1 


PI APF irinnQ97 


F-PI APPinnnQPT 
r-r LMOc 1 uuuy^/ 


OOl 


R PI APFinnnQ07 
n-rLA^bl UUUy^/ 


1 oo^ 


PI APF 1 nnnoftf; 


F-PI APPinnnQQR 
r-r LAOPi uuuyoo 


OO^ 


R Pi APPinnnoQA 
n-rLAObi uuuyob 


1 OOO 


PI APFinniriift 


F Dl APPinninift 
r-rLAOt 1 UU 1 Ul a 


OOO 


R PI APPinninift 
n-rLAoblUUI U 1 b 


loo4 


PI APF 1 nni 1 nn 


F_Di APFinminn 

r-r LMOC 1 UU 1 1 UU 


004 


R-Pi APFinniinn 

n*r LAwCl UUl 1 UU 


1 OOO 


PI APF 1 nni ^^A 


F Dl APFinnii1A 
i^-r LMOC 1 UU 1 t 1 'I- 


OoO 


R Pi APPinniii/l 
ri-r LAL/bl UUl 114 


1 OOD 


PI APP 

"LML/t lUUI lilo 


p Dl APPinmiOQ 

r-r LAOt 1 UU 1 1 


OoD 


D Dl Ar*CinniiOO 

n-rLAObl UUl l^o 


1 OO/ 


Pi APP i nni i 0*3 
rLAUt 1 UUi 1 OO 


r-rLAOt 1 UU1 1 oo 


OO/ 


D Dl A/^CHnniiQO 

M-rLAUbl UUl loo 


H OOO 
lOOO 


rUAOt 1 UU 1 


1 — rLAUb 1 UUI ii^iy 


coo 

OOO 


n-rLAUbl UUl <£^9 


1339 


PI APP inrnQQ"i 


p Dl APPinniO'3i 
r-rLAOt 1 UUl 1 


ooy 


D Dl Ar*CinniOOi 

n-rLAObl UUl ^ol 


i Q>in 
1o4U 


PI APP inniiyin 
rLMOt lUU(o4U 


r-rl_AL»c 1 UUl o4U 


can 

oyu 


n-rLAUbl UUl o4U 


i O ji i 

1 o4l 


PI APPinrii/ini 


r-rLAOt 1 UUl 4U1 


oyi 


R Dt A^^Cinnivini 

n-rLAUbl UU 1 4U 1 


i 0>I0 
1 OH£. 


PI APP ir\r\iAf\7 
rLAL/t 1UU1*^U/ 


p PI APPinni/in7 
r-i^i_AOt 1 UUl mjt 


CQO 

oy^ 


D Dt AOCinni>in7 
n-rLAobl UU 1 4U/ 


lo4o 


rLAUt lUUl^O'I- 


r-r LMObl UUl 4o4 


cno 

oyo 


n-r LAUbl UUl 4b4 


1 o44 


PI APPinrnc;nn 

r LAL/t 1 UUI OUU 


p Dl APPinni(^nn 

r-r LAL-t 1 UUl OUU ■ 


CQ>1 

oy4 


D Dl Aoci nni cnn 
n-rLAUbl UUioUU 


i 0>1C 

1 o4o 


Pi APPinftiKlft 
r LAot 1 UUl Ol D 


r-rLAObl UUiO i b 


oyo 


D Dl Ar^CinniCift 

n-r LAUbl OUloib 


1o4b 


PI APP1^^m(^QK 


F Dl APPinnif^QK 
r-r LAL/t 1 UUl OOD 


oyo 


R Dl APPinnicaft 
rt-r LAUbl UUl Oob 


1 04/ 


PI APP i nni czfiA 
rUrt^C 1 UU 1 OD't 


p PI APFinnit^ftA 

r-r LAOt 1 UUl 00*4' 


oy / 


R Di APPinnicift^ 
n-rLAUbl UUl Ob4 


104o 


PI APF 1 nni Kf;l^ 


F Dl APPinniR*;r; 
r-rLAUt 1 UUl DOO 


oyo 


R Di APPinniftCC 
n-r LAUbl UUl DOO 


1 o4y 


PI APP 1 nni TQfl 
rLMOt 1 UU 1 /OO 


-P Dl APPinni7ftQ 
r-rLAL/t 1 UUl / OO 


CQQ 

oyy 


D Dl A/^Cinni7QQ 

n-rLAUblUUl / oo 


i Qcn 

1 oou 


Pi APPinniTQi^ 


P Dl APPHnniTQK 

r-rLAL'tl UUl /yo 


enn 
bUU 


D Dl Ar^Cinni7QC 

n-r LAUbl OUi / yo 


H QCH 

lOOl 


Pi APPinniRQR- 

r LAOtl UU 1 OOD 


p Dl APcmniPift 
r-r LAL»c 1 UUl OOD 


DUl 


O Dl A^CinniOQC 

n-r LAUbl UUl oob 


H QCO 
1 OO^ 


Pi APF inniQiH 
rLAOC lUUiyio 


p Dl APPinniQin 
l^-r LAL*t 1 UUl yi O 


DU^ 


Q Dl Ar^CinniQHQ 

n-rLAUb 1 UUl yi O 


i QCQ 
lOOO 


PI APF 1 nni QAQ 
rLAOC lUUiy'l-y 


F Di APPinniQj4Q 
r-rLALft 1 UU 1 vHa 


DUo 


R Pi APPinniQylQ 
n-r LAUbl UUl y4y 


i QC/1 
1004 


PI APP 1 f\c\or\sirt 

"l_MOC 1 UU^UOU ' 


p Di APPinnonnn 

r-rl_AV^tl UU^UoU 


oU4 


D Dl A^Cinnonon 
n-r LAUbl UU^UoU 


i QCC 

looo 


Dl Ar^tz 1 nnonoc 
rUAOt 1 UU^Uyo 


c Dl A^CHnnonoc 
r-rLAUb 1 UU^UblO 


bUo 


D Dl A/^i^H nnonoc 
n-r LAUbl 0Ui;U9o 


H OCC 

loob 


Dl APP H nnoH C3 


C Dl A /^Ci nnoH CO 

r-rl_AOb 1 UU^ 1 Oo 


ana 
bUb 


n-rLAUb 1 UU^iloo 


loo/ 


Pi APP 1 nno'iOQ 

r LAOt \ UU^O^y 


C Dl A^CinnOQOQ 

r-r LALfbl UU^O^y 


cn7 
bU/ 


n-r LAUb 1 UU^o^y 


H QCO 

loob 


Dl APP 1 nnQ'^^*^ 


P PI APPinno'^cc 
r-rLAOt 1 UU^OOO 


ana 
bUo 


D Dl Ar^cinnoQcc 
n-rLAUb 1 UU^oOO 


i QCO 

looy 


PI APPinno'ST/i 


r-r LAObI UU^o/4 


bUy 


D Dl Ar^ Ci nnr)Q7>i 
n-rLAUbl Uu^o /4 


lobU 


Pi APP innfjt^m 


P Dl APPinnOCiQ 
r-rLAObl UU^Ol o 


ci n 
bl U 


R Dl A^CinnOCiD 

Pi-rLAUbl UU^Ol o 


i Ofti 

lobi 


Pi APP innoi^yiT 


P Dl APPHnnOK/IT 
r-rLAobl UU^04/ 


Ci i 

bl 1 


R Dl Af^c^ nnoc/t? 
n-rLAUbl Uu*i04/ 


•t QCO 

tobii 


Pi APP 1 nnoTOR 

r LAOC 1 UU^ / to 


p Dl Ar^PHnnoTOR 
r-rLAUb 1 UU^/ ^D 


Ci o 
bl ^ 


R Dl A^Ci nn070ft 

n-rLAUb 1 UU^/^b 


i OftQ 

lobo 


PI APF 1 nnoQn*; 
"i_Aoc 1 uu^yuo 


p PI APPinnoQnc 
r-r LAOt 1 uu^yuo 


bio 


R Dl Ar*ci nnoonc 
n-rLAUb 1 UU^yUo 


i Qftyl 

1ob4 


HLAOt 1002911 


F-PLACb1 002911 


614 


R-PLACE1 002911 


1365 


PLACE 1002967 


F-PLACE1 002967 


615 


R-PLACE1 002967 


1366 


PLACE 1003135 


F-PLACE1003135 


616 


R-PLACE1003135 


1367 


PLACE1003163 


F-PLACE1003163 


617 


R-PLACE1003163 


1368 


PLACE 1003407 


F-PLACE1 003407 


618 


R-PLACE1 003407 


1369 


PLACE 1003428 


F-PLACE1 003428 


619 


R-PLACE1 003428 


1370 


PLACE1 003438 


F-PLACE1 003438 


620 


R-PLACE1 003438 


1371 


PLACE 1003460 


F-PLACE1 003460 


621 


R-PLACE1 003460 


1372 


PLACE 1003529 


F-PLACE1 003529 


622 


R-nnnnnnnnnnnn 


1373 


PLACE 1003573 


F-PLACE1 003573 


623 


R-PLACE1 003573 


1374 
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Table 1 (continued) 

Correspondence between nannes of clone and the sequence nanne, and the SEQ ID. 





Name of 5*-s&QiJ©ncs 


SEQ ID 


3 Name of 3'-sec|uence 


SEQ ID 


PI APP 1 nn'^^on 


r~r LAUP 1 \j\jO\j\yo 


D&*f 




1375 




P DI APPinn'^f\A4 
r-r UMUP 1 uuodh-h- 




R-PI APPinmR44 


1376 


PI APPinn*^7'57 

"LrtOC 1 UUO/ Of 


F.PI APP1 




R-PI ACFI 003737 


1377 




p PI Ar*Pi nri'5775 

r-rUAUC lUUO/ / c. 




R-PI APFinm77P 
n-r i.mVm'C i uuo / / ^ 


1378 


PI Ar'P moQmo 

rLAL/t 1UU0009 


p PI Ar^Pi nri'^ft'^Q 

r-rLAUP1 UUOOO? 


D^O 


R-PI AP'Finn^fl^Q 


1379 


rLAOb iUUoo4o 


P PI A r^PH 00*5(1^4 
1 — rLAUb 1 UUoo40 


b^y 


R-PI AP^Pi nn^^fliiA 
r\-rLAUP 1 uuoo'to 


1 oou 


rLAub 1 UUo BO/i 


r-rLAUbl UUooD^ 


bou 


H.PI APPinn'^RA^ 
n-rLAUC 1 UUOOOO 


1 oo 1 




p PI AOPinnAn^fl 

r-rLAUPl UU4U^O 


DO 1 


R-PI Af*Finn4npR 


1382 


PI AOP i nnAn7n 


p.Pi APPinnAn7A 




R-PI AnFinn4n7fi 


1383 


r LAOt 1 UU'H DO 


p DI AOPinnAiftft 

r-r LAUC 1 UU41 DO 


DOo 


R-PI ACFinn41Rfi 


1 3ft4 

1 OOH 


PI Ar*p inoAiRH 

rLAOt 1 UU*H DO 


p DI Ar*PinnAiRft 

r-r LAUC 1 UU*H DO . 


DOf 


R-nnnnnnnnnnnn 
rt-iiiii II uiririi It liiMM 


1385 


DI Ar^CHnn/HQO 


p Dl Ar'PinnjiiQQ 
r-rLAUb 1 UU41 yy 


boo 


Q Dl APP1AAil1QQ 

n-r LAUC 1 UU4 1 yy 


1 OOD 


DI Ar*c Hr»r*>107Q 

rLAUh iUU4ii/y 


P DI A^^PIAA^OTQ 

r-rLAUb 1 uu4^/y . 


Dob 


R-PI AOPinn407Q 
n-rLAUP 1 uu^^/ y 


1 oo / 


PI Af^p i nn/iono 


P-Pi APPinn49n9 

1 — rLAUPI UU'f^Ot 


DO/ 


R-PI APFinndPft? 


1388 


DI Ar'P -1 nriA'^OR 


P.PI AP'Pi nnA'^^^^ 
r-rLAUc 1 uufouo 


DOG 


R-PI ArF1004'=inS 


1389 


DI Ar*p ■^f\^\AAA^ 


p PI AOPinnA4.Ai 

r-rLAUt 1 UU4441 


Doy 


R-PI APF1 0044.41 


1 '^QO 

1 0\7U 


DI Ar'P inn/yK^fi 


p PI APPi nnAjif;n 

r-rLAUCl UU^WOU 


D*fU 


R-PI APF1 004.4^0 


1391 


DI Ar^c •if\r\AAQO 
rLAUb 1 UU44o^ 


p DI &.^^c^f\^\AA^^o 

r-r LAUbl UU440^ 


D*(- 1 


R-PI APPiOOAAflO 
n-rLAUC 1 uuH-fo^ 


1 oy^ 


DI A^C 4nn/lj1QO 


p PI AOPinnylylQO 
r-rLAUbl UU44y^ 


b4^ 


D Dl APPinriA^QO 
n-rLAUC 1 UU'f*+cy^ 


1 oyo 


DI A^C HArt^CiO 


P PI Ar'Pi AAvlI^i Q 
1 — rLAUb 1 UU40 1 y 


Ail '5 
OHO 


R Dl APPinn4mQ 
n-r LAUC 1 uuHO i y 


1 oy*f 




P DI Ar'PIAAZt^OA 
r-rLAUb 1 UU40^U . 


b44 


R-PI APPinnARon 
n*r LAUC 1 uu*+OfcU 


1 oyo 


rLAOb 1 UU4DOU 


P PI Ar*PHAAAR'5n 
r-rLAUt 1 UU'l-DoU 


DM-O 


R-PI APPinn4R*^n 
n rLM^w/C 1 uu*fDou 


1 oyo 


PI Ar'P innyiKQT 
rLAUb IUU4DO/ 


P PI Ar'PI 0(14^*57 
r-rLAUC 1 UU'fDO/ 


RAR 


R-PI APPinn4R37 


1397 


DI A*^C HAA>1C>IQ 

KLAUb luU4b4o 


P PI Af^PHAAylC^Q 
r-rLAUbl UU4D40 


R/17 
b4/ 


n PI APPinriARAft 

n-rLAUC 1 UUh-0»+o 


1 '^QR 

1 oyo 


r LAOb A UU4o 1 b 


P PI Ar^PHAA/IQHft 

r-rLAUbl UU4oi b 


RAQ 

b4o 


R PI APPi nriAtu R 
n-rLAUC 1 uu'i'O i o 


1 oyy 


rLAL/b iUU4oo/ 


P PI AP'P'l AA>4nG7 
r-rLAUbl UU4oo/ 


a AO 


R PI APPinn4PR7 
n-rLAUC luuH-oOf 


1 4nn 

1 HUU 


rLAOb 1 UUoUUo 


p DI Ar'Pi oARnriQ 

r-rLAUbl UUoUUo 


DOU 


R-PI APPmriAnn'^ 
n-rLAUC 1 UUOUUO 


1401 

1 *fU 1 


Dl A^C H AAcnnc 
rLAUb lUUoUUo 


p DI APPinot^Ani^ 
r-rLAUbl UUoUUo 


RR1 

bo t 


R PI APP1 nn^NnriA 
n-rLAUC 1 UUOUUO 


1 *+u^ 


DI A/^C 4AACA04 

rLAUb lOUoUol 


C Dt Af CiAACAQi 

r-rLAUbl UUbUol 


RAO 

bo^ 


n-r LAUCl UUOUO 1 


1 *tuo 


rLAUb lUOo^jy 


IT DI A^CHAACOQQ 

r-rLAUbl UUo^oy 


b5o 


D PI APPinOAO'^Q 

n-r LAUCl uuo^oy 




DI A^C i AACOCA 

HLAUb 1005250 


C DI Ar^'CHAACOCA 

r-rLAUbl 005^:50 


RA/l 

bo4 


Q PI APPinnAORA 
n-rLAUCl UUO^OU 


1 4UO 


HLAUb i005ooo 


C Dl Ar^CHAACQQQ 

r-rLAUbl UUoooo 


b55 


H PI APP-1 nAR'5R'5 
n-r LAUCl UUOOoO 


1 40R 
1 H-UD 


DI A/^C H AAC>H A 

rLAUb i0054i0 


P Dl Ar^PHAAK/diA 
r-rLAUbl UU041 U 


RAR 

bob 


R-PI APPi nnAAi fi 
n-r LAUC 1 uuo^n u 


1 407 
t HU / 


DI A/^C HAA010C 

rLAUh 10054^ib 


C Dl A^CHAAC^OC 

r-rLAUbl UUo4*;b 


b5/ 


R PI APPmAAAOR 
n-r LAUC 1 UU04^D 


1 'fUO 


DI Ar^C HAACCHQ 

rLAUb 10U5oiy 


P Dl AP'PiAAKf^lQ 
r-rLAUbl UUOOl y 


RAS 

bOo 


R-PI APPinnAAiQ 

n-rLAUC 1 uuoo i y 


1 *fuy 


DI A/^C H AACCOO 

rLAUh lOUoooy 


P PI Ar^PH AARCaO 

r-rLAUbl UUooJy 


bby 


R PI APPinn*;A'5Q 
n-r LAUCl uuoooy 


141 n 

1 f 1 u 


DI Ar^C HAACC>t>l 

rLAUb 1005544 


C Dl A^CiAACC>!/l 

r-rLAUbl 005544 


AAA 

bbU 


P PI APPIAAAAAA 
n-r LAUCl UU0O44 


1411 


PI Ar*P H AAC^C^ftO 

rLAUb 1 UOooby 


p PI Ar*Pi nnf^t^RQ 

r-rLAUbl UUOODy 


RR1 
DOT 


H-Pl APPinrme;RQ 
n-r Lrtoc 1 uuoooy 


1419 

1 H 1 ^ 


PLACE 1 005601 


F-rLAubi 005601 


662 


D Dl Ar^C-lAACCAH 

n-r LAUbl OUobUl 


141o 


PLACE 1005660 


F-PLACE1 005660 


663 


R-PLACE1 005660 


1414 


PLACE 1005669 


F-PLACE1 005669 


664 


R-PLACE1 005669 


1415 


PLACE 1005682 


F-PLACE1 005682 


665 


R-PLACE1 005682 


1416 


PLACE 1005725 


F-PLACE1 005725 


666 


R-PLACE1 005725 


1417 


PLACE 1005736 


F-PLACE1 005736 


667 


R-PLACE1 005736 


1418 


PLACE 1005745 


F-PLACE1 005745 


668 


R-PLACE1 005745 


1419 


PLACE 1005768 


F-PLACE1 005768 


669 


R-PLACE1 005768 


1420 


PLACE1005815 


F-PLACE1005815 


670 


R-PLACE1005815 


1421 


PLACE 1005878 


F-PLACE1 005878 


671 


R-PLACE1 005878 


1422 



17 



EP 1 130 094 A2 



Table 1 (continued) 



Correspondence between names of clone and the sequence nanne, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


PLACE 1005927 


F-PLACE1 005927 


672 


R-PLACE1 005927 


1423 


PLACE 1006071 


F-PLACE1 006071 


673 


R-PLACE1 006071 


1424 


PLACE 1006073 


F-PLACE1 006073 


674 


R-PLACE1 006073 


1425 


PLACE 1006079 


F-PLACE1 006079 , 


675 


R-PLACE1 006079 


1426 


PLACE 1006093 


F-PLACE1 006093 


676 


R-PLACE1 006093 


1427 


PLACE 1006208 


F-PLACE1 006208 


677 


R-nnnnnnnnnnnn 


1428 


PLACE 1006219 


F-PLACE1006219 


678 


R-PLACE1006219 


1429 


PLACE 1006277 


F-PLACE1 006277 


679 


R-PLACE1 006277 


1430 


PLACE 1006290 


F-PLACE1 006290 


680 


R-PLACE1 006290 


1431 


PLACE 1006443 


F-PLACE1 006443 


681 


R-PLACE1 006443 


1432 


PLACE 1006515 


F-PLACE1006515 


682 


R-PLACE1006515 


1433 


PLACE 1006716 


F-PLACE1006716 


683 


R-PLACE1006716 


1434 


PLACE 1006786 


F-PLACE1 006786 


684 


R-P LACE 1006786 


1435 


PLACE 1006809 


F-PLACE1 006809 


685 


R-PLACE1 006809 


1436 


PLACE 1006959 


F-PLACE1 006959 


686 


R-PLACE1 006959 . 


1437 


PLACE 1007028 


F-PLACE1 007028 


687 


R-PLACE1 007028 


1438 


PLACE 1007040 


F-PLACE1 007040 


688 


R-PLACE1 007040 


1439 


PLACE 1007077 


F-PLACE1 007077 


689 


R-PLACE1 007077 


1440 


PLACE 1007081 


F-PLACE1 007081 


690 


R-PLACE1 007081 


1441 


PLACE 1007096 


F-PLACE1 007096 


691 


R-PLACE1 007096 


1442 


PLACE 1007296 


F-PLACE1 007296 


692 


R-PLACE1 007296 


1443 


PLACE 1007591 


F-PLACE1 007591 


693 


R-PLACE1 007591 


1444 


PLACE1 007626 


F-PLACE1 007626 


694 


R-PLACE1 007626 


1445 


PLACE 1007702 


F-PLACE1 007702 


695 


R-PLACE1 007702 


1446 


PLACE1 007845 


F-PLACE1 007845 


696 


R-PLACE1 007845 


1447 


PLACE1 007881 


F-PLACE1 007881 


697 


R-PLACE1 007881 


1448 


PLACE 1007971 


F-PLACE1 007971 


698 


R-PLACE1 007971 


1449 


PLACE 1008282 


,F-PLACE 1008282 


699 


R-PLACE1 008282 


1450 


PLACE 1008297 


F-PLACE1 008297 


700 


R-PLACE1 008297 


1451 


PLACE 1008359 


F-PLACE1 008359 


701 


R-PLACE1 008359 


1452 


PLACE 1008469 


F-PLACE1 008469 


702 


R-PLACE1 008469 


1453 


PLACE 1008549 


F-PLACE1 008549 


703 


R-PLACE1 008549 


1454 


PLACE 1008657 


F-PLACE1 008657 


704 


R-PLACE1 008657 


1455 


PLACE 1008716 


F-PLACE1008716 


705 


R-PLACE1008716 


1456 


PLACE 1008744 


F-PLACE1 008744 


706 


R-PLACE1 008744 


1457 


PLACE 1008984 


F-PLACE1 008984 


707 


R-PLACE1008984 


1458 


PLACE 1008985 


F-PLACE1 008985 


708 


R-PLACE1 008985 


1459 


PLACE 1009067 


F-PLACE1 009067 


709 


R-PLACE1 009067 


1460 


PLACE 1009196 


F-PLACE1009196 


710 


R-PLACE1009196 


1461 


PLACE 1009279 


F-PLACE1 009279 


711 


R-PLACE1 009279 


1462 


PLACE 1009527 


F-PLACE1 009527 


712 


R-PLACE1 009527 


1463 


PLACE 1009546 


F-PLACE1 009546 


713 


R-PLACE1 009546 


1464 


PLACE 1009600 


F-PLACE1 009600 


714 


R-PLACE1 009600 


1465 


PLACE 1009735 


F-PLACE1 009735 


715 


R-PLACE1 009735 


1466 


PLACE 1009982 


F-PLACE1 009982 


716 


R-nnnnnnnnnnnn 


1467 


PLACE1010011 


F-PLACE1010011 


717 


R-PLACE1010011 


1468 


PLACE1010078 


F-PLACE1010078 


718 


R-PLACE1010078 


1469 


PLACE1010081 


F-PLACE1010081 


719 


R-PLACE1010081 


1470 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


PLACE 1010251 


F-PLACE1010251 


720 


R-PLACE1010251 


1471 


PLACE1010445 


F-PLACE1010445 


721 


R-PLACE1010445 


1472 


PLACE 1010713 


F-PLACE1010713 


722 


R-PLACE1010713 


1473 


PLACE 1010784 


F-PLACE1010784 


723 


R-PLACE1010784 


1474 


PLACE 1010827 


F-PLACE1010827 


724 


R-PLACE1010827 


1475 


PLACE 1010968 


F-PLACE1010968 


725 


R-PLACE1010968 


- 1476 


PLACE 1011045 


F-PLACE1011045 


726 


R-PLACE1011045 


1477 


PLACE1 011116 


F-PLACE1011116 


727 


R-PLACE1011116 


1478 


PLACE1011181 


F-PLACE1011181 


728 






PLACE1011236 


F-PLACE1011236 


729 


R-PLACE1011236 


1479 


PLACE 1011364 


F-PLACE1011364 


730 


R-PLACE1011364 


^1480 


PLACE 1 011407 


F-PLACE1011407 


731 


R-PLACE1011407 


1481 


PLACE1011516 


F-PLACE1011516 


732 


R-PLACE1011516 


1482 


PLACE 1011708 


F-PLACE1011708 


733 


R-PLACE1011708 


1483 


PLACE 1011824 


F-PLACE1011824 


734 


R-PLACE1011824 


1484 


PLACE 1011978 


F-PLACE1011978 


735 


R-PLACE1011978 


1485 


PLACE2000118 


F-pIaCE2000118 


736 


R-PLACE2000118 


1486 


PLACE2000219 


F-PLACE2000219 


737 


R-PLACE2000219 


1487 


PLACE3000181 


F-PLACE3000181 


738 


R-PLACE3000181 


1488 


PLACE3000213 


F-PLACE3000213 


739 


R-PLACE3000213 


1489 


PLACE4000354 


F-PLACE4000354 


740 


R-PLACE4000354 


1490 


PLACE4000455 


F-PLACE4000455 


741 


R-PLACE4000455 


1491 


SKNMC1 000004 


F-SKNMC1 000004 


742 






SKNMC1 000014 


F-SKNMC1000014 


743 






SKNMC1 000082 


F-SKNMC1 000082 


744 






THYRQ1 000036 


F-THYR01 000036 


745 


R-THYR01 000036 


1492 


THYR01 000061 


F-THYR01 000061 


746 


R-THYR01 000061 


1493 


THYR0 1000099 


F-THYR01 000099 


747 


R-THYR01 000099 


1494 


THYRO1000196 


F-THYRO1000196 


748 


R-THYRO1000196 


1495 


THYR0 1000400 


F-THYR01 000400 


749 


R-THYR0 1000400 


1496 


THYR0 1000580 


F-THYR01 000580 


. 750 


R-THYR0 1000580 


1497 


THYR0 1000584 


F-THYR01 000584 


751 


R-THYR01 000584 


1498 


THYR0 1000678 


F-THYR01 000678 


752 


R-THYR0 1000678 


1499 


THYR01 000776 


F-THYR01 000776 


753 


R-THYR01 000776 


1500 


THYR0 1000795 


F-THYR01 000795 


754 


R-THYR01 000795 


1501 


THYR0 1000846 


F-THYR01 000846 


755 


R-THYR01 000846 


1502 


THYR0 1000866 


F-THYR01 000866 


756 


R-THYR01 000866 


1503 


THYR0 1000956 


F-THYR01 000956 


757 


RTHYR01 000956 


1504 


THYR0 1000964 


F-THYR01 000964 


758 


R-THYR01 000964 


1505 


THYR01 000999 


F-THYR01 000999^ 


759 


R-THYR01 000999 


1506 


THYRO1001063 


F-THYRO1001063 


760 


R-THYRO1001063 


1507 


THYRO1001071 


F-THYRO1001071 


761 


R-THYRO1001071 


1508 


THYR01001102 


F-THYRO1001102 


762 


R-THYRO1001102 


1509 


THYRO1001113 


F-THYR01 001113 


763 


R-THYRO1001113 


1510 


THYRO1001128 


F-THYRO1001128 


764 


R-THYRO1001128 


1511 


THYRO1001205 


F-THYRO1001205 


765 


R-THYRO1001205 


1512 


THYRO1001237 


F-THYRO1001237 


766 


R-THYRO1001237 


1513 


THY R0 100 1242 


F-THYRO1001242 


767 


R-THYRO1001242 


1514 
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Table 1 (continued) 



Correspondence between names of clone and the sequence nanne, and the SEQ ID. 


Nanne of clone 


Nanne of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


THYRO1001266 


F-THYRO1001266 


768 


R-THYRO1001266 


1515 


THYRO1001327 


F-THYR0 100 1327 


769 


R-THYRO1001327 


1516 


THYRO1001456 


F-THYRO1001456 


770 


R-THYRO1001456 


1517 • 


THYR01 001457 


F-THYRO1001457 


771 


R-THYRO1001457 


1518 


THYRO1001471 


F-THYRO1001471 


772 


R-THYRO1001471 


1519 


THYRO1001478 


F-THYRO1001478 


773 


R.-pHYR0 1001 478 


1520 


THYR01 001495 


F-THYRO1001495 


774 


R-THYRO1001495 


1521 


THYRO1001523 


F-THYR0 100 1523 


775 


R-THYR0 1001 523 


1522 


THYRO1001529 


F-THYRO1001529 


776 


R-THYRO1001529 


1523 


THYR01 001593 


F-THYRO1001593 


777 


R-THYRO1001593 

1 1 villi 1 WW 1 


1524 


THYRO1001608 


F-THYRO1001608 


778 


R-THYRO1001608 


1525 


THYRO1001641 


F-THYRO1001641 


779 


R-THYRO1001641 

1 1 1 1 1 1 1 1 W 1 1 


1526 


THYRO1001700 


F-THYR01 001 700 

1 1 1 1 1 1 1 W 1 f w 


780 


R-THYR01 001 700 


1527 


THYRO1001702 


F-THYRO1001702 


781 


R-THYR01 001 702 

11 1 1 1 1 1 1N^ 1 WW 1 f W^ 


1528 


THYRO1001725 


F-THYRO1001725 


782 


R-THYR01 001 725 

11 1 1 1 1 1 1 WW 1 # 


1529 


THYRO1001770 


F-THYR01 001 770 


783 


R-THYR01 001 770 

11 1 1 1 1 1 1^^ 1 w W \ 1 t \J 


1530 


THYRO1001803 


F-THYR01 001 803 


784 


R-THYR01 001 803 

11 1 1 1 1 1 1x«/ 1 \J\J 1 \^\Jsj 


1531 


Y79AA1 000030 


F-Y79AA1 000030 


785 


R-Y79AA1 000030 


1532 


Y79AA1000127 


F-Y79AA1 0001 27 


786 


R-Y79AA1 0001 27 


1533 


Y79AA1 000207 


F-Y79AA1 000207 


787 


R-Y79AA1 000207 


1534 


Y79AA1 000226 


F-Y79AA1 000226 


788 


R-Y79AA1 000226 


1535 


Y79AA1 000270 


F-Y79AA1 000270 


789 


R-Y79AA1 000270 

11 It wi^n 1 ^ ww^ i w 


1536 


Y79AA1 000426 


F-Y79AA1 000426 


790 


R-Y79AA1 000426 


1537 


Y79AA1 000521 


F-Y79AA1 000521 


791 


R-Y79AA1 000521 


1538 


Y79AA1 000750 


F-Y79AA1 000750 


792 


R-Y79AA1 000750 


1539 


Y79AA1 000776 


F-Y79AA1 000776 


793 


R-Y79AA1 000776 


1540 


Y79AA1 000777 


F-Y79AA1 000777 


794 , 


R-Y79AA1 000777 


1541 


Y79AA1 000876 


F-Y79AA1 000876 


795 


R-Y79AA1 000876 


1542 


Y79AA1 000888 


F-Y79AA1 000888 


796 






Y79AA1 000959 


F-Y79AA1 000959 


797 


R-Y79AA1 000Q59 


1543 


Y79AA1 000967 


F-Y7QAA1 000Q67 


798 


R-Y79AA1 000967 


1544 


Y79AA1001013 


F-Y79AA1001013 


799 


R-Y79AA1 001 01 3 


1545 


Y79AA1001056 


F-Y79AA1001056 


800 


R-Y79AA1001056 


1546 


Y79AA1001062 


F-Y79AA1001062 


801 


R-Y79AA1 001 062 

11 1 / W^^/^ 1 WW 1 wU^ 


1547 


Y79AA1001090 


F-Y79AA1001090 


802 


R-Y79AA1 001 090 

11 If w*v^ 1 WW 1 www 


1548 


Y79AA1001212 


F-Y79AA1 001212 


803 


R-Y79AA1001212 

11 If Wi^f^ 1 WW 1^1^ 


1549 


Y79AA1001264 


F-Y79AA1 001 264 


804 


R-Y79AA1 001 264 


1550 


Y79AA1001272 


F-Y79AA1001272 


805 


R-Y79AA1 001 272 


1551 


Y79AA1001328 


F-Y79AA1 001328 


806 


R-Y79AA1001328 


1552 


Y79AA1001426 


F-Y79AA1 001426 


807 


R-Y79AA1001426 


1553 


Y79AA1001427 


F-Y79AA1 001427 


808 






Y79AA1001430 


F-Y79AA1 001430 


809 


R-Y79AA1001430 


1554 


Y79AA1001523 


F-Y79AA1 001523 


810 


R-Y79AA1001523 


1555 


Y79AA1001530 


F-Y79AA1 001530 


811 


R-Y79AA1001530 


1556 


Y79AA1001592 


F-Y79AA1 001592 


812 


R-Y79AA1001592 


1557 


Y79AA1001727 


F-Y79AA1001727 


813 


R-Y79AA1001727 


1558 


Y79AA1001787 


F-Y79AAi 001787 


814 


R-Y79AA1001787 


1559 


Y79AA1001793 


F-Y79AA1001793 


815 
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Table 1 (continued) 



5 



10 



20 



Correspondence between names of clone and the sequence nanne, and the SEQ ID. 


Nanne of clone 


Nanne of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


Y79AA1 001 795 


F-Y79AA1 001795 


816 


R.Y79AA1001795 


1560 


Y79AA1001799 


F-Y79AA1001799 


817 


R-Y79AA1001799 


1561 


Y79AA1001803 


F-Y79AA1001803 


818 


R-Y79AA1001803 


1562 


Y79AA1001863 


F-Y79AA1001863 


819 


R-Y79AA1001863 


1563 


Y79AA1 002022 


F-Y79AA1 002022 


820 


R-Y79AA1 002022 


1564 


Y79AA1 002058 


F-Y79AA1 002058 


821 






Y79AA1002121 


F-Y79AA1 002121 


822 


R-nnnnnnnnnnnn 


1565. 


Y79AA1002129 


F-Y79AA1 002129 


823 


R-nnnnnnnnnnnn 


1566 


Y79AA1002213 


F-Y79AA1002213 


824 


R-Y79AA1002213 


1567 


Y79AA1 002334 


F-Y79AA1 002334 


825 


R-Y79AA1 002334 


1568 


Y79AA1 002373 


F-Y79AA1 002373 


826 


R-Y79AA1002373 


1569 


Y79AA1 002376 


F-Y79AA1 002376 


827 


R-Y79AA1 002376 


1570 


Y79AA1 002378 


F-Y79AA1 002378 


828 


R-Y79AA1 002378 


1571 


Y79AA1 002381 


F-Y79AA1 002381 


829 


R-Y79AA1 002381 


1572 


NT2RP2006580 


F-NT2RP2006580 


2545 


R-NT2RP2006580 


2546 



The sequence name starting from "F" means the name of 5'-end sequence, and the sequence name starting from "R" 
means the name of 3'-end sequence. A blank indicates that the 3' -end sequence con-esponding to the 5'-end sequence 
25 has not been determined in the clone. 

' [0018] Furthemnore, the present invention relates to the use of the above primers, as described below. 

(4) A polynucleotide which can be synthesized with the primer set of (2) or (3). 

(5) A polynucleotide comprising a coding region in the polynucleotide of (4). 
30 (6) A substantially pure protein encoded by polynucleotide of (4). 

(7) A partial peptide of the protein of (6). 

[0019] In addition, the present invention comprises a polynucleotide described below and a protein encoded by the 
polynucleotide. 

35 

(8) An isolated polynucleotide selected from the group consisting of 

(a) a polynucleotide comprising a coding region of the nucleotide sequence set forth in any one of the SEQ 
ID NOs in Table 370; 

40 (b) a polynucleotide comprising a nucleotide sequence encoding a protein comprising the amino acid sequence 

set forth in any one of the SEQ ID NOs in Table 370; 

(c) a polynucleotide comprising a nucleotide sequence encoding a protein comprising an amino acid sequence 
selected from the amino acid sequences set forth in the SEQ ID NOs in Table 370, in which one or more amino 
acids are substituted, deleted, inserted, and/or added, wherein said protein is functionally equivalent to the 

45 protein comprising said amino acid sequence selected from the amino acid sequences set forth in the SEQ 

ID NOs in Table 370; 

(d) a polynucleotide that hybridizes with a polynucleotide comprising a nucleotide sequence selected from the 
nucleotide sequences set forth in the SEQ ID NOs in Table 370, and that comprises a nucleotide sequence 
encoding a protein functionally equivalent to the protein encoded by the nucleotide sequence selected from 

50 the nucleotide sequences set forth in the SEQ ID NOs in Table 370; 

(e) a polynucleotide comprising a nucleotide sequence encoding a partial amino acid sequence of a protein 
encoded by the polynucleotide of (a) to (d); 

(f) a polynucleotide comprising a nucleotide sequence with at least 70% identity to the nucleotide sequence 
set forth in any one of the SEQ ID NOs in Table 370. 

55 

(9) . A substantially pure protein encoded by the polynucleotide of (8). 

(10) An antibody against the protein or peptide of any one of (6), (7), and (9). 

(11) A vector comprising the polynucleotide of (5) or (8). 
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(12) A transformant carrying the polynucleotide of (5) or (8), or the vector of (11). 

(13) A transfornnant expressively carrying the polynucleotide of (5) or (8), or the vector of (11). 

(14) A nnethod for producing the protein or peptide of any one of (6), (7), and (9), comprising culturing the trans- 
formant of (13) and recovering the expression product. 

(15) An oligonucleotide comprising; the nucleotide sequence set forth in any one of the SEQ ID NOs in Table 370 
or the nucleotide sequence complementary to the complementary strand thereof, wherein said oligonucleotide 
comprises 1 5 nucleotides ormr^re. 

(16) Use of the oligonucleotide of (15) as a primer for synthesizing a polynucleotide. 

(17) Use of the oligonucleotide of (15) as a probe for detecting a gene. 

(18) An antisense polynucleotide against the polynucleotide of (8), or the portion thereof. 

(19) A method for synthesizing a polynucleotide, the method comprising: 

a) synthesizing a complementary strand using a cDNA library as a template, and using the primer set of (2) 
or (3), or the primer of (1 6); and 

b) recovering the synthesized product. 

(20) The method of (19), wherein the cDNA library is obtainable by otigo-capping method. 

(21) The method of (19), wherein the complementary strand is obtainable by PGR. 

(22) .A method for detecting the polynucleotide of (8), the method comprising: 

a) incubating a target polynucleotide with the oligonucleotide of (15) under the conditions where hybridization 
occurs, and 

b) detecting the hybridization of the target polynucleotide with the oligonucleotide of (15). 

(23) A database of polynucleotides and/or proteins, the database comprising infomnation on at least one sequence 
selected from the nucleotide sequences set forth in the SEQ ID NOs in Table 370 and/or the amino acid sequences 
set forth in the SEQ ID NOs in Table 370, or a medium on which the database is stored. 

[0020] Any patents, patent applications, and publications cited herein are incorporated by reference. 

BRIEF DESCRIPTION OF THE DRAWINGS 

[0021] 

Figure 1 shows the restriction maps of vectors pME18SFL3 and pUC19FL3. 

Figure 2 shows the reproducibility of gene expression analysis. The ordinate and the abscissa show the intensities 
of gene expression obtained in experiments different from each other. 

Figures shows the detection limit in gene expression analysis. The intensity of expression is shown in the ordinate, 
and the concentration (ixg/ml) of the probe used is shown in the abscissa. 

DETAILED DESCRIPTION OF THE INVENTION 

[0022] Herein, "polynucleotide" is defined as a molecule in which multiple nucleotides are polymerized. There are 
no limitations in the number of the polymerized nucleotides. In case that the polymer contains relatively low number 
of nucleotides, it is also described as an "oligonucleotide". The polynucleotide or the oligonucleotide of the present 
invention can be a natural or chemically synthesized product. Alternatively, it can be synthesized using a template DNA 
by an enzymatic reaction such as PGR. 

[0023] All the cDNA provided by the invention are full-length cDNA. Herein, a "full-length cDNA" is defined as a cDNA 
which contains both ATG codon (the translation start site) and the stop codon. Accordingly, the untranslated regions, 
which are originally found in the upstream or downstream of the protein coding region in natural mRNA, may or may 
not be contained. 

An "isolated polynucleotide" is a polynucleotide the structure of which is not identical to that of any naturally occurring 
nucleic acid or to that of any fragment of a naturally occurring genomic nucleic acid spanning more than three separate 
genes. The tenm therefore covers, for example, 

(a) a DNA which has the sequence of part of a naturally occurring genomic DNA molecule but is not flanked by 
both of the coding sequences that flank that part of the molecule in the genome of the organism in which it naturally 
occurs; 
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(b) a nucleic acid incorporated into a vector or into the genomic DNA of a prokaryote or eukaryote in a manner 
such that the resulting molecule is not identical to any naturally occun^ing vector or genomic DNA; 

(c) a separate molecule such as a cDNA, a genomic fragment, a fragment produced by polymerase chain reaction 
(PGR), or a restriction fragment; and 

5 (d) a recombinant nucleotide sequence that is part of a hybrid gene, i.e., a gene encoding a fusion protein. Spe- 

cifically excluded from this definition are nucleic acids present in mixtures of different (i) DNA molecules, (ii) trans- 
fected cells, or (iii) cell clones: e.g., as these occur in a DNA library such as a cDNA or genomic DNA library. 

[0024] The temn "substantially pure" as used herein in reference to a given polypeptide means that the protein or 
10 polypeptide is substantially free from other biological macromolecules. The substantially pure protein or polypeptide 
is at least 75% (e.g., at least 80, 85, 95, or 99%) pure by dry weight. Purity can be measured by any appropriate 
standard method, for example, by column chromatography, polyacrylamide gel electrophoresis, or HPLC analysis. 
[0025] All the clones of the present invention (830 clones) are novel and covering full-length, and also predicted to 
encode any of the following functional protein: 

15 

secretory proteins, 
membrane proteins, 

proteins associated to signal transduction (signal transduction-associated proteins; e.g. protein kinases, etc.), 
proteins associated to a glycoprotein (glycoprotein-associated proteins), 
20 proteins associated with transcription (transcription-associated proteins), 

proteins associated with diseases (disease-associated proteins), 

or, enzymes and/or metabolism-associated proteins, cell division- and/or cell proliferation-associated proteins, 
cytoskeleton-associated proteins, nuclear proteins, DNA-and/or RNA-binding proteins, ATP- and/or GTP-binding 
proteins, protein synthesis- and/or protein transport- associated proteins, and cellular defense-associated proteins. 

25 

[0026] Furthenmore, all the cDNA clones of the present invention can be characterized as follows: 

(1 ) a cDNA that is obtained by the oligo-capping method, which provides cDNA with high fullness ratio. The cDNA 
was selected by the score in the ATGpr (described as ATGprI , as well), which is a program for prediction of the 

30 fullness of the 5'-end of cDNA based on the features of the 5'-end sequence. In addition, the PSORT, which is a 

program for prediction of the existence of the signal sequence selected, cDNA that contains a signal sequence in 
the 5'-end, or transmembrane region in the protein coding region. Furthermore, the homology search with the 5'- 
end sequences confimned that, the selected clones were not identical to any of the known human mRNA (namely 
novel); 

35 or, 

(2) a cDNA that is obtained by the oligo-capping method, which provides cDNA with high fullness ratio. The cDNA 
was selected by the score in the ATGpr, which is a program for prediction of the fullness of the 5'-end based on 
the features of the 5'-end sequence. Furthemnore, the a cDNA that has relative homology with an amino acid 
sequence of a protein with known functions was selected by the BLAST search (Altschul S.F., Gish W., Miller W., 

40 Myers E.W., and Lipman D.J, (1990) J. Mol. Biol. 215: 403-410 ; Gish W., and States DJ. (1993) Nature Genet. 

3: 266-272) on the SwissProt database using the 5'-end sequence. In addition, the homology search using the 5'- 
end sequence confirmed that the selected clones were not identical to any of the known human mRNA (namely 
novel). 

45 [0027] All clones are obtainable as a full-length clone by such a method as PGR (Gurrent Protocols in Molecular 
Biology, Ausubel et al. edit, (1987) John Wiley & Sons, Section 6.1-6.4) using both the 5'- and 3'-end sequences, or 
using the 5'-end sequence and an oligo^dT primer that corresponds to the polyA sequence. 

[0028] Specifically, PGR can be perfomned using an oligonucleotide that has 15 nucleotides longer, and specifically 
hybridizes with the complementary strand of the polynucleotide that contains the nucleotide sequence selected from 

50 the 5'-end sequences shown in Table 1 (SEQ ID NO: 1-829, and SEQ ID NO: 2545), and an oligo-dT primer as a 5'-, 
and 3 -primer, respectively. The length of the primers is usually 15-100 bp, and favorably between 15-35 bp. In case 
of LA PGR, which is described below, the primer length of 25-35 bp may provide a good result. 
[0029] A method to design a primer that enables a specific amplification based on the given nucleotide sequence is 
known to those skilled in the art (Gun-ent Protocols in Molecular Biology, Ausubel et al. edit, (1 987) John Wiley & Sons, 

55 Section 6.1-6.4). In designing a primer based on the 5'-end sequence, the primer is designed so as that, in principle, 
the amplification products will include the translation start site. Accordingly, in case that a given 5'-end nucleotide 
sequence is the 5'-untranslated region (5'UTR), any part of the sequence can be used as a 5'-primer as far as the 
specificity toward the target cDNA is insured. The translation start site can be predicted using a known method such 
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as the ATGpr as described below. 

[0030] When synthesizing a polynucleotide, the target nucleotide sequence to be amplified can extend to several 
thousand bp in some cDNA. However, it is possible to amplify such a long nucleotides by using such as LA PGR (Long 
and Accurate PGR). It is advantageous to use LA PGR when synthesizing long DNA In LA PGR, in which a special 
DNA polymerase having 3' OS' exonuclease activity is used, misincorporated nucleotides can be removed. Accordingly, 
accurate synthesis of the complementary strand can be achieved even with a long nucleotide sequence. By using LA 
PGR, it is reported that amplification of a nucleotide with 20 kb longer can be achieved under desirable condition 
(Takeshi Ha'yashi (1996) Jikken-lgaku Bessatsu, "Advanced Technologies in PGR" Youdo-sha). 
[0031] A template DNA for synthesizing the cDNA of the present invention can be obtained by using cDNA libraries 
that are prepared by various methods. The full-length cDNA clones obtained here are those with high fullness ratio, 
which were obtained using a combination of (1) a method to prepare a full-length-enhched cDNA library using the 
oligo-capping, method, and (2) an estimation system for fullness using the 5'-end sequence (selection based on the 
estimation by the ATGpr after removing clones that are non-full-length compared to the ESTs). However, it is possible 
to easily obtain a full-length cDNA by using the primers that are provided by the present invention, not by the above 
described specialized method. 

[0032] The problem with the cDNA libraries prepared by the known methods or commercially available is that mRNA 
contained in the libraries has very low fullness ratio. Thus, it is difficult to screen full-length cDNA clone directly from 
the library using ordinary cloning methods. The present invention has revealed a primer that is capable of synthesizing 
a full-length cDNA. If provided with primers, it is possible to synthesize a target full-length cDNA by using enzymatic 
reactions such as PGR. In particular, a full-length-enriched cDNA library, synthesized by methods such as oligo-cap- 
ping, is desirable to synthesize a full-length cDNA with more reliability. 

[0033] Once the nucleotide sequences of the full-length cDNAs obtained in the present invention is detemnined, It is 
possible to predict the functions of the proteins encoded by the cDNA clones, for example, by searching the databases 
such as Gen Bank ( http 7/www. neb i.n lm.nih.gov/web/GenBank/), Swiss- P rot (http://www.ebi.ac.uk/ebi_docsSwiss- 
Prot_db/swisshome.html), UniGene (http://www.ncbi. nlm.nih.gov/UniGene) for homologies of the cDNAs, or by search- 
ing the amino acid sequences deduced from the full-length nucleotide sequences for signal sequence by using software 
such as PSORT (K. Nakai & M. Kanehisa, Genomics, 1 4: 897-991 (1 992), for transmembrane region by using software 
such as SOSUI (T. Hirokawa et al., Bioinfomnatics, 14:378-379 (1998); Mitsui Knowledge Industry Go., Ltd.) or for motif 
by using software such as Pfam (http://www.sanger.ac.uk/Software/Pfam/lndex.shtml) or PROSITE (http://www.ex- 
pasy.ch/prosite). As a matter of course, the functions are often predictable by using partial sequence information (pref- 
erably 300 nucleotides or more) instead of the full-length nucleotide sequences. However, the result of the prediction 
obtained by using partial sequence infomnation does not always agree with the result obtained by using full-length 
nucleotide sequence, and thus it Is needless to say that the prediction of function is preferably perfomned based on 
the full-length nucleotide sequences. 

[0034] Homology search using each of GenBank, Swiss-Prot and UniGene was perfomned forthe 826 clones whose 
full-length nucleotide sequences had been detemnined (HEMBAI 005337, NT2RM1 000407, NT2RM2001767, and 
NT2RP3003939 are not full-length). The amino acid sequences deduced from the full-length nucleotide sequences 
were searched for functional domains by using analytical software programs, PSORT, SOSUI and Pfam. Based on the 
results, proteins encoded by the cDNA clones were grouped into some categories and their functions were predicted. 
[0035] The following 437 clones were categorized into secretory and/or membrane proteins. The clones categorized 
into secretory and/or membrane proteins are those which matched the full-length sequences of Swiss-Prot database 
with the keywords "growth factor", "cytokine", "homnone", "signal", "transmembrane", "membrane", "extracellular ma- 
trix", "receptor", "G-protein coupled receptor", "ionic channel", "voltage-gated channel", "calcium channel", "cell adhe- 
sion", "collagen" or "connective tissue"; those which matched the data, suggesting that the proteins are secretory and/ 
or membrane proteins; or those which matched with the full-length sequences of GenBank or UniGene database similar 
description; and, further, those predicted to have an N-temninal signal sequence or a transmembrane region as a result 
of domain search for the amino acid sequences deduced from the full-length nucleotide sequences. 
BNGH41000020, BNGH41000087, BNGH41000091 , HEMBA1000121 , HEMBA1000128, HEMBA1000349, 
HEMBA1000477, HEMBA1000590, HEMBAI 000713, HEMBA1 000732, HEMBA1000745, HEMBA1000835, 



HEMBAI 000940, 
HEMBA1002163, 
HEMBA1 002421, 
HEMBA1 003530, 
HEMBAI 004391, 
HEMBAI 005070, 
HEMBAI 0061 71, 
HEMBAI 006482, 
HEMBAI 007241, 



HEMBAI 000962, 
HEMBAI 0021 67, 
HEMBAI 002767, 
HEMBAI 003602, 
HEM BA1 004444, 
HEMBAI 005449, 
HEMBAI 006299, 
HEMBAI 006707, 
HEMBB1 000407, 



HEMBA1001221, 
HEMBA1002178, 
HEM BA1 003047, 
HEMBAI 003732, 
HEMBAI 004454, 
HEMBA1 005522, 
HEMBAI 006311, 
HEMBA1 006724, 
HEMBB1 000447, 



HEMBAI 001 228, 
HEMBAI 0021 95, 
HEMBA1003101, 
HEMBAI 003945, 
HEMBAI 004505, 
HEMBAI 005545, 
HEMBAI 006335, 
HEMBAI 006749, 
HEMBB1 000567, 



HEMBAI 001 621, 
HEMBAI 002227, 
HEMBAI 003230, 
HEMBA1004110, 
HEMBAI 004797, 
HEMBAI 005698, 
HEMBAI 006357, 
HEMBAI 006902, 
HEMBB1 000679, 



HEMBA1002131, 
HEMBAI 002420, 
HEMBAI 003392. 
HEMBAI 004250, 
HEMBAI 004982, 
HEMBAI 005945, 
HEMBAI 006430, 
HEMBAI 006960, 
HEMBB1 000881, 
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HEMBB1001026, HEMBB1001048, HEMBB1001407, HEMBB1001530, HEMBB1001573, HEMBB1001847 

HEMBB1001978, HEMBB1002041 , HEMBB1002162, HEMBB1002245, HEMBB1002427, HEMBB1002693 

MAMMA1000102, MAMMA1000106, MAMMA1000118, MAMMA1000141, MAMMA1000204, MAMMA1000226 

MAMMA1 000457, MAMMA1 000473, MAMMA1 000496, MAMMA1 000591 , MAMMA1 000681 . MAMMA1 000810 
MAMMA1 000986, MAMMA1 000994. MAMMA1001 043, MAMMA1 001141, MAMMA1001237, MAMMA1 001344, 

MAMMA1001418, MAMMA1001893, MAMMA1001957, MAMMA1 001978, 
MAMMA1002070, MAMMA1002091 , MAMMA1002095, MAMMA1002165, MAMMA1002234 



MAMMA1 002633 

NT2RM1 000858 

NT2RM2001626 

NT2RM4000417 

NT2RM4000997 

NT2RP1 000050 

NT2RP100055r 

NT2RP2000533 

NT2RP2000903 

NT2RP2001755 

NT2RP2002527 

NT2RP2003042 

NT2RP2003655 

NT2RP2004524 

NT2RP2005163 

NT2RP2005666 

NT2RP2006042 

NT2RP3000304 

NT2RP3000818 

NT2RP3001240 

NT2RP3001650, 

NT2RP3002342, 

NT2RP3002958, 

NT2RP3003614, 

NT2RP3004309, 

NT2RP3004647, 

NT2RP400245r 

OVARC1000313 

OVARC1 000956 

OVARC1001725 

PLACE1000912 

PLACE1001231 

PLACE1001536 

PLACE1001836 

PLACE1 002374 

PLACE1 002967 

PLACE1 003845 

P1J\CE1 004482 

PU^CEI 005003 

PLACE1 005544 

PLACE1 005927 

PLACE1 006443 

PLACE1 007296 

PLACE1008716 

PLACE1 009527 

PLACE1010251 

PLACE1011116, 

PLACE3000213 

THYR01 000099 

THYR01 000795 

THYRO1001205 



MAMMA1 0031 26, NT2RM1 000462, 
NT2RM1000899, NT2RM2000241 , 



NT2RM2001 792. NT2RM2001 939, 

NT2RM4000444. NT2RM4000587, 

NT2 RM 400 1 325 , NT2 RM400 1 735 , 

NT2RP1 0001 81 , NT2RP1 000261 , 

NT2RP1000613, NT2RP1000981 , 

NT2RP200061 6, NT2RP2000649, 

NT2RP2001200, NT2RP2001276. 

NT2RP2001 91 5, NT2RP2001 956, 

NT2RP2002533, NT2RP2002721 , 

NT2RP200321 0, NT2RP2003383, 

NT2RP2003664. NT2RP2003950. 

NT2 R P2004556 , NT2R P200460 6 , 

NT2RP20051 81 , NT2RP2005378, 
NT2RP2005883. NT2RP2005994, NT2RP2006004, 

NT2RP2006269, NT2RP1 00651 2, NT2RP2006580 

NT2 R P3000436 . NT2 R P3000460 , 

NT2RP3000907, NT2RP3000921 , 

NT2RP3001271 , NT2RP3001322, 

NT2RP3001738. NT2RP3001858, 

NT2RP3002411, NT2RP3002737, 

NT2RP3003000, NT2RP3003076, 

NT2RP3004025, NT2RP3004075, 

NT2RP3004345, NT2RP3004406. 

NT2RP4001 001 , NT2RP4001 009, 

NT2RP4002750, OVARC1 000003, 



NT2RM 1000542 
NT2RM2000410 
NT2RM2001941 
NT2RM4000593 
NT2RM4001768 
NT2RP1 000300, 
NT2RP1001004 
NT2RP2000663 
NT2RP2001480 
NT2RP2002063 
NT2RP2002824 
NT2RP2003390 
NT2RP2004179 
NT2RP2004648 
NT2RP2005463 



0VARC1 00041 0, 0VARC1 000439, 
0VARC1 001 030, 0VARC1 001 1 63, 



NT2RP3000616 
NT2RP3001012, 
NT2RP3001388, 
NT2RP3002015 
NT2RP3002790 
NT2RP3003354, 
NT2RP3004083 
NT2RP3004481 
NT2RP4001467 
OVARC1000105, 
0VARC1 000553 
OVARC1001336 
PLACE 1000231 
PLACE1001016 
PLACE1001407, 



0VARC1 001 991 , PLACE1 000033, 

PLACE1 00091 4, PLACE1 000927, 

PLACE1001340, PLACE1001401 , 

PLACE1001564, PLACE1001655, PLACE1001 795, . 

PLACE1 001 91 8, PLACE1 001 949, PLACE1 002080 

PLACE1 00251 8, PLACE1 002547, PLACE1 002726 

PLACE1 003407, PLACE1 003573, PLACE1 003737, 

PLACE1 003852, PLACE1 004279, PLACE1 004282, 

PLACE1 004520, PLACE1 004630, PLACE1 004657, 

PLACE1 005005, PLACE1 005031 , PLjOiCEI 005383, 

PLACE1 005569. PLACEI 005660, PLACE 1 005725, 

PLACE1 006071 , PLACE1 006093, PLACE1 006208 

PLACE 1 00671 6, PLACE1 006809. PLACE1 006959, 

PLACEI 007626, PLACEI 007845. PLACE1 007881 

PLACEI 008744, PLACE1 008985, PLACE1 009067, 

PLACEI 009546, PLACEI 009600, PLACE1 009982 

PLACEI 01 0445, PLACE1 01 071 3, PLACE1 01 0784, 

PLACE1011181, PLACE1011236, PLACEI 011516 

PLACE4000354, SKNMC1 000004, SKNMC1 000014, 

THYR01 0001 96, THYR01 000400, THYR01 000584, 

THYR01 000956, THYRO1001102, THYRO1001113, 

THYR01 001 237, THYR01 001242, THYR01 001 266, 



NT2RM1 000580 
NT2RM2000423 
NT2RM4000198 
NT2RM4000648 
NT2RM4001843 
NT2RP1 000325 
NT2RP1 001563 
NT2RP2000694, 
NT2RP2001495 
NT2RP2002188 
NT2RP2002942 
NT2RP2003469 
NT2RP2004205, 
NT2RP2004794, 
NT2RP2005541 

NT2RP3000169 
NT2RP3000676 
NT2RP3001159 
NT2RP3001560 
NT2RP3002160 
NT2RP3002836 
NT2RP3003532 
NT2RP3004130 
NT2RP3004552 
NT2RP4001879 
OVARC1 000298 
OVARC1 000811 
OVARC1 001570 
PLACE1 000560 
PLACE1001123 
PLACEI 001464 

PLACEI 002095 
PLACEI 002905 
PLACE1 003772 
PLACE1 004441 
PLACEI 004648 
PLACE1 005410 
PLACEI 005745 
PLACEI 006277, 
PLACEI 007081 
PLACEI 008359 
PLACEI 0091 96 
PLACEI 01 0011 
PLACEI 01 0827, 
PLACE1011708 
SKNMC1 000082 
THYR01 000678 



MAM MAI 002586, 
NT2RM1 000855. 
NT2RM2000565, 
NT2RM4000284, 
NT2RM400p761, 
NT2RM4002352, 
NT2RP1 000448, 
NT2RP2000479, 
NT2RP2000818, 
NT2RP2001514, 
NT2RP2002232. 
NT2RP2002976, 
NT2RP2003593, 
NT2RP2004495, 
NT2RP2005027, 
NT2RP2005597, 

NT2RP3000171, 
NT2RP3000721, 
NT2RP3001195, 
NT2RP3001592, 
NT2RP3002311, 
NT2RP3002900, 
NT2RP3003535, 
NT2RP3004133, 
NT2RP3004625, 
NT2RP4002187, 
OVARC1 000307, 
OVARC1 000873, 
OVARC1001607, 
PLACEI 000740, 
PLACE1001183, 
PLACEI 001 51 6, 

PLACE 1002355, 
PLACEI 002911, 
PLACE1 003839, 
PLACE1 004450, 
PLACE1004816, 
PLACE1 005426. 
PLACEI 005878, 
PLACEI 006290, 
PLACEI 007096, 
PLACEI 008469, 
PLACEI 009279, 
PLACEI 01 0078, 
PLACEI 01 0968, 
PLACE3000181, 
THYR01 000036, 
THYP01 000776, 



THYR01 001 327, THYR01 001 456, 
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THYRO100147B, THYR01 001523, THYRO1001529, THYRO1001641 , THYR01 001702, THYRO1001725, 
Y79AA1 000207, Y79AA1 000226, Y79AA1 000270, Y79AA1 000426, Y79AA1 000521 . Y79AA1 000876, 
Y79AA1000888, Y79AA1000959, Y79AA1001013, Y79AA1001212, Y79AA1001264, Y79AA1 001 328, 
Y79AA1001426, Y79AA1 001427, Y79AA1 001430, Y79AA1001727, Y79AA1 001 787. Y79AA1001 795, 
Y79AA1001799, Y79AA1001803, Y79AA1 002022, Y79AA1 002058. Y79AA1 002129, Y79AA1002213, 
Y79AA1 002373, 

[0036] The following 1 46 clones were categorized into glycoprotein-associated proteins. The clones categorized into 
glycoprotein-associated proteins are those which nnatched the full-length sequences of Swiss-Prot database with the 
keyword "glycoprotein"; those which matched the data suggesting that the proteins are glycoprotein; or those which 
matched the full-length sequences of GenBank or UniGene database with similar description. 
BNGH41 000087, BNGH41 000091 , HEMBA1 000349, HEMBA1 000590, HEMBA1 000745, 
HEMBA1 001221 , HEMBA1 001228, HEMBA1 001 621 . HEMBA1 0021 31 , HEMBA1 0021 78, 



H EM BA 1002767, 

HEMBA1 004505, 

HEMBA1 006902, 

HEMBB1 002427, 

MAMMA1 002070, 

NT2RM2001818, 

NT2RM4000648, 

NT2RP1001004, 

NT2RP2002533, 

NT2RP2005181, 

NT2RP2006269, 

NT2RP3002737, 

NT2RP3004481, 

OVARC1 000003, 



HEMBA1 003230, 
HEMBA1 005449, 
HEM BB1 000679, 
MAMMA1000102, 
MAMMA1 002586, 
NT2RM2001939, 
NT2RM4000997, 
NT2RP2000616, 
NT2RP2003042, 
NT2RP2005541 , 
NT2RP3000304, 
NT2RP3002958, 
NT2RP3004552, 
OVARC1 000553, 



H EM BA1 003392, 
HEMBA1 005522, 
HEMBB1000881, 
MAM MAI 000591, 
MAMMA1003126, 
NT2RM2001941, 
NT2RM4001325, 
NT2RP2000694, 
NT2RP2003210, 
NT2RP2005597, 
NT2RP3000616, 
NT2RP3003000. 
NT2RP3004640, 
OVARC1000811, 



HEMBA1 004250, 
HEMBA1 005545, 
HEMBB1001048, 
MAMMA1 000681, 
NT2RM 1000462, 
NT2RM4000198, 
NT2RM4002352, 
NT2RP2000903, 
NT2RP2004205, 
NT2RP2005883, 
NT2RP3000921, 
NT2RP3003532, 
NT2RP4000108, 
0VARC1 000873. 



OVARC1001991. PLAGE1 000033, PLACE 1000740, PLAGE1001016, 



PLACE1001123, 
PLACE1 002374, 
PLACE1 003839, 
PLAGE1 005003. 
PLACE1 007845, 
PLACE1010968. 
THYR0 10001 96, 



PLAGE1 001231, 
PLAGE1 002905. 
PLAGE1 004282, 
PLAGE1 005426, 
PLAGE1008716, 
PLAGE1011116, 
THYRO1000584, 



PLACE1 001464, 
PLACE1 002911, 
PLAGE1 004441, 
PLAGE1 006071, 
PLAGE1 008744, 
PLAGE3000181, 
THYR01 000956, 



PLAGE1001655, 
PLAGE1 003573, 
PLAGE1 004450, 
PLAGE1 006073, 
PLJVGEI 008985, 
PLAGE3000213, 
THYRO1001266, 



HEMBA1 004391. 
HEMBA1 006707, 
HEMBB1 002120, 
MAMMA1001043. 
NT2RM 1000580, 
NT2RM4000284, 
NT2RP1000613, 
NT2RP2001480, 
NT2RP2004606, 
NT2RP2006004, 
NT2RP3001650, 
NT2RP3004130, 
NT2RP4001467. 
OVARC1001336, 

PLAGE1001836, 
PLACE1 003737, 
PLACE1 004520, 
PLAGE1 006290, 
PLACE1010251, 
PLAGE4000354, 
Y79AA1 000270, 



HEMBA1 000835, 
H EM BA1 002421, 
HEMBA1 004444, 
HEMBA1 006749, 
HEMBB1 002245, 
MAMMA1 001237, 
NT2RM2001792, 
NT2RM4000417, 
NT2RP1 000981, 
NT2RP2001755, 
NT2RP2005027, 
NT2RP2006042, 
NT2RP3002160, 
NT2RP3004133, 
NT2RP4002750, 
OVARG1001607, 

PLAGE1 002355, 
PLACE1 003772, 
PLACE1 004648, 
PLAGE1 007081, 
PLAGE1010784, 
THYR01 000036, 
Y79AA1 000426, 



Y79AA1001727, Y79AA1001795, Y79AA1 002022, Y79AA1002213, 

[0037] The following 57 clones were categorized into signal transduction-associated proteins. The clones categorized 
into signal transduction-associated proteins are those which matched the full-length sequences of Swiss-Prot database 
with the keywords "serine/threonine-proteln kinase", "tyrosine-protein kinase" or "SH3 domain"; those which matched 
the data suggesting that the proteins are signal transduction-associated proteins (for example, "ADP-ribosylation fac- 
tor"); or those which matched the full-length sequences of GenBank or UniGene database with similar description; 
and, further, those which was similarly predicted to be signal transduction-associated proteins based on the matching 
data of Pfam. 



HEMBA1 000006, 
HEMBA1 006658, 
NT2RM2001902, 
NT2RP2003179, 
NT2RP3000201, 
NT2RP4000634, 
OVARC1001569, 
PLACEI 008282, 
THYRO1001593, 



HEMBA1002195, 
HEMBA1006916, 
NT2RP1001020, 
NT2RP2003545, 
NT2RP3000820, 
NT2RP4000962, 
PLACE1 002329, 
PLACE1 008297, 
THYRO1001700, 



HEMBA1 002227, 
MAM MAI 000881, 
NT2RP1001031, 
NT2RP2004670, 
NT2RP3003527, 
0VARC1 000255, 
PLACE1003135, 
PLACE1010081, 
THYRO1001770, 



HEMBA1 002551, 
MAMMA1001150, 
NT2RP2001469, 
NT2RP3000011, 
NT2RP3003849, 
OVARC1 000529, 
PLAGE 1003598, 
PLAGE1011364, 
Y79AA1 000777, 



HEMBA1 005084, 
MAMMA1001310, 
NT2RP2001529, 
NT2RP3000022, 
NT2RP3003874, 
OVARC1000916, 
PLACE1005519, 
PLACE1011824, 
Y79AA1 000967, 



HEMBA1 005929, 

MAMMA1002142, 
NT2RP2001769, 
NT2RP3000172, 
NT2RP3004067, 

OVARC1001338, 
PLACE1 006208, 

THYRO1001457, 
Y79AA1 002376, 



Y79AA1002381, HEMBB1000668, NT2RM4001377 

[0038] The following 81 clones were categorized into transcription-associated proteins. The clones categorized into 
transcription-associated proteins are those which keywords "transcription regulation", "zinc finger" or "homeobox" 
matched the full-length sequences of Swiss-Prot database; those which the matched the data suggesting that the 
proteins were transcription-associated proteins; or those which matched the full-length sequences of GenBank or Uni- 
Gene database with similar description; and, further, those which was similarly predicted to be transcription-associated 
proteins based on the matching data of Pfam. 
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HEMBA1000462. HEMBA1000671 , HEMBA1001297, HEMBA1001390, HEMBA1001886, HEMBA1002048, 
HEMBA1003120, HEMBA1003497, HEMBA1004785, HEMBA1005230, HEMBA1005246, HEMBA1006276, 
HEMBA1006572, HEMBA1007226, HEMBB1000106, HEMBB1000905, HEMBB1001959, HEMBB1002051 , 
HEMBB1002661, MAMMA1001094, MAMMA1001532, MAMMA1001615, NT2RM1000789, NT2RM2000632, 

5 NT2RM2000773, NT2RM4000326, NT2RP1 000271 , NT2RP1 000468, NT2RP2000092, NT2RP2000610, 
NT2RP2000712. NT2RP2000739. NT2RP2001538. NT2RP2001662, NT2RP2001817, NT2RP2001948, 
NT2RP2002564, NT2RP2002974, NT2RP2003138, NT2RP2003302, NT2RP2003940. NT2RP2004108, 
NT2RP2004847, NT2RP2005247, NT2RP2005391 , NT2RP2005535, NT2RP2005774. NT2RP2005941 , 
NT2RP2006092, NT2RP3000148. NT2RP3000232, NT2RP3000378, NT2RP3000652, NT2RP3001 976, 

10 NT2RP3004090, NT2RP3004119, NT2RP3004294, OVARC1001049, OVARC1001086. OVARC1001132, 
OVARC1001807, PLACE1 00.0258, PLACE1 000442, PLACE1 000907, PLACE1 003529, PLACE1004166, 
PLACE1004168. PLACE1 004887, PLACE1 005250, PLACE1 005682, PLACE1 006079, PLACE1 008549, 
PLACE1011407, PLACE1011978. THYRO1000580, Y79AA1000030, Y79AA1001090, Y79AA1001523, 
Y79AA1 002334, Y79AA1 002378, HEMBB1 002302, 

15 [0039] The following 85 clones were categorized into disease-associated proteins. The clones categorized into dis- 
ease-associated proteins are those which matched the full-length sequences of Swiss-Prot database with the keywords 
"disease nnutation" or "syndronne"; those which nnatched the data suggesting that the proteins are disease-associated 
proteins; or those which matched the full-length sequences of Swiss-Prot database and GenBank or UniGene database 
where the matched sequences are those of genes or proteins which had been deposited in the database of Online 

20 Mendelian Inheritance in Man (OMIM) (http 7/www. neb i. nlm.nih.gov/Ominri/),. which is a database of human genes and 
diseases. 

BNGH41 000020, HEMBA1 000349, HEMBA1 000590, HEMBA1 000671 , HEMBA1 000835, HEMBA1001184, 
HEMBA1001228, HEMBA1001886, HEMBA1003120, HEMBA1004250, HEMBA1005246, HEMBA1005267; 
HEMBA1006707, HEMBA1006749, H EM BA1 006902, HEMBA1006916, HEMBA1007013, HEMBB1002120. 

25 MAMMA1 000204. MAMMA1 002080. NT2RM2000632. NT2RM2001126. NT2RM2001558, NT2RP1 000271 . 
NT2RP1 000465, NT2RP1 000579, NT2RP2000447, NT2RP2000514, NT2RP2000739, NT2RP2001223, 
NT2RP2001529, NT2RP2001562, NT2RP2002674, NT2RP2003369, NT2RP2004108, NT2RP2004205, 
NT2RP2005535, NT2RP2005941 , NT2RP2006004, NT2RP3000059, NT2RP3000125, NT2RP3000201 , 
NT2RP3000232, NT2RP3000616. NT2RP3000677, NT2RP3000838, NT2RP3000921 , NT2RP3001542, 

30 NT2RP3002286. NT2RP3002721 , NT2RP3002737, NT2RP3002738, NT2RP3004481, OVARC1000208, 
0VARC1 000275, 0VARC1 000331 , 0VARC1 000410, OVARC1001086, OVARC1001132. OVARC1001607, 
OVARC1001725, OVARC1001952. PLACE1000258, PLACE1000442, PLACE1000907, PLACE1001100, 
PLACE1001500, PLACE1 002905, PLAGE1 002967, PLAGE1 003407, PLAGE1 003428, PLACE1 005005, 
PLACE1 005239, PLAGE1005815, PLAGE1 007028, PLAGE100871 6, PLAGE1011407, PLAGE1011978, 

35 PLACE2000118, THYP01 000580, THYR01 000866, THYRO1001 071 , THYRO1001478, Y79AA1001062, 
Y79AA1001530, 

[0040] It is unclear, by the analyses so far, whether or not the remaining 212 clones encode proteins belonging to 
any of the categories of secretory and/or membrane proteins, glycoprotein -associated proteins, signal transduction 
-associated proteins, transcription -associated proteins or disease-associated proteins. Nonetheless, it is still possible 
40 for these clones to encodesecretory and/or membrane proteins, glycoprotein-associated proteins, signal transduction- 
associated proteins, transcription-associated proteins, or disease-associated proteins. On the other hand, some of 
these clones can be presumed to have functions other than those as secretory and/or membrane proteins, glycoprotein- 
associated proteins, signal transduction-associated proteins, transcription-associated proteins and disease-associated 
proteins. 

45 ' [0041] Among the 212 clones, the following clones presumably belong to the categories of enzymes and/or metab- 
olism-associated proteins, cell division- and/or cell proliferation-associated proteins, cytoske I eton -associated proteins, 
nuclear proteins, DNA- and/or RNA-binding proteins, ATP-and/or GTP-binding proteins, protein synthesis- and/or pro- 
tein transport-associated proteins, or cellular defense-associated proteins, although it is unclear whether or not the 
clones belong to any of the categories of secretory and/or transmembrane proteins, glycoprotein-associated proteins, 

50 signal transduction-associated proteins, transcription-associated proteins, and disease-associated proteins. 

[0042] The following 1 0 clones presumably belong to the category of enzymes and/or metabolism-associated pro- 
teins. The clones herein defined as clones presumably belonging to the category of enzymes and/or metabolism- 
associated proteins matched data containing keywords such as "metabolism", "oxidoreductase" and "E.G. No. (Enzyme 
commission number)". 

55 HEMBA1003315, HEMBB1002465, MAMMA1000614, NT2RP20001 78, NT2RP2001388, NT2RP2001 903, 
NT2RP2002304, NT2RP2005878, NT2RP3001685, PLAGE1006219 

[0043] The following 4 clones presumably belong to the category of cell division- and/or cell proliferation -associated 
proteins. The cDNA clones were herein defined as clones presumably belonging to the category of cell division- and/ 
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or cell proliferation-associated proteins matched data containing keywords such as "cell division", "cell cycle", "mitosis", 

"chromosomal protein", "cell growth" and "apoptosis". 

MAMMA1 000403, NT2RM2000497, NT2RP2000394, Y79AA1002121 

[0044] The following 6 clones presumably belong to the category of cytoskeleton -associated proteins. The cDNA 
s clones were herein defined as clones presumably belonging to the category of cytoskeleton-associated proteins 
matched data containing keywords such as "structural protein", "cytoskeleton", "actin-binding" and "microtubules". 
MAMMA 1001609, NT2RM2000589, NT2RP3000063, PLACE 1004078, PLACE 1004492, PUCE 1008657 
[0045] The following 7 clones presumably belong to the category of nuclear proteins. The cDNA clones were herein 
defined as clones presumably belonging to the category of nuclear proteins matched data containing keywords such 
10 as "nuclear protein". 

HEMBA1001878, HEMBA1002992, MAMMA1000614, NT2RM4000965, NT2RM2001738, NT2RP2001388, 
Y79AA1002121 

[0046] The following 5 clones presumably belong to the category of DNA- and/or RNA-binding proteins. The cDNA 
clones were herein defined as clones presumably belonging to the category of DNA- and/or RNA-binding proteins 
15 matched data containing keywords such as "DNA-binding" and "RNA-binding". 

HEMBA1 003072, HEMBA1 006770, HEMBA1 007332, NT2RM2000497, Y79AA1002121 

[0047] The following 7 clones presumably belong to the category of ATP- and/or GTP-binding proteins. The cDNA 
clones were herein defined as clones presumably belonging to the category of ATP- and/or GTP-binding proteins 
matched data containing keywords such as "ATP-bindIng" and "GTP-binding". 
20 HEMBA1002316, MAMMA1001 609, NT2RM2000306, NT2RM2000497, NT2RP20001 78, NT2RP3003729, 
PLACE 1004305 

[0048] The following 7 clones presumably belong to the category of protein synthesis- and/or protein transport-as- 
sociated proteins. The cDNA clones were herein defined as clones presumably belonging to the category of protein 
synthesis-associated and/or protein transport-associated proteins matched data containing keywords such as "trans- 
25 lation regulation", "protein biosynthesis", "amino-acid biosynthesis", "ribosomal protein", "protein transport" and "signal 
recognition particle". 

NT2RM4000965, NT2RP2005069, NT2RP3000481 , NT2RP3000789, NT2RP4001877. OVARC1001 833, 
OVARC1 002058, 

[0049] The following 1 clone presumably belongs to the category of cellular defense-associated proteins. The cDNA 
30 clones were herein defined as clones presumably belonging to the category of cellular defense-associated proteins 
matched data containing keywords such as "heat shock", "DNA repair" and "DNA damage". 

PLACE1 005539 ^ 
[0050] Although it is unclear whether or not 26 out of 1 74 clones other than the above-mentioned clones belong to 
any of the above-described categories, these clones are predicted to have some functions, based on the homology 
35 search using their full-length sequences thereof. The clone names and the gene definitions found in the result of ho- 
mology search are shown below, separated with a double-slash mark, //. 

HEMBA1000634y/Homo sapiens T-cell activation protein (PGR1) gene, complete cds. 
HEMBA1002524//Human MHC Class I region proline rich protein mRNA, complete cds. 
40 HEMBA1003399//MVP1 PROTEIN. 

HEMBA1005489//MUS musculus semaphorin cytoplasmic domain-associated protein 3A (Semcap3) mRNA, com- 
plete cds. 

HEMBB1000542//MUS musculus bromodomain-containing protein BP75 mRNA, complete cds. 

MAMMA1000788//BOS taurus PI 4 (pi 4) mRNA, complete cds. 
45 MAMMA1002128//ABC1 PROTEIN HOMOLOG PRECURSOR. 

NT2RM2000514//Homo Sapiens F-box protein Fbx21 (FBX21 ) mRNA, complete cds. 

NT2RM2000622//MUS musculus F-box protein FBL10 mRNA, partial cds. 

NT2RM4000100//Homo sapiens Leman coiled-coil protein (LCCP) mRNA, complete cds. 
"NT2RP2005425//Homo sapiens mRNA for AKAP450 protein. 
50 NT2RP3001170//MUS musculus activity-dependent neuroprotective protein (Adnp) mRNA, complete cds. 

NT2RP3002571//BOS taurus mRNA for lyncein. 

NT2RP3004557//Human Ki nuclear autoantigen mRNA, complete cds. 

OVARC1001596//Homo sapiens Arf-like 2 binding protein BART1 mRNA, complete cds. 

PLACE1002153//Homo sapiens TACC2 protein (TACC2) mRNA, partial cds. 
55 PLACE1 0031 63//Homo sapiens DBI-related protein mRNA, complete cds. 

PLACE1 005736//Human mRNA for BAS-GRIP protein. 

PLACE1007702//MUS musculus TRA1 mRNA, complete cds. 

PLACE1011045//Homo sapiens E1-like protein mRNA, complete cds. 
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THYR01 000061 //M us musculus mRNA for UBE-1c1 , UBE-1c2, UBE-1c3, complete cds. 
THYRO1000964//Drosaphila melanogaster Pelle associated protein Pellino (Pli) mRNA, complete cds. 
Y79AA1 000776//MUS musculus mRNA for GSG1 , complete cds. 
Y79AA1 001 056//Homo sapiens MAID protein mRNA, complete cds. 
5 Y79AA1001272//Homo sapiens retinoic acid repressible protein (RARG-1) mRNA, complete cds. 

Y79AA1001793//MUS musculus mRNA for GSG1 , complete cds. 

[0051] So far, useful infonnation for presuming the functions are unavailable for the remaining 148 clones, whose 
names are listed below. 

10 HEMBA1 000275, HEMBA1 000300, HEMBA1 000443, HEMBA1 000875, HEMBA1 000907, HEMBA1001272, 
HEMBA1001296, HEMBA1001563, HEMBA1002164, HEMBA1002239, HEMBA1002985, HEMBA1 003294, 
HEMBA1 003487, HEMBA1 004007, HEMBA1 004067, HEMBA1 004085, HEMBA1 004952, HEMBA1 004971 , 
HEMBA1005145, HEMBA1005430, HEMBA1005913, HEMBA1006016, HEMBA1006517, HEMBA1006544, 
HEMBAI 006912, HEMBA1007057, HEMBA1007063, HEMBA1007291 , HEMBB1000276, HEMBB1000309, 

15 HEMBB1000642, HEMBB1001200, HEMBB1001547, HEMBB10a2039, HEMBB1002228, HEMBB1002663, 
MAMMA1 000046, MAMMA1 000449, MAMMA1 000528, MAMMA1 000652, MAMMA1 000706, MAMMA1 000814, 
MAMMA1001066, MAMMA1 001284, MAMMAIOOl 623, MAMMA1001634, MAMMA1 001901 , MAM MAI 002087, 
MAMMA1 002205, MAMMA1 002224, NT2RM2000582, NT2RM2001 643, NT2RM4000115, NT2RM4000295, 
NT2RM4001321, ' NT2RP 1000002, NT2RP1000239, NT2RP1000679, NT2RP1000740, NT2RP1 000903, 

20 NT2RP2000240, NT2RP2001 878, NT2RP2001921 , NT2RP2002015, NT2RP2002409, NT2RP2002510, 
NT2RP2003599, NT2RP2003931 , NT2RP2004069, NT2RP2004141 , NT2RP2004447, NT2RP2004837, 
NT2RP2005514, NT2RP2005632, NT2RP2005887, NT2RP2006099, NT2RP2006134, NT2RP3000427, 
NT2RP3000444, NT2RP3000645, NT2RP3000871 , NT2RP3001044, NT2RP3001061 , NT2RP3001754, 
NT2RP3002281 , NT2RP3002324, NT2RP3002353, NT2RP3002409, NT2RP3002448, NT2RP3002664, 

25 NT2RP3002887, NT2RP3002983, NT2RP3003448, NT2RP3003469, NT2RP3003473, NT2RP3003559, 
NT2RP3003963, NT2RP3004000, NT2RP3004202, NT2RP3004321 , 

NT2RP3004355, NT2RP3004374, NT2RP4002715, OVARC1000090, OVARC1000137, OVARC1 000467, 
OVARC1000775, OVARC1000853, OVARC1000995, 0VARC1 001222, OVARC1001260, OVARC1001727, 
OVARC1002178, PLACE1000986, PLACE1001114, PLACE1001229, PLACE1001788, PLAGE1003438, 

30 PLACE1 003460, PLACE1 003644, PLACE1 004028, PLACE1004199, PLACE1004519, PLACE1 005601 , 
PLACE1 005669, PLAGE1 005768, PLACE1006515, PLACE1 006786, PLACE1 007040, PLACE1 007077, 
PLACE1 007591, PLACE1 007971 , PLACE1 008984, PLACE1 009735, PLACE2000219, PLACE4000455, 
THYRO1000846, THYRO1000999, THYRO1001 063, THYRO1001128, THYR01 001471 , THYR01 001495, 
THYRO1001608, THYRO1001803, Y79AA1000127, Y79AA1 000750, Y79AA1001592, Y79AA1001863, 

35 [0052] In the 437 clones categorized into secretory and/or membrane proteins by using their full-length sequences, 
41 0 clones were also predicted to encode proteins having functions of secretory and/or membrane proteins by using 
their partial nucleotide sequences. In the 146 clones categorized into glycoprotein-associated proteins by using their 
full-length sequences, 124 clones were also predicted to encode proteins having functions of glycoprotein-associated 
proteins by using their partial nucleotide sequences. In the 57 clones categorized into signal transduction-associated 

40 proteins by using their full-length sequences, 46 clones were also predicted to encode proteins having functions of 
signal transduction-associated proteins by using their partial nucleotide sequences. In the 81 clones categorized into 
transcription-associated proteins by using theirfull-length sequences, 57 clones were also predicted to encode proteins 
having functions of transcription- associated proteins by using their partial nucleotide sequences. In the 85 clones cat- 
egorized into disease-associated proteins by using theirfull-length sequences, 6 clones were also predicted to encode 

45 proteins having functions of disease-associated proteins by using their partial nucleotide sequences. The number of 
clones, which were predicted to encode disease-associated proteins based on the full-length nucleotide sequences, 
is much greater than that predicted based on the partial sequences. The reason is that the full-length sequences were 
categorized by using the data found in the OMIM database into the category of disease-associated proteins. 
[0053] In some cases, the predicted functions based on the partial sequences are different from those based on the 

50 full-length sequences. The reason is that a protein does not always belong solely to a single category of the above- 
described functional categories, and therefore, it is possible for the protein to belong to both of the predicted functional 
categories. Besides, additional functions can be found for the clones classified into these functional categories by 
further analyses. 

[0054] The following list shows the cDNA clones predicted and selected on the basis of the partial sequences (5' 
55 sequences) as cDNAs encoding secretory and/or membrane proteins, glycoprotein-associated proteins, signal trans- 
duction-associated proteins, transcription -associated proteins, or disease-associated proteins. 
[0055] The clones that are selected by the score in the ATGpr and by the PSORT for the existence of a signal 
sequence can be expected to encode a secretory or membrane protein since they are predicted to possess the secretion 
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signal or a transmembrane region. The clones that are selected by the score in the ATGpr and by the PSORT for the 
existence of a signal sequence are listed below (254 clones). 

HEMBA1 000300 HEMBA1000713 HEMBA1 000907 
5 HEMBA1000962 HEMBA1001272 HEMBA1001297 

HEMBA1002164 HEMBA1 002239 HEMBA1 002420 

HEMBA1 002421 HEMBA1003101 HEMBA1 003294 

HEMBA1 003399 HEMBA1 003602 HEMBA1 003732 

HEMBA1 004110 HEMBA1 004797 HEMBA1 005430 
10 HEMBA1006016 HEMBA1006171 HEMBA1006311 

HEMBA1 006335 HEMBA1 006357 HEMBA1 006572 

HEMBA1 006658 HEMBA1 006707 HEMBA1 006902 

HEMBA1006960 HEMBA1007013 HEMBB1000276 

HEMBB1 000447 HEMBB1 000567 HEMBB1 000642 
'5 HEMBB1000905 HEMBB1001200 HEMBB1001407 

HEMBB1001530 HEMBB1001547 HEMBB1001978 

HEMBB1002162 HEIVIBBI 002228 HEMBB1 002245 

HEMBB1002427 HEIVIBB1 002465 HEMBB1002663 

HEMBB1002693 MAMMA1000046 MAMMA1000102 
20 MAIVIIVIA1 00011 8 MAMMA1 0001 41 MAMMA1 000449 

M AMMA1 000457 MAMM A1 000591 MAMMA1 000652 

MAMMA1 000681 MAMMA1 000986 MAMMA1 000994 

MAMMA1001043 MAMMA1001141 MAIVl MAI 001284 

MAMMA1001310 MAMMA1001344 MAMMA1001893 
25 M AMMA1 001 901 MAMMA1 001 957 MAMMA1 002070 

MAMMA1 002087 MAMMA1002165 MAMMA1 002205 

MAMMA1 002224 MAIVIMA1 002633 NT2RM2000241 

NT2RM2000306 NT2RM200041 0 NT2RM200051 4 

NT2RIVI2001643 NT2RM2001941 NT2RM4000115 
30 NT2RM4000997 NT2RM4001321 NT2RM4001325 

NT2RIVI4001 768 NT2RP1 000050 NT2RP1 000448 

NT2RP1 000903 NT2RP1001563 NT2RP2000479 

NT2RP2001495 NT2RP2001915 NT2RP2001948 

NT2 R P20020 1 5 NT2 R P2002063 NT2 R P2002304 
35 NT2RP2002674 NT2RP2002721 NT2RP2003383 

NT2RP2003469 NT2RP2003593 NT2RP2003599 

NT2RP2003655 NT2RP2003664 NT2RP20041 79 

NT2RP2004447 NT2RP2004495 NT2RP2004524 

NT2RP2004556 NT2RP2004837 NT2RP2005027 
40 NT2RP2005463 NT2RP2005514 NT2RP2005887 

NT2RP2006042 NT2RP2006269 NT2RP3000169 

NT2RP3000460 NT2RP3000481 NT2RP3000645 

NT2RP3000789 NT2RP300081 8 NT2RP3001012 

NT2RP3001044 NT2RP3001195 NT2RP3001560 
45 NT2RP3001 685 NT2RP3001 858 NT2RP30021 60 

NIT2RP3002281 NT2RP3002721 N12RP3002836 

NT2RP3002958 NT2RP3003076 NT2RP3003354 

NT2RP3003469 NT2RP3003535 NT2RP3003559 

NT2RP3003963 NT2RP3004000 NT2RP3004083 
50 NT2RP30041 33 NT2RP3004309 NT2RP3004321 

NT2RP3004355 NT2RP3004374 NT2RP4001001 

NT2RP4001879 NT2RP4002451 NT2RP4002715 

0VARC1 000208 0VARC1 000298 OVARC1 000439 

0VARC1 000775 0VARC1 000811 OVARC1 000853 
55 OVARC1001222 OVARC1001727 OVARC1001807 

OVARC1 001 833 PLACE1 000231 PUVCE1000560 

PLACE1 000740 PLACE1 00091 2 PL^CEI 000914 

PLACE1 000927 PLACE1 000986 PLACE1001100 
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PLACE1001183 PLACE1001229 PLACE1001407 

PLACE1001536 PLACE1001788 PLACE1 002080 

PLACE1 002095 PLACE1 002374 PLACE1002518 

PLACE1 003407 PLACE1 003428 PLACE1 003460 
5 PLACE1 003839 PLACE1 003845 PLACE1 004028 

PLACE1004199 PLACE1 004282 PLACE1 004305 

PLACE1 004482 PLACE1 004637 PLACE1 005005 

PLACE1 005250 PU\CE1 005383 PLACE1 00541 0 

PLACE1 005544 PLACE1 005569 PLACE1 005601 
10 PLACE1 005660 PLACE1 005669 PLACE1 005725 

PLACE1 005768 PLACE1 005927 PLACE1 006079 

PLACE1 006093 PLACE1 00621 9 PLACE1 006277 

PLACE1 006443 PLACE1 006786 PLACE1 006809 

PLACE1 007040 PLACE1 007096 PLACE1 007296 
15 PLACE1 007626 PLACE1 007971 PLACE1 008469 

PLACE1 008984 PLACE1 008985 PLACE1 009067 

PLACE1 0091 96 PLACE1 009527 PLACE1 009982 

PLACE1010251 PLACE1011236 PLACE2000219 

PLACE4000455 SKNMC1000004 SKNMC1000014 
20 THYR01 000036 THYR01 000099 THYR01 000196 

THYRO1000795 THYRO1000999 THYRO1001237 

TH YR01 001 327 TH YR0 1 001 478 THYR01 001 495 

THYR01 001 523 THYR01 001 702 THYR01 001 725 

Y79AA1 000226 Y79AA1 000270 Y79AA1 000426 
25 Y79AA1 000521 Y79AA1 000776 Y79AA1 000959 

Y79AA1001013 Y79AA1001056 Y79AA1 001264 

Y79AA1001328 Y79AA1001427 Y79AA1 001430 

Y79AA1001530 Y79AA1001592 Y79AA1001793 

Y79AA1 001 795 Y79M1 001 803 Y79AA1 001 863 
30 Y79AA1 002022 Y79AA1 002373 

[0058] In the example mentioned below, the 254 clones as described above were categorized Into three groups 
according to their maximal value in the ATGpr and the result in the PSORT, which are shown in Table 7-10,11,12 (246 
clones), and Table 13, 14, 15 {8 clones). In the tables, the name of clone, indicate the name of the clone that was 
• 35 selected by the ATGpr and the PSORT; the name of sequence indicates the name of the 5'-end sequence of the clone 
on the left; the maximal ATGpr score indicates the maximal ATGprI score of the 5'-end sequence shown on the left; 
and signal indicates the presence of the signal sequence according to the prediction by the PSORT. In addition, the 
representative sequence is the sequence that has the longest sequence among the cluster in which the 5' -end sequence 
on the left was included. The maximal ATGpr score and signal on the right indicate the maximal ATGprI score of the 

40 representative sequence, and the presence of a signal sequence in the representative sequence according to the 
prediction by the PSORT, respectively. The 170 clones shown in Table 7-10, having the maximal score in the ATGprI 
higher than 0.5, and predicted to possess a signal sequence by the PSORT, are very likely to be full-length and encode 
a secretory or membrane protein. The 35 clones in Table 11 , which have the maximal score in the ATGprI 0.3 or higher 
and less than 0.5, and predicted to have a signal sequence, are also as well. And, the 41 clones in Table 12, having 

45 the maximal score in the ATGprI 0 or higher and less than 0.3, and predicted to have a signal sequence, are likely to 
be full-length and encode a secretory or membrane protein. 

[0057] The 8 clones in Table 13 (4 clones), Table 14 (2 clones), and Table 15 (2 clones) have the maximal score in 
the ATGprI 0.5 or higher, 0.3 or higher and less than 0.5, and 0 or higher and less than 0.3, respectively, and are 
predicted to have no signal sequence by the PSORT. However, these clones contain a region that is recognized by 
50 the PSORT to be a signal sequence within the representative sequence composing the same cluster. Thus, the clones 
were judged as a full-length clone which encodes a membrane protein, especially. 

[0058] The clones selected by the score in the ATGpr and by the keywords in the top hit data in the Swiss Prot are 
likely to encode a secretory or membrane protein, or proteins with functions associated to signal transduction, glyco- 
protein, transcription, and diseases according to the respective keywords. These 659 clones are shown below. Here, 
55 top hit data is defined to be data of known amino acid sequence which is identified to be the most homologous sequence 
in homology search using the SwissProt. 

BNGH41 000020 BNGH41 000087 BNGH41 000091 
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HEMBA1000006 HEMBA1000121 HEMBN1000128 
HEMBA1 000275 HEMBA1 000349 HEMBA1 000443 
HEMBA1 000462 HEMBA1 000477 HEMBA1 000590 
HEMBA1 000634 HEMBA1 000671 HEMBA1 000732 

5 HEMBA1 000745 HEMBA1 000835 HEMBA1 000875 

HEMBA1 000907 HEMBA1 000940 HEMBA1001184 
HEMBA1001221 HEMBA1001228 HEMBA1001296 
HEMBA1001390 HEMBA1001563 HEMBA1001621 
HEMBA1001878 HEMBA1001886 HEMBA1 002048 

10 HEMBA1002131 HEMBA1002163 HEMBA1002164 

HEMBA1002167 HEMBA1002178 HEMBA1002195 
H E M BA 1 002227 H E M B A 1 0023 1 6 H E M B A1 00242 1 
HEMBA1 002524 HEMBA1 002551 HEMBA1 002767 
HEMBA1 002985 HEMBA1 002992 HEMBA1 003047 

15 HEMBA1003072 HEMBA1003101 HEMBA1003120 

HEMBA1003230 HEMBA1003315 HEMBA1003392 
HEMBA1 003487 HEMBA1 003497 HEMBA1 003530 
HEMBA1 003945 HEMBA1 004007 HEMBA1 004067 
HEMBA1 004085 HEMBA1 004250 HEMBA1 004391 

20 HEMBA1 004444 HEMBA1 004454 HEMBA1 004505 

HEMBA1 004785 HEMBA1 004797 HEMBA1 004952 
HEMBA1 004971 HEMBA1 004982 HEMBA1 005070 
HEMBA1005084 HEMBA1005145 HEMBA1005230 
HEMBA1 005246 HEMBA1 005267 HEMBA1 005337 

25 HEMBA1 005449 HEMBA1 005489 HEMBA1 005522 

HEMBA1005545 HEMBA1005698 HEMBA1005913 
HEMBA1 005929 HEMBA1 005945 HEMBA1 006276 
HEMBA1 006299 HEMBA1 006335 HEMBA1 006430 
HEMBA1 006482 HEMBA1006517 HEMBA1 006544 

30 HEMBA1 006572 HEMBA1 006707 HEMBA1 006724 

HEMBA1 006749 HEMBA1 006770 HEMBA1 006902 
HEMBA1006912 HEMBA1006916 HEMBA1007013 
HEMBA1 007057 HEMBA1 007063 HEMBA1 007226 
HEMBA1 007241 HEMBA1 007291 HEMBA1 007332 

35 HEMBB1000106 HEMBB1 000309 HEMBB1 000407 

HEMBB1 000447 HEMBB1 000542 HEMBB1 000567 
HEMBB1 000668 HEMBB1 000679 HEMBB1 000881 
HEMBB1001026 HEMBB1001048 HEMBB1001200 
HEMBB1001573 HEMBB1001847 HEMBB1001959 

40 HEMBB1002039 HEMBB1002041 HEMBB1002051 

HEMBB1002120 HEMBB1 002302 HEMBB1 002427 
HEMBB1 002661 MAMMA1000106 MAMMA1 000204 
M AMMA1 000226 MAMMA1 000403 MAMMA1 000473 
MAMMA1 000496 MAMMA1 000528 MAMMA1 000591 

45 MAMMA1000614 MAMMA1 000681 MAMMA1 000706 

MAMMA1 000788 MAMMA1 000810 MAMMA1000814 
MAMMA1 000881 MAMMA1001043 MAMMA1001066 
MAMMA1001094 MAMMA1001150 MAMMA1001237 
MAMMA1001418 MAMMA1001532 MAMMA1001609 

50 MAMMA1001615 MAMMA1001623 MAMMA1001634 

MAMMA1 001 893 MAMMA1 001 957 MAMMA1 001 978 
M AMMA1 002070 MAMMA1 002080 MAMMA1 002091 
MAMMA1 002095 MAMMA1002128 MAMMA1002142 
MAMMA1002165 MAMMA1 002234 MAMMA1 002586 

55 MAMMA1 002633 MAMMA1003126 NT2RM1 000407 

NT2RM1 000462 NT2RM1 000542 NT2RM1 000580 
NT2RM1000789 NT2RM1000855 NT2RM1000858 
NT2RM1 000899 NT2RM200041 0 NT2RM2000423 
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NT2RM2000497 NT2RM2000565 NT2RM2000582 
NT2RM2000589 NT2RM2000622 NT2RM2000632 
NT2RM2000773 NT2RM2001126 NT2RM200155B 
NT2RM2001626 NT2RM2001738 NT2RM2001767 

5 NT2RM2001 792 NT2RM2001 818 NT2RM2001 902 

NT2RM2001 939 NT2RM2001 941 NT2RM40001 00 
NT2RM40G0198 NT2RM4000284 NT2RM4000295 
NT2RM4000326 NT2RM4000417 NT2RM4000444 
NT2RM4000587 NT2RM4000593 NT2RM4000648 

10 NT2RM4000761 NT2RM4000965 NT2RM4001377 

NT2RM4001735 NT2RM4001843 NT2RM4002352 
NT2RP1 000002 NT2RP1 000050 NT2RP1000181 
NT2RP1 000239 NT2RP1 000261 NT2RP1 000271 
NT2RP1 000300 NT2RP1 000325 NT2RP1 000465 

15 NT2RP1 000468 NT2RP1 000551 NT2RP1 000579 

NT2RP1000613 NT2RP1 000679 NT2RP1 000740 
NT2RP1 000981 NT2RP1001004 NT2RP1 001020 
NT2RP1 001 031 NT2RP2000092 NT2RP20001 78 
NT2RP2000240 NT2RP2000394 NT2RP2000447 

20 NT2RP200051 4 NT2RP2000533 NT2RP200061 0 

NT2RP2000616 NT2RP2000649 NT2RP2000663 
NT2RP2000694 NT2RP2000712 NT2RP2000739 
NT2RP2000818 NT2RP2000903 NT2RP2001200 
NT2RP2001223 NT2RP2001276 NT2RP2001388 

25 NT2RP2001469 NT2RP2001480 NT2RP2001495 

NT2RP2001514 NT2RP2001529 NT2RP2001538 
NT2RP2001562 NT2RP2001662 NT2RP2001755 
NT2RP2001769 NT2RP2001817 NT2RP2001878 
NT2RP2001903 NT2RP2001921 NT2RP2001948 

30 NT2RP2001 956 NT2RP2002063 NT2RP20021 88 

NT2RP2002232 NT2RP2002304 NT2RP2002409 
NT2RP200251 0 NT2RP2002527 NT2RP2002533 
NT2RP2002564 NT2RP2002824 NT2RP2002942 
NT2RP2002974 NT2RP2002976 NT2RP2003042 

35 NT2RP20031 38 NT2RP20031 79 NT2RP200321 0 

NT2RP2003302 NT2RP2003369 NT2RP2003390 
NT2RP2003469 NT2RP2003545 NT2RP2003593 
NT2RP2003655 NT2RP2003664 NT2RP2003931 
NT2RP2003940 NT2RP2003950 NT2RP2004069 

40 NT2RP2004108 NT2RP2004141 NT2RP2004205 

NT2RP2004447 NT2RP2004606 NT2RP2004648 
NT2RP2004670 NT2RP2004794 NT2RP2004847 
NT2RP2005069 NT2RP20051 63 NT2RP20051 81 
NT2RP2005247 NT2RP2005378 NT2RP2005391 

45 NT2RP2005425 NT2RP2005535 NT2RP2005541 

NT2RP2005597 NT2RP2005632 NT2RP2005666 
NT2RP2005774 NT2RP2005878 NT2RP2005883 
NT2RP2005941 NT2RP2005994 NT2RP2006004 
NT2RP2006042 NT2RP2006092 NT2RP2006099 

50 NT2RP20061 34 NT2RP2006269 NT2RP200651 2 

NT2RP3000011 NT2RP3000022 NT2RP3000059 
NT2RP3000063 NT2RP3000125 NT2RP3000148 
NT2RP3000171 NT2RP3000172 NT2RP3000201 
NT2RP3000232 NT2RP3000304 NT2RP3000378 

55 NT2RP3000427 NT2RP3000436 NT2RP3000444 

NT2RP3000481 NT2RP3000616 NT2RP3000645 
NT2RP3000652 NT2RP3000676 NT2RP3000677 
NT2RP3000721 NT2RP3000820 NT2RP3000838 
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NT2RP3000871 NT2RP3000907 NT2RP3000921 
NT2RP3001012 NT2RP3001061 NT2RP3001159 
NT2RP3001170 NT2RP3001195 NT2RP3001240 
NT2RP3001271 NT2RP3001322 NT2RP3001388 

5 NT2RP3001542 NT2RP3001560 NT2RP3001592 

NT2RP3001650 NT2RP3001738 NT2RP3001754 
NT2RP3001976 NT2RP3002015 NT2RP3002160 
NT2RP3002286 NT2RP3002311 NT2RP3002324 
MT2RP3002342 NT2RP3002353 NT2RP3002409 

10 NT2RP3002411 NT2RP3002448 NT2RP3002571 

NT2RP3002664 NT2RP3002737 NT2RP3002738 
NT2RP3002790 NT2RP3002836 NT2RP3002887 
NT2RP3002900 NT2RP3002958 NT2RP3002983 
NT2RP3003000 NT2RP3003076 NT2RP3003354 

'5 NT2RP3003448 NT2RP3003473 NT2RP3003527 

NT2RP3003532 NT2RP3003614 NT2RP3003729 
NT2RP3003849 NT2RP3003874 NT2RP3003939 
NT2RP3004025 NT2RP3004067 NT2RP3004075 
NT2RP3004090 NT2RP3004119 NT2RP3004130 

20 NT2RP3004133 NT2RP3004202 NT2RP3004294 

NT2RP3004309 NT2RP3004345 NT2RP3004406 
NT2RP3004481 NT2RP3004552 NT2RP3004557 
NT2RP3004625 NT2RP3004640 NT2RP3004647 
NT2RP4000108 NT2RP4000634 NT2RP4000962 

25 NT2RP4001009 NT2RP4001467 NT2RP4001877 

NT2RP4001879 NT2RP4002187 NT2RP4002451 
NT2RP4002750 0VARC1 000003 OVARC1 000090 
OVARC1000105 OVARC1000137 OVARC1000255 
0VARC1 000275 0VARC1 000307 OVARC1000313 

30 0VARC1 000331 0VARC1 000410 OVARC1 000439 

OVARC1000467 0VARC1 000529 OVARC1 000553 
0VARC1 000873 OVARC1000916 OVARC1 000956 
0VARC1 000995 OVARC1001030 OVARC1001049 
OVARC1001086 0VAPC1001132 OVARC1001163 

35 0VARC1 001222 OVARC1001260 OVARC1001336 

OVARC1001338 OVARC1001569 OVARC1 001570 
0VARC1 001 596 0VARC1 001 607 OVARC1 001 725 
OVARC1001952 OVARC1001991 OVARC1002058 
OVARC1002178 PLACE1 000033 PLACE1 000258 

40 PLACE1 000442 PLACE1 000740 PLACE1 000907 

PLACE1001016 PLACE1001114 PLACE1001123 
PLACE1001231 PLACE1001340 PLACE1001401 
PLACE1001407 PLACE1 001 464 PLACE1001500 
PLACE1001516 PLACE1001564 PLACE1001655 

45 PLACE1001795 PLACE1001836 PLACE1001918 

PLACE1001949 PLACE1 002080 PLACE1 002095 
PLACE1002153 PLACE1 002329 PLACE1 002355 
PLACE1 002374 PLACE1 002547 PLACE1 002726 
PLACE1 002905 PLACE1 002911 PLACE1 002967 

50 PLACE1003135 PLACE1003163 PLACE1 003428 

PLACE1 003438 PLACE1 003460 PLACE1 003529 
PLACE1 003573 PLACE1 003598 PLACE1 003644 
PLACE1 003737 PLACE1 003772 PLACE1 003852 
PLACE1 004078 PLACE1004166 PLACE1004158 

55 PLACE1 004279 PLACE1 004441 PLACE1 004450 

PLACE1 004482 PLACE1 004492 PLACE1004519 
PLACE1 004520 PLACE1 004630 PLACE1 004648 
PLACE1004816 PLACE1 004887 PLACE1 005003 
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PLACE1 005031 PLACE1 005239 PLACE1 005383 
PLACE1 005426 PLACE1 00551 9 PLACE1 005539 
PLACE1 005544 PLACE1 005569 PLACE1 005682 
PLACE1 005736 PLACE1 005745 PLACE1005815 

5 PLACE1 005878 PLACE1 005927 PLACE1 006071 

PLACE1 006073 PLACEI 006208 PLACE1 006277 
PLACE1 006290 PLACEI 006443 PLACE1006515 
PLACE1006716 PLACE1 006959 PLACE1 007028 
PLACE1 007077 PLACE1 007081 PLACE1 007096 

10 PLACE1 007296 PLACE1 007591 PLACE1 007702 

PLACE1 007845 PLACE1 007881 PLACE1 008282 
PLACE1 008297 PLACE1 008359 PLACEI 008469 
PLACE1 008549 PLACE1 008657 PLACEI 00871 6 
PLACE1 008744 PLACE1 008984 PLACEI 008985 

15 PLACEI 009279 PLACEI 009527 PLACEI 009546 

PLACEI 009600 PLACE1 009735 PLACEI 01 0011 
PLACE1010078 PLACE1010081 PLACE1010251 
PLACEI 01 0445 PLACEI 01 071 3 PLACEI 01 0784 
PLACEI 01 0827 PLACEI 01 0968 PLACEI 01 1045 

20 PLACE1011116 PLACE1011181 PLACE1011236 

PLACEI 01 1 364 PLACEI 01 1 407 PLACEI 011516 
PLACEI 01 1708 PLACEI 01 1824 PLACE1011978 
PLACE2000118 PLACE3000181 PLACE3000213 
PLACE4000354 SKNMC1 000014 SKNMC1 000082 

25 THYR01 000061 THYRO1000196 THYR01 000400 

THYR01 000580 THYR01 000584 THYR01 000678 
THYR01 000776 THYR01 000795 THYR01 000846 
THYR01 000866 THYR01 000956 THYR01 000964 
THYR01 001 063 THYR01 001 071 THYR01 001 1 02 

30 THYRO1001113 THYRO1001128 THYRO1001205 

THYR01 001242 THYRO1001266 THYRO1001456 
THYR01 001457 THYR01 001471 THYR01 001478 
TH YR01 001 529 THYR01 001 593 THYR01 001 608 
' THYRO1001641 THYR01 001 700 THYR01 001702 

35 THYR01 001 770 THYR01 001 803 Y79AA1 000030 

Y79AA1 0001 27 Y79AA1 000207 Y79AA1 000270 
Y79AA1 000426 Y79AA1 000750 Y79AA1 000777 
Y79AA1 000876 Y79AA1 000888 Y79AA1 000967 
Y79AA1 001 062 Y79AA1 001 090 Y79AA1 001 21 2 

40 Y79AA1001272 Y79AA1001426 Y79AA1001523 

Y79AA1 001 727 Y79AA1 001 787 Y79AA1 001 799 
Y79AA1 001 803 Y79AA1 001 863 Y79AA1 002058 
Y79AA1002121 Y79AA1 0021 29 Y79AA 10022 13 • 
Y79AA1 002334 Y79AA1 002376 Y79AA1 002378 

45 Y79AA1 002381 NT2RP2006580 



[0059] Among the clones, the following 83 clones are identical to the clones selected by the score in the ATGpr and 
the prediction by the PSORT for the existence of a signal sequence. 



HEMBA1 000907 
HEMBA1002164 
HEMBA1 002421 
HEMBA1003101 
HEMBA1 004797 
HEMBA1 006335 
HEMBA1 006572 
HEMBA1 006707 
HEMBA1 006902 



NT2RM2000410 
NT2RM2001941 
NT2RP1 000050 
NT2RP2001495 
NT2RP2001948 
NT2RP2002063 
NT2RP2002304 
NT2RP2003469 
NT2RP2003593 



PLACEI 000740 
PLACE1001407 
PLACE 1002080 
PLACE 1002095 
PLACE 1002374 
PLACEI 003428 
PLACE 1003460 
PLACE 1004482 
PLACE 1005383 
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HEMBA1 007013 NT2RP2003655 PLACE1 005544 
HEMBB1 000447 NT2RP2003664 PLACE1 005569 
HEMBB1 000567 NT2RP2004447 PLACE1 005927 
HEMBB1 001200 NT2RP2006042 PLACE1 006277 

5 HEMBB1 002427 NT2RP2006269 PLACE1 006443 

MAMMA1 000591 NT2RP3000481 PLACE1 007096 
MAMMA1 000681 NT2RP3000645 PLACE1 007296 
MAMMAl601043 NT2RP3001012 PLACE1 008469 
MAMMA1001893 NT2RP3001195 PLACE1008984 

10 MAMMA1001957 NT2RP3001560 PLACE1 008985 

MAMMA1 002070 NT2RP3p02160 PLACE1 009527 
MAMMA1002165 NT2RP3002836 PLACE1010251 
MAMMA1 002633 NT2RP3002958 PLACE1011236 
NT2RP3003076 SKNMC1000014 

'5 NT2RP3003354 THYP01 0001 96 

NT2RP3004133 THYR01 000795 
NT2RP3004309 THYRO1001478 
NT2RP4001 879 THYR01 001 702 
NT2RP4002451 Y79AA1 000270 

20 O VARC 1 000439 Y79 AA 1 000426 

OVARC 100 1222 Y79AA1001803 
Y79AA1001863 



[0060] The 446 clones in Table 16, 17, 18, 19, and 20, and NT2RP2006580 are predicted to encode a secretory or 
25 membrane protein. Among them, 77 clones were Identical to the clones selected by the score in the ATGpr and the 

prediction by the PSORT for the existence of a signal sequence (overlapping with any of the 254 clones listed in Table 

7-15). Besides, many clones were turned out to be identical to the clones selected as a protein associated with a 

glycoprotein. Also, there were clones identical to those selected as a protein associated with a disease. 

[0061] The 243 clones in Table 21 are predicted to encode a glycoprotein. Among them, 53 clones were identical to 
30 those selected by the score in the ATGpr and the prediction by the PSORT for the existence of a signal sequence. 

And, many clones were turned out to be identical to the clones selected as a secretory or membrane protein. Moreover, 

there were clones identical to those selected as a protein associated with a disease. 

[0062] The 51 clones in Table 22 are predicted to encode a protein associated to signal transduction. 

[0063] The 130 clones in Table 23 are predicted to encode a protein associated to transcription. 
35 [0064] The 1 7 clones in Table 24 are predicted to encode a protein associated with diseases. 

[0065] In these clones, 532 clones have the maximal ATGprI score of 0.5 or higher (Table 25). 60 clones have the 

maximal ATGprI score of 0.3 or higher and less than 0.5 (Table 26 and NT2RP2006580). And 67 clones were with the 

maximal ATGprI score of 0 or higher and less than 0.3 (Table 27). 

[0066] 532 clones shown in Table 25, each having the maximal score in the ATGprI 0.5 or higher, are very likely to 
40 be full-length and encode a secretory or membrane protein, or proteins associated to signal transduction, glycoprotein, 
transcription, or diseases. 59 clones in Table 26 and NT2RP2006580, which have the maximal score in the ATGprI 
0.3 or higher and less than 0.5, are likely to be full-length and encode a secretory or membrane protein, or proteins 
associated to signal transduction, glycoprotein, transcription, or diseases. 67 clones in Table 27, having the maximal 
score in the ATGprI 0 or higher and less than 0.3, are still likely to be full-length and encode a secretory or membrane 
45 protein, or proteins associated to signal transduction, glycoprotein, transcription, or diseases. 

[0067] This is the method for selecting the cDNA clones predicted to encode secretory and/or transmembrane pro- 
teins, glycoprotein -associated proteins, signal transduction-associated proteins, transcription-associated proteins, or 
disease-associated proteins on the basis of the partial sequences (5' sequences). 

[0068] The polynucleotide of the present invention encodes an amino acid sequence of a functional protein such as 
50 a secretory or membrane protein, or a protein associated to signal transduction, glycoprotein, transcription, or diseases. 
Since the protein has the complete amino acid sequence, it is possible to analyze its biological activity by expressing 
the protein as a recombinant protein using an appropriate expression system, or by raising and using an antibody 
which specifically recognizes it. 

[0069] It is possible to analyze the biological activity of a secretory protein or a membrane protein, or proteins asse- 
ss elated to signal transduction, glycoprotein, or transcription, based on the methods in "Gene Transcription" (Hames B. 
D., and Higgins S.J. edit, (1993)), "Glycobiology" (Fukuda M., and Kobata A. edit, (1993)), "Growth Factors" (McKay 
I., and Leigh I. edit, (1993)), "Extracellular Matrix" (Haralson M.A., and HassellJ.R. edit, (1995), "Transcription Factors" 
(Latchman D.S. edit, (1993)), "Signal Transduction" (Milligans G. edit, (1992)), featured in 'The Practical Approach 



36 



EP1 130 094 A2 



Series" (IRL PRESS), or "Signal Transduction Protocols" (Kendall D.A., and Hill S.J. edit, (1995), "Glycoprotein Analysis 
in Biomedicine" (Hounsell E.R edit, (1993)), featured in "Method In Molecular Biology" (Humana Press). 
[0070] As to a protein associated with a disease, it is possible to perfomn a functional analysis as described above, 
but also possible to analyze correlation between the expression or the activity of the protein and a certain disease by 
5 using a specific antibody that recognizes the protein. Alternatively, it is possible to utilize the database Online Mendellan 
Inheritance in Man (OMIM) (http://www.ncbi.nlnn.nih.gov/Omina/) , which is a database of human genes and diseases, 
to analyze the protein. New infomnation is constantly being deposited in the OMIM database. Therefore, it is possible 
for one sl<illed in the art to find a new relationship between a particular disease and a gene of the present invention in 
the updated database. 

10 [0071] Proteins associated with diseases are useful in drug development as they can be utilized as a diagnostic 
marker, a drug that regulates the level of their expression and activities, or a target of gene therapy. Also, as for a 
secretory protein, membrane protein, or proteins associated with signal transduction, glycoprotein, or transcription, 
search of the OMIM with the keywords mentioned below revealed that the proteins are associated with many diseases. 
Also, relationship between a proteins associated to signal transduction or transcription and diseases is reported in 

15 "Transcription Factor Research-1999" (Fujii, Tamura, Morohashi, Kageyama, and Satake edit, (1999) Jikken-lgaku 
Zoukan, Vol.17, No. 3), and "Gene Medicine" ((1999) Vol.3, No.2). Thus, not only a protein associated with diseases, 
but also a secretory protein, membrane protein, or protein associated with signal transduction, glycoprotein, or tran- 
scription is involved in diseases, suggesting these proteins also are very important as a target In medical industry. 
[0072] Keywords used in the search of the OMIM 

20 

(1) secretion protein 

(2) membrane protein 

(3) channel 

(4) extracellular matrix 
25 (5) receptor 

(6) glycoprotein 

(7) protein kinase 

(8) calmodulin kinase 

(9) transcription factor 

30 

[0073] Shown in the search result are only the accession numbers In the OMIM. Using the number, data showing 
the relationship between a disease and a gene or protein can be seen. The OMIM data has been renewed everyday. 

1 ) Secretion protein 

35 268 entries found, searching for "secretion protein" 

104760, 176860, 160900, 107400, 118910, 139320, 603850, 147572, 176880, 600946, 603215, 157147, 600174, 
151675. 170280, 179512, 179513, 138120, 179509,246700, 179510,600626, 179511,600998, 109270, 601489, 
154545, 179490, 185860, 603216, 122559, 601746, 147290, 602672, 146770, 603062, 179508, 131230, 601591 , 
602421 , 139250, 167805, 167770, 600041 , 600564, 118825, 601146. 300090, 600753, 601652, 600759, 600768, 

40 602434, 182590, 603166,308230, 602534, 603489, 107470, 150390, 104610, 173120, 158106, 143890,306900, 

308700, 134797, 137350,227500, 176300, 107730,600760, 138079, 120180, 120160, 120150, 124092, 138160, 
1 01 000, 227600, 600509, 601 1 99, 1 4241 0, 1 0431 1 , 1 93400, 201910,1 07300, 1 22560, 272800, 21 7000, 590050, 
147670, 133170, 176730, 300300, 134370, 274600, 120140, 162151, 158070, 

152790, 120120, 106100,300200, 192340, 1.90160, 138040, 147470, 147620, 173350, 147380, 152200, 152760, 
45 157145, 153450, 264080, 113811 , 600937, 600840, 188545, 202110, 600514, 1 86590, 603372, 136435, 137241, 

252800, 214500, 207750, 138850, 139191 , 142640, 138130, 189907, 603692, 600633, 603355, 107270, 600377, 
147892, 232200, 600281 , 232800, 602358, 137035, 601771, 601769, 253200, 601933, 118444, 600270, 120700, 
600945, 603732, 147660, 600761 , 1 72400, 600823, 600877, 130080, 1 71060, 107740, 307800, 602843, 130660, 
152780, 124020, 601124, 601340, 601604, 601610, 171050, 312060, 232700, 300159, 142703, 600734, 125255, 
50 168450, 123812, 188540, 147940, 1 88450, 600839, 182452, 188400, 182280, 176760,263200, 600264, 188826, 

252650, 601185, 162641, 137216, 601398, 601538, 118888, 118445, 601745, 

1 901 80, 601 922, 1 82098, 602008, 1 47440, 602384, 600031 1 091 60, 602663, 1 51 670, 602682, 602730, 602779, 
146880, 603061, 142704, 603140, 1 06150, 600732, 153620, 603318, 139392, 600042, 102200, 603493, 182100, 
264300, 603795, 184600 

55 

2) Membrane protein 

1017 entries found, searching for "membrane protein" 

130500, 305360, 153330, 173610, 170995, 109270, 1 70993, 309060, 120920, 602333, 133740, 133710, 602690, 
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133730 
602335 
136950 
600959 
603141 
603179 
601767 
176801 
304040 
179512 
176943 
1 66945 
300017 
300118, 
131230 
120070 
601789 
600934 
153432 
600772 
155975 
313440 
204200 
602507 
208900 
107741 
602509 
224100 
602505 
602382 
191190, 
600135 
170500 
107269 
252650 
601975 
602676 
307800 
601373 
600185 
601193, 
203300 
131244 
186910 
600644 
600377 
158380 
146880 
134635 
602354 
603681 
603263 
602859 
601615 
601625 
600528 
601533 
516001 



159430, 600897, 133090, 601178, 602413, 602003, 109280, 603237, 602173, 107776 
1 82879, 1 54045, 309845, 600594, 60371 8, 603241 , 60321 4, 603657, 6031 77, 6001 82 
600723, 601114, 185880, 1 85881 . 300096, 602257, 1 60900, 177070, 603062, 603344 
300100, 186945, 600039, 600267, 128240, 1 82900, 601097, 136430, 600946, 602534 
603700, 600579,256540, 159440, 602414. 600403, 602048, 188860, 137290. 158343 
600279, 108733, 107770, 173335, 602625, 154050, 219800, 603850, 601028, 600447 
603143, 121015, 603215, 227400, 603735, 600179, 602421, 180721, 
176860,600753,603142, 176790, 600266,601239, 115501,143890, 121014, 121011 
601134, 600754, 601510, 601595, 1 90315, 300172, 602216, 602261 , 602262, 602461 , 
1 76981 , 1 42461 , 1 3931 0, 31 2080, 1 76640, 1 28239. 1 85470, 31 0300, 601 403, 601 757, 
104311, 168468, 120130, 602887, 600164, 601531 , 601832, 104775, 600040, 603583, 
182180, 120620, 141180,601014, 139150, 182860, 177061,600174, 180069, 191275, 
603518, 601009, 134651 , 6011 07, 1 03868, 600168, 136425, 603531 , 603291 , 600917, 
179590, 135630. 602285, 107450, 602296. 303630, 176878, 120090, 600322, 138160, 
112205, 600763, 600718, 300187, 170715, 601966, 300051 , 602474, 
600691, 600855, 182309, 6021 01 , 602857, 194355, 162230, 600874, 113730, 155550, 
231200, 107271 , 175100, 1 82870, 305100, 301000, 601313, 157147, 147670, 139200 
155970,602049, 155960, 155760, 118990, 135620,308230,602694, 162060,300023 
120131, 603823, 603167, 601023, 600816, 165040, 601681 , 166490, 300112, 120190 
602926, 602933, 602202, 400015, 151510, 600759, 602672, 602654, 603821 , 116952 
602217, 150370, 600752, 601179, 600932, 603048, 603234, 601805, 603822, 603869, 
1 391 30, 1 07777, 1 091 90, 603452, 1 91 1 63, 1 91 1 64, 602370, 1 76877, 1 031 95, 600523 
602426. 603820, 600551 . 600695, 600552, 600553, 602306. 601523, 
602299, 600583, 114070, 600632, 603498, 1 85430, 600587,235200, 173470. 603199 
180297, 156225,516020, 190195, 141900, 102680, 193300, 101000, 193400,300011 
180380. 203200, 111700, 600024, 304800, 600065, 110750, 179605, 113705, 601638, 
602469, 600930, 601383, 1 76261 , 602574, 602997, 311770, 131550, 603616, 308700 
276903,305900, 516000, 131195,314555, 601567, 603866,306900, 103390, 186720 
186590,246530,602689, 194380, 300041 , 1 62643, 152790, 120150, 600682, 600106 
601497, 113811, 182138, 212138, 601309, 109690, 114760, 176805, 601253, 123900, 
110700, 600163, 137167, 600580, 601610. 190000, 123825, 603491, 
1 86591 , 1 7391 0. 1 381 40, 1 07266. 1 20950, 60 1 081 , 603690, 244400, 31 2700, 1 71 060 
277900, 601 997, 31 4850, 601 880, 603009, 1 20220, 6031 26, 1 64920, 602934, 1 64730 
602909, 600877,256550, 164761 , 602872, 120110, 126150, 158070, 266200,223360 
603355, 154582, 138190,300035, 602640, 227650, 158120. 153700, 182380, 155740 
3001 35, 1 36350. 602924, 3001 67, 1 85050, 1 761 00, 3001 89, 1 51 525, 300200, 1 651 80 
603411, 193245, 120325, 601848, 192500, 603102, 147795,245900, 137060, 147557 
120930,308100, 142800, 191092, 232300, 1 73510, 602225, 180470, 190930, 186357 
600509, 600359, 603784, 600395, 600653, 603754, 601597, 601066, 
601 295, 600978, 205400, 603274, 60041 8, 600839, 51 6050, 601 691 , 601 007, 600650 
600004, 60001 7, 51 6040, 253800, 276901 , 60001 9, 257200, 1 08780. 300037, 3001 04, 
3001 91 , 426000, 302060, 304700. 201 475, 25201 0, 1 9321 0, 31 1 030, 306250, 248600 
600423,232200, 191305,231680, 103320, 1 90180, 600493, 111200,226200,312600 
203100, 600536,600238, 186830, 186750, 186745, 186711, 106180, 111203, 103180, 
307030, 192321 , 600667, 125647, 179080, 114207, 114860, 176000, 116930, 600748 
171760, 171050, 118425, 170260, 191315. 600798,600821,600823, 600444, 600840 
600867, 154360, 152427, 150330, 110900, 147840, 147360, 147280, 
312610, 120940, 142871, 142790, 600937, 142600, 134390, 111250, 600979,600997 
601017, 139191. 139090, 138850, 601040, 138720, 122561 , 131100, 123610, 217070 
603302, 603207. 603086, 602188, 602095, 603867, 603842. 603798. 602602, 601194, 
601252, 603648, 603646, 603644, 601282, 601284, 603667, 603712, 603594, 601872, 
603208, 601411 , 603201 , 603189, 601463, 603164, 603152, 603087, 602874, 601492, 
602746, 603879, 603510, 602458, 603380, 601581 , 603765. 603283, 601599, 601733, 
601 61 7, 6021 84, 602894, 603005, 603030, 603861 , 602835, 6021 36, 6001 53, 600074, 
516006, 600018, 600016, 516002, 601590, 313475, 313470, 600244, 
601611, 600282, 600327. 601568, 600368, 601730,601535,601745, 601929,300169, 
600385, 600464, 600424, 600429, 601 756, 601488, 51 6005, 2511 00, 51 6004, 60091 8, 
240500, 600465, 602241 , 602243. 230200, 601485. 601478, 601416, 602297, 601459, 



602334, 
601476. 
602977, 
601047, 
184756, 
104225, 

125950, 
131560, 
273800, 
176894, 
104760, 
603216, 
601212, 

602701 , 
603593, 
160993, 
300145. 
151430, 
601717, 
191328, 

601633. 
107400, 
222900, 
603372, 
173850, 
272750, 
602581, 

601199, 
163890, 
250800, 
204500, 
230800, 
120650, 
134638. 

600308, 
300126, 
191740, 
600170, 
1 82530, 
173515, 
159465, 

142460, 
100500, 
602607, 
603425. 
602893, 
601852, 
600046, 



125305, 
602879, 
310200, 
143450, 
602910, 
186946, 

603534, 
179514, 
151460, 
602631, 
601693, 
102720, 
603293. 

306400, 
157655, 
153619, 
163970, 
602632, 
601181, 
601275, 

602500, 
257220, 
120120, 
256100, 
601050, 
188040, 
189980, 

601758, 
603434, 
269920, 
603401, 
602158, 
602377, 
600544, 

603261, 
255125, 
108360, 
111680, 
182160, 
173325, 
600857, 

186845, 
603377, 
603713, 
601843, 
602057, 
602316, 
600023. 



300150,300132, 
516003,602192, 
601839,602314, 
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193065, 193001, 191306,600504, 601020, 191191,602372, 190181,600534, 188380. 186854, 186360,600530, 
185250, 182331 , 600535, 182305, 601296, 6005B2, 600732, 600734, 600742, 600782, 176802, 176266, 600769, 
601 883, 600864, 601 901 , 1 76260, 1 73490, 60091 0, 601 905, 1 71 890, 60091 6, 601 987, 602679, 1 62651 . 1 61 555, 
160994, 602714, 602715, 602724, 602736, 300007, 602783, 275630, 602836, 270200, 602871 ,159460, 602876, 
154540, 153900, 602890, 601153, 602190, 602905, 153634, 153337, 602914, 

152310, 151690, 151625, 602935, 602974, 150325, 602992, 150320, 250790, 603006, 603007, 603008, 150292, 
233690, 603046, 150210, 603061 . 147940, 603063, 221770, 223100, 603097, 147880, 603118, 147730, 146928, 
146630, 142622,603149,603150,603151, 600923, 138981 . 138590, 138330, 216950, 603192, 138297,603202, 
601002, 602343, 138230, 136131 , 603217, 603220, 134660, 131390. 131235, 603242, 603243, 130130, 602345, 
126455, 601123. 126064, 125240, 602359, 603312, 602380, 603318, 123890, 123836, 603356, 603361 , 603366, 
123830, 179610, 188060, 123620, 120980, 186355, 118510, 114835, 1 14217, 113810, 603499, 182310, 111740, 
109610, 603548. 603564, 108740, 603598, 603613, 1 07273, 603626, 602518, 179410, 603647, 602515, 603652, 
106195, 602573, 178990, 105210, 104615, 167055. 603717, 104614. 603728, 

104210. 603749. 603750, 103850, 602608, 603787, 603788, 603796, 173445, 103220, 102910, 102681 , 102670, 
102642, 603833, 173391, 102576, 102575, 171833, 102573, 101800, 603875, 601108 

3) Channel 

272 entries found, searching for "channel" 

176266, 600724, 170500, 182390, 123825, 114208. 114205. 601784. 114206. 600937. 114204, 603415, 600053. 
114209, 114207, 600760, 118425, 601 Oil , 192500, 176261 , 600761 , 176260, 600359, 600228, 600877, 602235. 
300008. 1 82389, 1 82391 , 601 328, 601 534, 600504, 602323, 601 958, 602780. 602781 , 601 327, 601 01 2, 600734, 
603208, 182392, 603220, 603219, 603888, 600054, 602232, 601745, 603537, 602604, 603796, 302910, 602866, 
601013. 602905, 602906, 600163, 152427, 180901 , 600702, 600308, 602754, 107776, 602024, 314555, 601949. 
600235, 602023. 176263, 600681, 176265, 193245, 603305, 176258, 602983, 601219, 601141 , 176267, 602343, 
602726, 138253. 176262, 600003, 600397, 602872, 138249, 600843. 600935, 600580, 600845, 602158, 602106, 
176264, 300110, 176257, 602717, 603493, 176268, 600932, 602727, 138254, 

603652. 300138, 602420, 600570; 600150, 603583, 602345, 603749, 601142, 176256, 600846, 138252. 602982, 
603787. 602836, 603788, 602566. 603651 , 602421 , 1 00690. 1 07777. 1 00725, 1 0071 0, 600509. 603061 . 1 54275, 
304040. 1 54276, 1 80902, 121014. 602368, 1.3931 1 , 601 383, 1 08745, 601 31 3, 601 042, 6001 31 , 1 86360. 6001 09, 
600229. 600170, 603319. 601485, 118503. 180903, 602076, 124030, 601059. 601212, 601218, 147450. 600855, 
600919, 601154. 601157, 171060, 600968, 182139, 131230, 121015, 600421 . 113730, 249210, 310500. 600637, 
125950, 118800. 156490, 602974, 104610, 121011 , 602522, 118504.300041, 160900, 601382, 602103, 600465. 
602014, 600442,601109, 602481,277900,254210, 138247, 164920, 170280, 171050, 128100, 173910,600884. 
123885, 602887, 600232. 180297, 137192, 600304, 138251, 603053, 300103, 

603152, 603199, 118511, 118508. 138079, 600983, 182307. 603324.305990, 603418, 114080,232200.600046. 
600040, 602403, 603750. 603785, 104210, 600019, 600300, 182860, 603852, 603853, 603855, 516060 

4) Extracellular matrix 

167 entries found, searching for "extracellular matrix" 

603479. 602201, 601418, 601548. 154870, 115437, 602285, 602262, 602261 , 134797, 600754, 120361 , 116935. 
602263,603320,601807.603321, 185250, 185261,253700, 128239, 120324, 193300, 276901,308700.600514, 
600261.602109, 120140. 120150, 147557, 193400, 600536, 1 88826, 120180. 118661, 120320, 152200, 135821, 
112260, 230740, 602090, 155760, 192975, 190182, 602108, 601463, 186745, 600900, 600985, 600758, 602369, 
179590, 601211, 600065, 602178, 600262, 182888, 182889, 151510. 1 82120, 150325, 190181 , 150370, 186355, 
193065, 165070, 154705. 147559, 146650. 146640, 153619, 175100, 1 87380, 231050, 188060, 135820, 156790, 
130660, 301870, 128240, 600076, 600119, 193210. 600215, 600245, 121010, 150240. 600309, 600491 , 222600. 
120328. 600564, 600596, 600616. 600700, 600742. 120325, 138297, 600930, 

156225, 601028. 601050, 601105. 253800, 601284. 601313. 120280, 310200, 601492. 120250, 601587, 601636, 
601652. 601692,601728, 120220,601915,602048, 155120,310300. 120210, 120165, 120120, 118940, 116930, 
602264. 1 1 6806, 602366. 1 20470, 60241 5, 602428, 602453. 602505. 602574, 603005, 6031 96, 603221 , 60331 9, 
107269, 216550, 103320, 603489. 603551 . 603767, 603799, 603842 

5) Receptor (including membrane proteins, and also including transcription factors, since nuclear proteins were 
not excluded in the search) 

1606 entries found, searching for "receptor" 

600408, 176943. 107770,601531, 143890.313700. 162643,202200, 147670, 191306, 182131 , 192321 . 138249. 
190120, 600264, 162321,603613, 603614, 602164, 138251, 182134, 138040, 152790, 602393, 133430. 601769, 
304800, 147280, 168468, 147730, 155555, 1 91190, 109760, 122561 . 136537, 602034, 147138, 187930, 312861, 
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107450, 138981, 182135, 603612, 191191 , 600933, 601267, 600168 
102576, 600022, 603366, 600052, 1 36430, 601835, 600825, 600979 
601 972, 1 91 31 5, 602601 , 60361 1 , 602943, 601 300, 191316,1 08960, 
602392, 60291 0, 603372, 1 061 65, 601 1 99, 1 80901 , 1 31 244, 1 07470, 
109690, 100690, 138850, 118504, 147781, 146928, 601373, 126449 
104225, 100725, 164342, 104220, 118503, 136538, 137241,601663, 
600983, 126110, 118507, 602548, 1 6201 0, 601268, 147671,601284, 
600956, 138245, 139139, 155541 , 137192, 118445, 104250,300119, 
114610, 138253, 146929, 602778, 135630, 147140, 146790, 147045, 

137142, 113995, 138247, 182137, 147811 , 1 82132, 138248,600414, 
138254, 601600, 173800, 146760, 179590, 180903, 109635, 300038 
602282, 179611, 143090, 100710, 601076,600380, 170998, 600845 
137140, 600456, 147880, 137190, 601156, 601956, 100730, 601194 
173880, 600042, 180902, 300093, 602423, 602469, 603028, 601437, 

137143. 603361,603031, 137141, 136539, 162332, 118509. 155540 
131235, 603506, 603455, 151445, 602408, 601681 , 603540. 602454 
600730, 601122, 120577, 160994, 603248, 602621 , 601305, 176946 
601470, 603453, 603065. 137163. 137166. 600846, 118495, 138243 
120340, 600315, 136425, 118493, 600731 , 601502. 601503, 601751 
1 1 8494, 1 86880, 1 34934, 601 007, 600946, 1 86930, 1 86970, 1 331 71 
186810, 180220, 173410, 188070, 131550, 109691, 147679, 180240, 
300034, 264080, 114131, 146651, 147370, 147545, 136352, 190182 
126451, 128239,600018,601487,601040,305990, 601604, 190181 
601586, 164770, 600073, 602376, 138491 , 11 8946, 176761 , 176806 
109610, 192977, 159530, 602997, 164860,300007. 146710. 601757 
108360, 162642, 173850, 603881 , 1 80246, 193210, 1 73470, 601469 
601790, 600221 . 109630, 602451 , 1 47265, 602626. 602001 , 602069 
176886, 602250, 182454, 600222, 600821 , 180247. 602730, 134637 
600527, 600167, 153618, 601330, 601970, 600785, 600004, 601043 
109636,601613,600804,601529,102581,600936. 126150, 182451 
600421, 100997. 602648, 603243, 300035, 305670, 182455, 162651 
601535, 102775. 601166, 180381 , 176804, 602188, 600051 , 601993 
600253, 300130. 137026, 602368, 154570, 176945, 602005, 120980, 
601711 , 104221 , 176884, 600441 , 108361 , 600665, 600446. 600799 
601978, 600578, 602566, 600551 , 601898, 151443, 602642, 300182, 
1 82889, 1 42703, 601 576, 1 00735. 1 76882, 602969, 1 82453, 601 895 
601108, 176891, 176802, 600024, 600552, 601908, 176981, 60351 C 
602237, 602545. 162341 , 603748. 161565, 600894, 186711 , 137161 
104222, 601116, 602643, 601896, 601404, 601 381 . 6001 80, 600870 
602950, 602174, 603159, 602042, 602297, 602836, 602355, 602304 
603820, 60331 7, 601 965, 601524. 601974, 603823, 602728, 601741 
186990. 601115, 600283, 182180, 600600, 600066, 600282, 176944 
600925, 182888. 603808, 603029. 602702, 602464, 603751 , 425000 
601909, 603692. 136950, 600543, 164320. 300086, 602933, 602993 
600144, 600869, 600493, 602346, 600342, 602336, 113955. 602893 
603749, 602892, 603810, 602853, 600579, 601044. 603809, 186690 
602894, 602337, 603143, 1 09545, 602891 , 602890, 60271 6, 603142 
603145, 107741, 107730, 164761,208900, 107269, 114208, 235200 
151520, 131240, 139250,601667, 153240,218030, 147680. 186740 
601218, 142409, 601156, 601884, 601789, 125950, 171833. 602221 
165180, 166490, 168470.601366, 176000. 1 91160, 102578, 103320 
254210, 173610, 125480, 600957, 118945, 120470, 136351,600725 
252500, 104615, 601528, 600345, 601890, 151390, 602170. 186790 
600542, 186973, 600423, 600058, 176730, 1 86945, 104760, 601309 
600726, 176885, 164875, 139330, 104640, 147840, 600065, 131242 
1 80860, 1 90040. 1 47720, 2221 00. 223900, 600555. 600994, 1 86770 
132890, 600007, 158105, 603886, 603884, 176830. 162200, 602458 
114855, 601498.601511, 116831 , 131390, 107773, 137800, 155750 



120650, 182133,601919, 108962 
1 02981 , 1 92974, 602779, 601 828 
601299, 147810,602909, 601834 
136435, 146740, 164920. 139191 

601805, 306250, 600377, 600337 
1 1 3503, 1 091 90. 603826, 1 54540 
118511, 601159. 100710, 305660 
601998, 158378, 131243, 600041 
600563, 137160. 138032, 601496, 
138244, 182139. 600849, 600644 
118505, 118510, 190160, 104260, 
, 602717, 

146933, 179610, 173510, 600843 
600233. 601109, 601743, 600409, 
602490, 600214. 600798, 600232 
118502, 176888, 602167, 138246, 
1 92975. 1 38060, 602757, 191311 , 
603651,602345, 118496, 601598, 
308380, 120620, 126452, 190010 
, 173490, 

186780, 126453, 110700, 147851 
188545, 162641, 600445, 231200 
601770, 180245. 164870. 602691 
150370. 118444. 600239, 1 38033 
134935, 182452, 138492, 135620 
601 642, 600848, 1 02776, 1 801 90 
1 67055, 1 651 96, 1 651 95, 1 73391 
109135, 

3001 07, 1 901 51 , 602746, 1 65070 
109535, 601320. 120920, 603411 
601773, 603755, 600241 , 601050 
602583, 102777, 600524, 602848 
600742, 104219, 603819. 600867 
191164, 602356, 603071 , 602190 
602886, 602927, 602697. 601070 
, 151460. 

601839, 601592, 603507. 602885 
123889, 600206. 600242, 602992 
603822. 147267, 603030. 603821 
137570. 603500, 602592, 1 53622 
600926, 600895, 300188. 602657, 
601910.151 020. 600553, 6031 95 
1 371 62, 603281 , 1 53243. 1 61 555 
. 601577. 

600752, 603304, 600240, 603232 
60251 0, 6031 44, 6031 41 , 300090 
158120, 147440,300200, 161561 
600044, 107940. 153390, 102582 
139320, 147760, 190000, 184757 
112260. 192240. 109091 , 603233 
176797, 602887.173511, 123910 

186960, ^ 
601 500, 300091 . 1 1 3705. 21 4500 
1 641 60, 600565, 601 21 1 , 1 51 530 
120420, 602004, 601099, 603776 
601603, 107910, 193400, 133100 
147795, 264600, 114207. 244400 



162323, 
603499, 
108961, 
138971. 

600509. 
147569, 
104210, 
118508, 
138252, 
601296, 
137164, 

305915, 
147139, 
602729, 
158050. 
603652, 
602343, 
126450, 

308385, 
136350, 
600939, 
601167, 
601523, 
182098, 
601426, 

170650, 
603691, 
603659. 
173393, 
602351, 
601522. 
120830, 

430000, 
601380, 
602043, 
601204, 
602756, 
602646, 
600011, 

600868. 
602550. 
186830, 
600978, 
601512, 
134370, 
601459. 

602731. 
603599, 
601212, 
160900, 
187040, 
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25 



30 



35 



40 
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126455, 164040, 147683, 263200, 1 88230. 184756, 147574, 179615, 176960, 176947, 147561 , 131320, 107265, 
147470, 264700, 173335, 124010, 147050, 132810, 230350, 276000, 114130, 155730, 134638, 254150, 122560, 
186940, 208150, 188040, 188400. 100600, 601564, 603875, 603849, 601497, 

603254, 603180, 602952, 602775, 602584, 602570, 601045, 600632, 602559, 601883, 600618, 601848, 601766, 
601 753, 600554, 600937, 600694, 31 1 360, 30291 0, 6001 73. 3001 39, 300065, 274000, 3051 00, 3001 1 6, 300022, 
1 63800. 1 8741 0, 1 87020, 60381 8, 1 05850, 1 07941 , 307800, 601 897, 21 2895, 603598, 603584, 603583, 603454, 
603412, 601872, 114204, 266300, 114841 , 116897, 152690, 603261 , 603130, 603109, 603061 , 603055, 603043, 
601 771 . 1 54275, 60091 0, 1 8701 1 . 1 88060, 600039, 600464, 1 86355. 1 21 360. 1 22559, 1 23000. 253800. 602901 . 
125255. 131100, 600837, 602772, 600835, 131530, 602695. 137580, 602623, 139130. 249210, 142408, 602457, 
600179, 142445, 154276,245480, 142800, 600998, 602354, 601698, 602272, 601053, 602265, 231550, 229300, 
147780, 601985. 147796, 226200, 600276, 147830, 150200. 601937. 189906, 

601 922, 600341 , 1 00650, 601 662, 1 89965, 1 59440, 1 90020, 601 054, 600764, 60041 0, 1 53440, 205400, 601 055, 
203800, 600576, 600749, 1 90090, 601767, 600475, 190080, 154550, 184745, 601721 , 601712, 600594. 600739, 
600738. 180069. 601020, 601679, 1 62662, 601266. 601676, 601203, 172400, 601463, 600685, 601599, 164009, 
600611 , 601570, 600626, 600201 , 600514. 1911 00, 1 95002, 600567. 600633, 1 91030, 190700, 600014, 303700, 
308210, 308230, 191170, 269700, 191092, 192130, 600319, 238600, 195000, 600125, 600577, 261680, 600566, 
266100, 309900, 266600. 306900. 600536, 194070, 201910, 188860, 188595, 257220, 600038. 202110, 261000, 
600363, 600850. 3061 00, 602229, 603883, 1 02645, 1 86921 , 1 8691 0. 603785. 1 86852, 1 0431 1 , 1 07266, 1 07270, 
603746, 603732. 109270. 602060, 602041, 148180. 151385, 151625, 123830, 

182530, 123842, 124030, 134660, 1 53370, 134850. 601023, 182280, 134797, 182125, 134390, 601047. 135820, 
601804, 153420, 601801, 139312, 1 39392, 181031 . 601622, 180700, 147570, 603157, 162150. 601589, 121013, 
151440, 602919, 151510, 123810, 1 23890. 131210, 1 79730, 602663, 179020, 602630, 601231 , 601252, 137295, 
138190, 138550,277700. 601295, 139311 , 153455, 1 76311 . 1 76310. 601313, 133170. 141800, 142995.602358. 
143100, 145505,300079, 168461, 145981 , 158070, 106700, 107400, 107720,601485, 103950, 108330, 165360. 
300300. 156490, 603492. 602018, 118485, 164951 , 164730, 164720, 147620, 603406, 164343, 119530, 161560. 
142910, 602414,601933, 120290, 164013. 164012, 600667,601534. 601513, 601520. 1 64015, 164340, 173515, 
164975, 302020,-160782, 601501, 165230, 302060. 165120, 601492, 601483, 

167040, 167415,600714,192968,600696.601458, 601447, 173325, 168820, 176820, 601413, 1 90198, 600489, 
173445, 601754, 600481.300155, 600453, 154230. 173430, 154030. 173360, 181590, 1 76876, 1 76970, 178600, 
1 64005. 1 821 60, 274500. 1 7961 6. 2751 20. 1 51 990, 3001 47. 601 863, 21 1 750, 275355, 1 51 675. 1 901 70. 1 79838, 
600750. 180200, 180231 , 151430. 600753, 601582, 150240, 601584, 601153, 224500, 601154, 601969, 180440, 
600596, 600281 , 600262. 227400, 601 997, 147684, 147678, 600761 , 147581 , 602014, 602024, 147573, 601150, 
159555, 147559, 600945, 191163, 602065, 147558, 601641 , 147450, 602096, 602113,600583, 602154.600556, 
159350, 147245, 186855, 192020, 1 91510, 146631 , 146630, 180950,601693, 146255,602260,238300,600231, 
602293, 194540, 602299, 145680, 602311. 145260. 600230, 602350, 239100, 

600508, 143055, 601723, 143010, 1 55960, 601377, 602382, 275350, 600220, 602396, 304050, 600424, 602421, 
142461 , 602430, 602431 , 142460, 246530, 273300. 249100, 602461 , 602465, 141850, 601788, 602498, 14021 0, 
181460, 600422, 300127, 600164, 600765, 602582, 138800, 300101 , 138720, 138420, 602609, 600157, 138079, 
138030, 600156, 601017, 137240, 602671 , 602680, 602682, 136530, 182090, 600807, 601826, 602724, 153245, 
182331, 210250, 600151 , 602738, 131340, 131241 , 300008, 131195. 600119, 602809, 602839, 602840, 128240, 
126850, 126065,252650,253200, 188380, 600810, 600396, 123841 , 182810, 123835. 600053, 217030, 602921, 
602931, 602932. 601900, 600050, 1 85430. 185520, 121800, 254770, 259700, 222300, 120940, 120700, 120436, 
120360, 603033, 600295, 603035. 262600, 603046, 600009. 263400, 120150. 

263520, 603126, 590085, 185605, 118960, 118940. 118455. 603149, 603177, 300019, 603181 , 11 8425, 603207, 
426000, 116955, 116940, 116930. 300088, 603264, 603272, 603274, 116899, 603302. 313650, 266265, 603331, 
114835, 603356, 114830, 312760, 603378, 602061, 310400, 603414, 603437, 113730,310200, 113710, 147557, 
113000, 112205, 111400, 111100, 110750, 603518, 603526, 602136, 603576, 309845, 603594, 308310. 108728, 
1 08355, 600250, 307200, 603628, 1 07777, 6021 65, 603653, 600899, 1 07273, 1 07271 , 603695, 603705, 60371 7, 
186590, 186720, 186760, 186820, 1 87700, 600916, 147183, 105590, 104610, 146770, 306400, 602227, 1 03390, 
103280, 103070, 102670, 301000, 603851 , 600874, 600871, 102200,158380, 603889 



6) Glycoprotein 

438 entries found, searching for "glycoprotein" 

231200, 273800, 138700, 138600, 1 73510, 173515, 192974, 109770, 138610, 603578, 195002, 182889, 601275. 
55 602977, 300051 , 173470, 171050, 138680, 142640, 194460, 176390, 138720, 600119, 185430, 138670, 180297, 

171060, 600073, 173335, 128239, 118850, 602616, 110700, 164345, 159465, 159460, 191845, 173511 , 600564. 
159440,256550, 153310, 168810,600738, 151460, 138470. 190197,603586, 601325, 601193, 162820, 158120, 
155970, 190920, 603201 , 603594, 601411 , 155735, 186730, 601028, 158030, 1 76391 , 115501 , 137290, 601103, 
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600315, 176870,601525,601418, 137061, 137207, 137060, 176397, 176393, 176394, 182888, 160995, 176398, 
60071 8, 1 76396, 1 76392, 1 76399, 1 76401 , 1 76395, 1 25645, 601 774, 1 041 75, 1 95000, 601 785. 1 93400, 600065, 
111200, 253700, 152200, 154550, 310200, 188230, 256540, 120980, 130660, 

107269, 158070, 156790, 131550, 135630, 138297, 155760, 231050, 603381 , 143890, 176801, 118860, 103600, 
5 193210, 186820, 114890, 188060, 118910, 107271 , 153340, 313470, 600074, 603062, 109270, 602724,603356, 

120324, 192340, 266265. 110900, 306400, 601327, 118457, 151250, 136836, 253000. 104640, 19001 0, 1 90000, 
135620, 135600.601852. 134797, 134370, 111250, 156225,600596, 187430. 164870. 151510. 186720. 601962, 
600900, 151530. 180990, 180290, 1 82120, 603759, 1 79605, 158381 , 158373, 158343, 155740, 153420. 151675, 
142800, 176300, 153240. 140100, 134820, 134660, 134390, 125240, 120520, 112205, 111740, 106100, 104225, 
10 1 03000, 1 39090, 1 76860, 1 02720, 1 76895, 1 80621 , 602421 , 602257. 252600, 252650. 1 80620, 227600, 228960, 

208900, 182145, 208400, 602643, 602593, 602461 , 602171 , 182900, 601269, 

600270. 600033, 602894, 2471 00, 1 8691 0, 600239. 230500, 21 7800, 600867. 253220. 601 581 . 305600, 1 62060, 
158378, 188450, 186880. 186990. 1 88040. 154582, 164022. 188540, 153634, 189965, 1 93190, 165095, 165220, 
• 158375, 152790. 158374, 151 627, 1 82205, 155750, 191316. 151523, 151020, 165330, 166490, 192225.224050, 

'5 224100. 185490. 192240. 173445. 1 67770, 185050, 153619,230800. 147740, 147730, 147670, 153618,236200, 

193300, 249000, 176385. 153440, 147557, 152310, 253270, 184900. 182331 , 146760, 146661 , 272300, 272800, 
142930, 169615. 171640. 182520. 1 82310, 300027, 147780, 305370. 151525, 142858, 142840, 308230,308385, 
309060. 142445. 142290,216950, 139130, 600026, 600044, 600046, 138971 , 138960, 138140. 600133,600182, 
600215, 173350, 173360, 135820, 600403, 600410, 600491 , 134934, 147563. 

20 600535, 133700, 600587, 133170, 131390, 600616, 600713, 131195, 600722, 130160. 600742, 600751 , 600764, 

600769, 600798, 180540, 600978, 129010, 601040. 601050, 125505, 125490, 124010. 601194, 601211 , 601253, 
147380. 120930, 601313, 120830, 120620, 601365, 601368, 120220, 601456. 601484. 117700, 147045, 601652, 
274500, 116930, 116880, 601788. 116805. 114250, 113810, 601880,601914, 601932, 111700, 602046, 602053, 
602108, 602243. 176820, 178630, 1 78640, 111680. 300017, 109535, 142860. 602692, 109530, 602746,308840, 

25 107740, 107400, 603104, 603125, 603126, 603130, 107273, 603197. 107266, 603241 , 603243, 104614,312080, 

104610, 603492, 103390, 102670. 102480. 100735, 603665, 603756, 100730, 603777 

7) Protein kinase (a member of signal transduction) 

729 entries found, searching for "protein kinase" 
30 600289, 160900. 601032, 176948, 600899, 176947, 176894, 601939, 602980, 601314. 601955. 601335. 600447, 

602130, 603606. 601158, 602006, 602549, 602678. 1 76872, 603014, 602520, 186945, 601254, 602315, 601263, 

177061 . 176873. 600497, 603607. 602449, 602740, 602898, 602741 , 300083, 602899, 114080, 603412, 601184. 

602739, 17691 0, 600050, 176949. 602741 , 602743, 600341 , 601951 , 601212, 600038, 156490. 600855. 600758, 

603455, 156491 . 603424, 300075, 1 80381 , 151510, 600168, 600085, 601 890. 602896, 602123. 600221 . 602904, 
35 602687. 1 76945, 602897, 600222, 602098, 601 685, 1 76944, 1 09635, 601 795, 601 679, 603722, 602521 , 601 436, 

191164, 602004, 176942, 601684, 300101 . 601299. 601434, 602615, 601435, 1 76960, 153390. 603166. 1 79090, 

300300. 176871, 602216. 176912. 176893. 603453, 300185. 177060. 176943, 

176981, 603441, 176970, 116899, 603442. 311 550. 603495, 1 69190, 600448. 602399, 176946, 176977, 188830, 
602350, 601591 , 601782. 137026, 400008. 300094, 600058, 600831 , 176892, 601639. 602919, 176911 , 176975, 
40 300172, 603072. 600583, 177015, 1 76982. 176980, 603248, 176941 , 602757. 600870. 603440, 148750, 601959, 

600869, 602448. 600408, 306000. 266200. 602539, 602425. 600160, 310200. 208900, 600997, 1 86973, 305360. 
179611 , 307030. 603262. 601050. 602758, 147795. 311800. 600664. 600441 , 603251 . 600527, 313650, 123831 , 

191315, 602958. 123832, 602989. 602614, 123828, 136350, 601284. 602940. 601329, 600173, 171834, 124095, 
603464, 603584, 116953, 300035, 600600, 109135. 601232. 601988, 603850, 603384, 603184, 602990, 125855. 

45 601047. 603460, 603258, 602748. 603723, 164870, 603368, 139310. 601818, 

602913. 603005. 602221 , 173570. 147670, 602610. 600524, 113508, 251170, 142370. 142408, 1 91306, 147796, 
118423, 600286. 601074. 600765, 600922, 179610, 602747, 601953, 601132, 600136, 601288, 601289, 602297. 

191316. 601535, 602925, 125450, 602839, 602168, 602461 , 105590, 114085, 600714, 154235. 603261 . 109270. 
191305, 602625, 602366, 602749, 600927. 300134, 603496, 136352, 176790, 600073, 601523, 115441 , 191170. 

50 114210. 116900, 188250, 102576, 603764. 603497, 603304, 601934. 602255, 600004, 600526. 601589, 600856, 

601 269. 601 465, 601 207, 601 935, 600863, 602394, 601 983. 602048, 300200, 1 79050, 1 64761 . 1 89980. 602626, 
137025, 602694,602731. 125305. 123810.300139. 601792,275350, 171833, 193525, 601540. 162200,601826, 
1 1 6898, 601 1 08, 601 528. 600954. 602609, 602838, 6031 67. 601 522. 600505, 

600431 , 600267, 188555, 600140. 308240, 600137, 600011, 151410, 601530, 1 34934, 11 6952, 300142, 191311 , 
55 601603, 603889, 601728, 165160, 1 65070, 136351 . 601836, 601839, 133090, 601595, 602745, 602516, 154950, 

603601 , 602052, 154045. 603583, 600695, 602933, 602756, 601014, 602474, 602887, 172270, 601366, 1 80220, 
602189, 114105, 600963. 603369, 601296, 603289. 602265. 602337, 600066, 600456, 602387, 600917. 139270, 
603271 , 188345, 601231 . 115440, 115442. 600778. 164920, 175100. 310300, 601767. 603168. 603140, 603113. 
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116940, 162060, 603048, 603275, 601146, 600434, 602336, 602310, 602308, 147522, 603311 , 227645, 114110, 
601114, 300022, 164785, 167414, 123280, 600007, 600560, 229300, 151430. 176740, 602426, 109636, 602775, 
108355, 601999. 601524, 190151 , 202500, 601592, 600723, 102750, 600753, 

603618, 603814. 147521 . 602514. 603015. 602525. 602524, 172471 , 602647, 602590, 600864, 172470, 602538, 
5 602527, 602526, 143890, 164730,232300, 131550. 116951,601713. 154550,603434, 138160,601702, 126335, 

272800, 601497. 602038. 107940. 1 91190, 273800, 193300, 120150, 603068. 603259. 102582. 601099, 253700, 
308000, 602338, 602689. 1 85605, 1 64040. 6001 1 9, 1 52690. 601 496, 6021 88, 1 23900, 602860, 1 64960, 60061 8, 
601 045, 3001 89, 1 64860, 602505, 230800, 1 41 850, 1 47545. 1 1 0300, 600051 . 1 38600, 233700, 1 09700, 238600, 
1 09690. 253800, 31 1 770, 1 56225, 60371 9,191 030, 309000, 601 893, 1 90030. 1 89972, 601 247. 1 901 20, 6001 79, 
10 258501. 190040,300121. 180380,314850.600438,306400. 179715, 1 90450, 600636, 180901 , 173335, 601290, 

154500, 131195, 115460, 603078, 603775, 603760, 158900, 602354, 102680, 

122560, 602382, 103320, 603597, 603510, 232600, 133170, 603353, 603345, 603318, 603309, 230400. 139250, 

603296, 603272, 114240, 147557, 232400, 139259, 602122, 230200, 164014, 248600, 601703, 194364. 150000, 

602102, 601683, 158070. 602170, 602007, 601306, 248610, 601387, 161770, 132800. 164760, 601902, 601253, 
15 173470, 602930, 603691. 165360, 123835, 603544, 147265. 107777, 602377, 600605. 602869, 601121 , 602388, 

301300, 590060,601059, 168461 , 142600, 314555, 142410. 170290, 602498, 1 90090. 311030. 142409. 190181. 

600966, 308100, 600936, 171900, 190182. 172405, 102600, 603754, 600281 , 172430. 138249. 300039, 603154. 

602642, 300041 , 602659, 192240, 603473, 136537, 603134, 182280, 603084, 125660, 189990. 133430, 603755. 

603302, 600737, 300144. 305400, 188545, 600652, 189940, 600633. 603009, 
20 181031. 182160. 148500, 602384,600650,602190, 171150, 173490. 164765. 147780,600910, 601272, 147880, 

125255, 120090, 173390, 602668, 600483. 602995. 602996. 180860, 142445, 116949, 602681 , 603027, 182125. 

600327, 600799. 164757, 230450. 602730. 600782, 164880, 232700, 116935, 602303, 603203, 164710, 600244. 

600206, 263200, 300034, 601487. 600980. 600956. 601985, 600884, 601956, 191041 , 601568. 601586, 155960. 

602288. 1 76761 , 1 1 3900, 600581 . 51 6050. 1 90070, 1 64940, 600544, 1 07941 , 31 2861 , 602373, 1 23836, 1 061 65, 
25 103850, 274270. 601922, 602355. 147420. 311010, 163800. 600536, 602018, 307200, 603619, 603652, 193001, 

193245. 603729, 603752, 118888, 603796, 305600, 603852. 603853. 603886 

8) Calmodulin kinase (a mennber of signal transduction) 
35 entries found, searching for "calnnodulin binding" 

30 300172, 114180, 302020, 139312. 602584, 602293, 600310, 603379, 114106, 602350. 114105, 114213. 138249, 

153430, 177061 , 182520, 102680, 600489, 601478, 306000, 600490, 600922, 601302, 601568, 168890. 164795, 
1 63730, 602698. 602699, 602987. 1 02681 , 603384 

9) Transcription factor 

35 71 7 entries found, searching for "transcription factor" 

305371. 189963, 164177, 600297, 600298, 163260, 189907. 173110. 600733, 189903, 189972, 600438, 600281, 
1 89962. 1 57670, 602272. 600609, 1 89968, 1 89971 . 1 89889, 1 07580, 1 89908, 601 748, 601 542. 601 632, 60061 0, 
189969. 600480, 601760, 176310, 603022, 600519, 601750, 123803, 600520, 600494. 164176, 602460, 603246, 
113725, 107773. 189904, 602228, 147141 , 132890, 189964, 164175. 142410,313650, 164011, 164014. 164005. 

40 601714, 600492, 16401 2, 601 878, 600673, 600635, 1 91523. 602191 , 600490, 602149. 1 89967, 140580, 164343, 

603256, 600727. 600729, 600728, 140581 , 600571 , 601511 . 102582, 1 89906, 600660, 124097, 314310, 600860, 
600662, 184756, 600777, 600013, 600172, 600489, 601425, 600786, 600502, 602406, 600743, 189965, 603257, 
602751. 602542, 603148, 603107, 603789. 602318, 156845. 123811. 600425, 

600540, 600695, 601 622, 1 47574, 601 601 , 602407, 6021 50, 601 538, 600663, 603306, 1 651 70, 1 87040, 602444. 
45 1 89902, 1 89973. 600659, 600661 , 601 01 0, 600788, 60261 7, 601 602. 602053, 601 742, 300039, 602438. 602976. 

600744, 602543. 602479, 600481 , 600473. 603739. 600426. 603738. 1 89901 , 603677, 600427, 603255. 600607. 

600379. 189909. 601679, 600787, 602160, 601043. 601397, 601044, 600366, 300025, 602575, 602669. 601804. 

601801. 176312, 176311 , 600746, 602480, 602944, 600967, 600912. 306700, 306900, 193400, 601206. 480000. 

191160. 601861. 164008, 600475, 600773, 600772, 600774, 142409. 156490, 600589, 601490, 151385. 600599, 
50 184757. 602955, 234000, 603433, 603349, 603198, 602294, 600390. 603628, 147620, 600211 , 601787. 601863. 

147470. 603795, 603734. 152760, 104155, 128990, 601729, 600197. 147370, 

173490. 603423, 600822, 188595. 603243. 600573. 601689. 142765, 603181 , 600879, 603731 , 600288, 602295. 
121360. 164874, 300019, 162095. 602355. 603258, 126090, 159540. 300070, 600555, 600664, 601874, 153245, 
191191 , 601126. 601512, 146733. 131550, 142385. 601796. 603406, 602959, 601734, 601732, 139191. 139139, 
55 600633, 138971 , 600006, 603170, 601488. 147576, 147680, 601498, 602630, 602643, 603364, 600914. 154040, 

602746. 128992, 143089,160900.600140,134934. 133510. 176860, 190180,601150, 601175, 170993, 601361, 
122560, 602778,308230, 602903,309550, 601788, 602946, 159970, 124092, 180200, 173410, 602356, 603015, 
600779, 603111. 187930, 602614. 600951 , 603200, 602369. 1 64770. 147569, 603300, 603301 , 159980, 134638. 
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603431, 147730, 603366, 603348, 600556, 602136, 164160, 310200, 152390, 

601241, 116897, 137295, 600576, 194070,601487, 600698, 164810, 601769, 141900,602225,275350, 131100, 
179755, 600075, 162200, 165160. 116806,600899, 123810, 133450, 216400, 278700, 1 90080, 1 64730, 191170, 
193300, 600618, 600999, 601090. 106150, 601843, 133530, 110700, 602550, 138040, 133430, 300133, 1 63731 , 
' 5 602302. 126337, 309548, 180245, 126110, 602291, 109565, 107400, 314670, 601444, 143100, 104760, 1 06180, 

601953.600584, 125852, 602419, 600401 , 142200, 107680, 167414, 600020, 188400,208900, 175100,602700, 
601828, 139320, 602777, 600185, 602681 , 603023, 314997, 602848, 600284, 102578, 114290, 165095, 137070, 
602991 , 602421, 600005, 602996, 314995, 152200, 151900, 112260, 129010, 600892, 273800, 176760, 602341 , 
490000, . 136533, 400003, 601007, 602229, 603620, 602218, 602116, 602020, 

10 142000,601955, 126340, 120150, 193067, 182452, 142461 . 1 94558, 180660, 600756, 160745, 107741 , 10621 0, 

157640, 186770, 146738, 603759, 213700, 147880, 152391,277900, 151626, 107730, 600711 , 600246, 107470, 
600237, 223100, 107748, 600065, 600349, 426000, 194500, 154030, 227650, 600247, 314980, 109560,305370, 
600800, 301000, 277700, 600838, 312173, 600439, 600440, 191315, 601595, 190450, 190070, 190020. 162360, 
131320, 133540, 600993, 601993, 159530, 601902, 602868, 1 81590, 601724, 602260, 601093, 187270, 164761 , 

15 6021 02, 603245, 1 36950, 1 061 00, 601 1 82, 1 6741 0, 601 897, 602896, 1 701 00, 602506, 1 041 50, 1 76730, 601 600, 

187011, 102600, 180380, 162080, 603450, 142967, 602301 , 126375, 603372, 603355, 164720, 603250, 167409, 
167415, 602897, 601565, 185250, 182138, 601 851 , 600749, 601575, 194548, 

154500, 601365, 194541, 601621 , 601623, 601531 , 600790, 1 94355, 123830, 123812, 154540, 601415, 143055, 
601386, 194550, 186930, 131290, 601320, 601620, 601754, 601313, 184430, 1 82900, 182500, 600725, 147870, 

20 1 54365, 1 1 6953, 601 297, 601 296, 601 265, 600796, 1 20436, 601 644, 601 930, 601 643, 230200, 601 645, 601 972, 

600861 , 602009, 601 1 72, 601 1 58, 601 646, 1 80630, 600821 , 1 1 8440, 601 656, 601 647, 1 50200, 601 1 25, 601 671 , 
141850, 116899, 600697, 109270,202110, 150570, 601108, 191339, 601063, 109691, 180240,203100, 151430, 
179710, 111000. 176797, 238600, 104311 , 240300, 125255, 600423, 158070, 602439, 600324, 112261.243305, 
602474, 174762, 600613, 602539, 138890, 138720, 114550, 1 73865, 602582, 602584, 173510, 600250, 602627, 

25 173325, 602635, 246530, 172425. 600193, 602691 , 600188, 170998, 152790, 

1 68468, 256540, 225250, 600848, 1 43400, 1 68461 , 262600, 1 68360, 601 91 2, 602951 , 60001 7, 230000, 266600. 
602981 , 272800, 109150, 102200, 603025, 603026, 603109. 167050, 603127, 603128, 165240, 230400,313700, 
164975, 164875, 602017, 115500, 235800, 164873, 60211 0, 1 64785, 164772, 312865, 603296, 600542, 1 64740, 
6021 25, 309801 , 6021 48, 300007, 306955, 603368, 1 1 6940, 6021 81 , 60341 6, 1 26650, 1 63920, 300024, 603437, 

30 602209. 603576, 603607, 305435, 600944, 180410, 303630, 159557, 301870, 132810, 100790, 603849, 603862, 

603881, 

[0074] There are several methods for analyzing the expression levels of genes associated with diseases. Differences 
in gene expression levels between diseased and nomnal tissues are studied by the analytical methods, for example, 

35 Northern hybridization and differential display. Other examples include a method with high-density cDN A fitter, a method 
with DNA microarray and methods with PGR amplification (Experimental Medicine, Vol.17, No. 8, 980-1056 (1999); 
Cell Engineering (additional volume) DNA Microarray and Advanced PGR Methods, Muramatsu & Naba (eds.), Shu- 
junsya). The levels of gene expression between diseased tissues and normal tissues can be studied by any of these 
analytical methods. When explicit difference in expression level is observed for a gene, it can be concluded that the 

40 gene is closely associated with a disease or disorder. Instead of diseased tissues, cultured cells can be used for the 
assessment. Similarly, when gene expression is explicitly different between normal cells and cells reproducing disease- 
associated specific features, it can be concluded that the gene is closely associated with a disease or disorder. When 
the expression levels of genes are evidently varied during major cellular events (such as differentiation and apoptosis), 
the genes are involved in the cellular events and accordingly are candidates for disease- and/or disorder-associated 

45 genes. Further, genes exhibiting tissue-specific expression are genes playing important parts in the tissue functions 
and, therefore, can be candidates for genes associated with diseases and/or disorders affecting the tissues. 
[0075] For example, non-enzymic protein glycation reaction is believed to be a cause for a variety of chronic diabetic 
complications. Accordingly, in endothelial cells, genes, of which expression levels are elevated or decreased in a gly- 
cated protein-dependent manner, are associated with diabetic complications caused by glycated proteins (Diabetes 

50 1 996, 45 (Suppl. 3), S67-S72; Diabetes 1 997, 46 (Suppl. 2), SI 9-S25). The onset of rheumatoid arthritis is thought to 
be involved in the proliferation of synovial cells covering inner surfaces of joint cavity and in inflammatory reaction 
resulted from the action of cytokines produced by leukocytes infiltrating into the joint synovial tissues (Rheumatism 
Information Center, http://www.rheuma-net.or.jp/). Recent studies have also revealed that tissue necrosis factor (TNF)- 
a participates in the onset (Current opinion in immunology 1 959, 1 1 , 657-662). When the expression of a gene exhibits 

55 responsiveness to the action of TNF on synovial cells, the gene is considered to be involved in rheumatoid arthritis. 
Many genes acting at the downstream of TNF-. and IL-1 . among inflammation-associated cytokines have been previ- 
ously identified. The respective stimulations are transduced through independent pathways of signaling cascade. There 
exists another signaling cascade for both stimulations, wherein NF-.B is a common transducing molecule shared by 
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the two stimulations (J. Leukoc. Biol., 1994, 56(5): 542-547). It has also been revealed that many inflammation-asso- 
ciated genes, including IL-2, IL-6 and G-CSF, are varied in the expression levels in response to the signal through the 
common pathway (Trends Genet. 1999, 15(6): 229-235). It is assumed that genes of which expression levels are varied 
in response to the stimulation of TNF-. or IL-1 . also participate in inflammation. Genes associated with neural differ- 
5 entiation can be candidates for causative genes for neurological diseases as well as candidates for genes usable for 
treating the diseases. 

[0076] Clones exhibiting differences in the expression levels thereof can be selected by using gene expression anal- 
ysis. The selection comprises, for example; analyzing cDNA clones by using high-density cDNA filter; and statistically 
treating the multiple signal values (signal values of radioisotope in the radiolabeled probes or values obtained by meas- 

10 uring fluorescence intensities emitted from the fluorescent labels) for the respective clones by two-sample t-test, where 
the signal values are determined by multiple experiments of hybridization. The clones of interest are selectable based 
on the statistically significant differences in the signal distribution at p<0.05. However, selectable clones with significant 
difference in the expression levels thereof may be changed depending on the partial modification of statistical treatment. 
For example, the clones may be selected by conducting statistical treatment with two-sample t-test at p<0.01 ; or genes 

15 exhibiting more explicit differences in the expression levels thereof can be selected by perfonning statistical treatment 
with a pre-determined cut-off value for the significant signal difference. An alternative method is that the expression 
levels are simply compared with each other, and then, the clones of interest are selected based on the ratio of the 
expression levels thereof. 

[0077] Clones exhibiting differences in the expression levels can also be selected by comparing the expression levels 
20 by PCR analysis, for example, by using the method of detemninlng the band intensities representing the amounts of 
PGR products with ethidium bromide staining; the method of detemnining the radioisotopic signal values orfluorescence 
intensities of the PCR products when radio-labeled or fluorescence-labeled primers; or the method of determining the 
values of radioisotope signals or fluorescence intensities of the probes hybridized to the PCR products when radio- 
labeled or fluorescence-labeled probes, respectively, are used in the hybridization. If the expression level ratios ob- 
25 tained in multiple PCR experiments are constantly at least 2-fold, such a clone can be judged to exhibit the difference 
in the expression level. When the ratios are several-fold or not less than 1 0-fold, the clone can be selected as a gene 
exhibiting the explicit difference in the expression level. 

[0078] A survey of genes of which expression levels are varied specifically to the glycated protein in the endothelial 
cells revealed three genes with elevated expression levels, NT2RP2001538, NT2RP4001001 and Y79AA1 000967. 
30 These clones are genes associated with diabetes. 

[0079] A survey of genes of which expression levels are varied in response to TNF. (Tumor Necrosis Factor-alpha) 
in the primary cell culture of synovial tissue detected the following clones with elevated expression levels in the presence 
of TNR: 

BNGH41 000020, HEMBA1 000349, HEMBA1 000634, HEMBA1 000671, HEMBA1 000835, HEMBA1 000962, 

35 HEMBA1002178, HEMBA1 002195, HEMBA1002239, HEMBA1002420, HEMBA1002524, HEMBA1002992, 
HEMBA1003315. HEMBA1 003392, HEMBA1003487, HEMBA1003602, HEMBA1 004067, HEMBA1004797, 
HEMBA1 005337, HEMBA1 005489, HEM3A100691 6, HEMBB1 000668, HEMBB1 000905, HEMBB1001547. 
HEMBB1001573. HEMBB1 002041 , HEMBB1 002663. MAMMA1 000652, MAMMA1 000810, MAMMA1001 634, 
MAMMA1 002091, MAMMA1 002234, NT2RM2000306, NT2RM4000417, NT2RP1 000002, NT2RP1000181 , 

40 NT2RP1000740, NT2RP2000694, NT2RP2001921 , NT2RP2002527, NT2RP2004495, NT2RP2004606, 
NT2RP2005163, NT2RP2005463, NT2RP2006134, NT2RP3000171, NT2RP3000652, NT2RP3001195, 
NT2RP3001976, • NT2RP3003473, NT2RP3003874, NT2RP3004090, NT2RP3004294, NT2RP3004557, 
NT2RP3004647, NT2RP40001 08, NT2RP4001001 , NT2RP4001 877, 0VARC1 000090, OVARC1000105. 
OVARC1 000275, 0VARC1 000439, OVARC1001607, PLACE1 000740, PLACE 1000927, PLACE1001016, 

45 PU\CE1001100, PLACE1001464, PLACE1001500, PLACE1001918, PLACE1002095, PLACE1002547, 
PLACE1 003644, PLACE1 004519, PLACE1 005031 . PLACE1 005410, PLACE1 005736, PLACE1006219, 
PLACE1 006809, PLACE100871 6, PLACE101 0081 , THYRO1001 770, Y79AA1 000127, Y79M1000207, 
Y79AA1000270, Y79AA1000876, Y794A1001013, Y79AA1001264, Y79AA1001272, Y79AA1001328, 
Y79AA1 001430, Y79AA1001530, Y79AA1001799 

50 [0080] Clones with decreased expression levels in the presence of TNFD are NT2RM4000326, NT2RP1 000300, 
NT2RP2000514, NT2RP2001755, NT2RP2006042, NT2RP3000481 , NT2RP3002790. These clones are candidates 
for rheumatoid arthritis-associated genes. 

[0081] A survey of genes of which expression levels are varied in response to TNR (Tumor Necrosis Factor-alpha) 
or IL-1 . (lnterleukin-1 beta) in a human T cell strain, Juri^at cell, revealed the following clones with elevated expression 
55 levels in the presence of TNR: 

MAMMA1 0001 41 , MAMMA1 000788, MAMMA1 001 237, MAMMA1 002070, NT2RM2000582, NT2RM20021 09, 
NT2RP1000679, NT2RP2003664, NT2RP2004108, NT2RP2005597, NT2RP3001592, NT2RP3002738, 
NT2RP3004133, NT2RP3004294, NT2RP3004321 , NT2RP3004557, PLACE1 002547, PLACE1 003573. 
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PLACE1004305. PLACE1008744, PLACE1010011 , PLACE1010713, PLACE1011181 , Y79AA1000776, 
Y79AA1002129 

[0062] The survey also revealed a clone of which expression level was decreased in the presence of TNR The clone 
is PLACE1 002070. The same survey further revealed the clones of which expression levels were elevated in the 
presence of IL-1.. The clones are MAMMA1000614, MAMMA1001237, NT2RM2000514 and NT2RP3001159. These 
clones are genes associated with inflammation. 

[0083] A survey of genes of which expression levels are varied in response to the stimulation for inducing cell dif- 
ferentiation (stimulation using retinoic acid (RA) or using RA/inhibitor (inhibitor for cell division)) in cultured cells of 
neural strain, NT2, revealed the following clones with elevated expression levels in the presence of RA: 



HEMBA1000121, 
HEMBA1001184, 
H EM BA 1002421, 
HEMBA1004110, 
HEMBA1 005489, 
H EM BA 1006658. 
HEMBB1 000567, 
HEMBB1002120, 
MAMMA1 000528, 
MAMMA1 002224, 
NT2RM4000198. 
NT2RP1000181, 
NT2RP2000092, 
NT2RP2001388, 
NT2RP2002824, 
NT2RP2003383, 
NT2RP2004524, 
NT2RP2005247, 
NT2RP2005774, 
NT2RP3000011, 
NT2RP3000652, 
NT2RP3001170, 
NT2RP3001976, 
NT2RP3003532. 
NT2RP3004090, 
NT2RP4000634, 
0VARC1 000553, 
OVARC1001030, 
PLACE1 000442, 
PLACE1002518, 
PLACE1 003839, 
PLACE 1005736, 
PLACE1 007626, 



HEMBA1 000300, 
HEMBA1001886, 
HEMBA1 003120, 
HEMBA1 004444, 
HEMBA1 006299. 
HEMBA1 007063, 
HEMBB1 000668, 
HEMBB1 002693, 
MAMMA1 000881, 
NT2RM2000497, 
NT2RM4000593, 
NT2RP1 000465, 
NT2RP2000610, 
NT2RP2001878, 
NT2RP2002974, 
NT2RP2003664, 
NT2RP2004556, NT2RP2004670, NT2RP2005069, 

NT2 R P2005425, NT2 R P2005463 , NT2 R P20055 1 4 
NT2RP2005883, 
NT2RP3000171, 
NT2RP3000818, 
NT2RP3001322, 
NT2RP3002900, 
NT2RP3003874, 
NT2RP3004202, 
NT2RP4002715, 
OVARC1 000853, 
OVARC1001132, 
PLACE1 000986, 
PLACEI 002967, 
PLACE1 004441, 
PLACEI 00581 5, 
PLACE1 008984, 



HEMBA1 000275, 
HEMBA1001390, 
HEMBA1 003072, 
HEMBA1 004391, 
HEMBA1005913, 
HEMBA1 006749, 
HEMBB1 000642, 
HEMBB1 002228, 
MAM MA1 000810, 
NT2RM2000423, 
NT2RM4000284, 
NT2RP1 000261, 
NT2RP2000479, 
NT2RP2001538, 
NT2RP2002942, 
NT2RP2003469, 



NT2RP2005878, 
NT2RP3000125, 
NT2RP3000677, 
NT2RP3001240. 
NT2RP3002790, 
NT2RP3003729. 
NT2RP3004130, 
NT2RP4002451, 
OVARC1 000775, 
OVARC1001049, 
PLACE 1000927, 
PLACE 1002547, 
PLACE1 004078, 
PLACE1 005768, 
PLACEI 008282, 



HEMBA1 000634, 
HEMBA1002163, 
HEMBA1 003294, 
HEMBA1 005230, 
HEMBA1 006357, 
HEMBA1 007241, 
HEMBB1001026, 
MAMMA1000106, 
MAMMA1001634, 
NT2RM2000582. 
NT2RM4001321, 
NT2RP1 000468, 
NT2RP2000663. 
NT2RP2002015, 
NT2RP2002976, 
NT2RP2003940, 



NT2RP2005887, 
NT2RP3000232, 
NT2RP3000820, 
NT2RP3001388, 
NT2RP3002983, 
NT2RP3003939, 
NT2RP3004294. 
0VARC1 000090, 
0VARC1 000873, 
OVARC1001596, 
PLACE1001100, 
PLACEI 003407, 
PLACEI 004450, 
PLACEI 006073, 
PLACEI 008985, 



HEMBA1 00067V 
HEMBA1 002227, 
H EM BA1 003497, 
HEMBA1 005246, 
HEMBA1006517, 
HEMBB1 000447, 
HEMBB1001847, 
MAMMA1 000141, 
MAMMA1001957, 
NT2RM2001126, 
NT2RP1 000002 
NT2R PI 000579 
NT2RP2000694, 
NT2RP2002304, 
NT2RP2003179 
NT2RP2004069, 

NT2RP2005535 
NT2RP2006099 
NT2RP3000460 
NT2RP3001044 
NT2RP3001542 
NT2RP3003000 
NT2RP3004025 
NT2RP3004640 
0VARC1 000208 
OVARC1000916 
OVARC1002178 
PLACE1001123 
PLACEI 003428 
PLACEI 005669 
PLACEI 006208 
PLACE1010445 



HEMBA1000875. 
HEMBA1 002420, 
HEMBA1 004007, 
HEMBA1 005267, 
HEMBA1 006544, 
HEMBB1 000542, 
HEMBB1 002051. 
MAM MAI 000473, 
MAM MAI 002205, 
NT2RM2001902, 
NT2RP1 000050, 
NT2RP1 000679, 
NT2RP2000903, 
NT2RP2002721, 
NT2RP2003302, 
NT2RP2004108, 

NT2RP2005541, 
NT2RP2006134, 
NT2RP3000481, 
NT2RP3001061, 
NT2RP3001592, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP4000108, 
OVARC1 000275, 
OVARC1 000995. 
PLACEI 000258. 
PLACEI 001 795, 
PLACEI 003644. 
PLACEI 005682, 
PLACE1 007296, 
PLACE1011708, 



PLACEI 01 1978, PLACE4000455. SKNMC1 000004, THYR01 000036, 

THYRO1000580, THYR01 000776, THYRO1000999. THYR01 001 063, THYRO1001128, THYRO1001205, 
THYRO1001327, THYRO1001523, THYRO1001725, THYR01 001770, Y79AA1 000207, Y79AA1000226, 
Y79AA1 000270, Y79AA1001056, Y79AA1001062. Y79AA1001090, Y79AA1001727. Y79AA1002213, 
Y79AA1 002381 

[0084] The survey also revealed the clones of which expression levels were decreased in the presence of RA. The 

clones are BNGH41 000020, HEMBA1 005070, NT2RP2005027, NT2RP3003473 and Y79AA1 002376. 

[0085] The same survey further revealed the following clones with elevated expression levels in the presence of RA/ 

inhibitor: 



HEMBA1000128, 

HEMBA1 004391, 

HEMBA1 006335, 

MAMMA1001344, 

NT2RP2001388, 

NT2RP2004837, 

NT2RP2005887, 



HEMBA1 000875, 
HEMBA1 004454, 
HEMBA1 006544, 
NT2RM2000582, 
NT2RP2002674, 
NT2RP2005069. 
NT2RP3000460. 



HEMBA1001390, 
HEMBA1 004785. 
HEMBA1 007241. 
NT2RP1001004, 
NT2RP2002974, 
NT2RP2005425, 
NT2RP3000838, 



HEMBA1002163, 
HEMBA1005913, 
HEMBB1 000447, 
NT2RP2000663, 
NT2RP2003383, 
NT2RP2005463, 
NT2RP3001044, 



HEMBA1 002227, 
HEMBA1006171, 
HEMBB1 000668, 
NT2RP2000694, 
NT2RP2004069, 
NT2RP2005541 , 
NT2RP3001240, 



HEMBA1 002421, 
HEMBA1 006299, 
MAMMA1 000994, 
NT2RP2000903, 
NT2RP2004606, 
NT2RP2005883, 
NT2RP3001388, 
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NT2RP3002721, NT2RP3002738, NT2RP3003469, NT2RP3004083, NT2RP3004130, NT2RP3004202, 
NT2RP30b4294. NT2RP3004640. NT2RP4000108. NT2RP4002451 . NT2RP4002715. OVA RC1 000275, 
OVARC1 000467, 0VARC1 000553, 0VARC1 000853, 0VARC1 000873. OVARC1000916, 0VARC1 000995, 
OVARC1001030, OVARC1001222, 0VARC1 001596, 0VARC1 002058, OVARC1002178, PLACE1 000927, 

5 PLACE1001123, PLACE1001407, PLACE1 001464, PLACE1001564, PLACE1001795, PLACE1 002547, 
PLACE1003407, PLACE1003644, PLACE1003845. PLACE1004441 , PLACE1004482, PLACE1005410, 
PLACE1 005601, PLACE1 005725, PLACE1 005736, PLACE1 006093, PLACE1006219, PLACE1 006290, 
PLACE1006716, PLACE1007296, PLACE1007626, PLACE1008359, PLACE1010968, PLACE1011364. 
P1_ACE1011824, THYRO1000678, THYR01 000776, THYRO1000999, THYRO1001113, THYRO1001237, 

10 THYRO1001523, Y79AA1000226, Y79AA1 000888, Y79AA1001430 

[0086] The same survey further revealed the following clones with elevated expression levels in the presence of RA/ 
inhibitor: 

HEMBA1000349, HEMBA1 001297, HEMBA1001 878. HEMBA1005070, HEMBA1006482, HEMBB1001 959, 
NT2RM2001939, NT2RP1000981 , NT2RP2001469, NT2RP3003473, OVARC1001132, PLACE1001655, 
15 Y79AA1000127, Y79AA1 002381 . These clones are associated with neural differentiation and, therefore, are candi- 
dates for genes associated with neurological diseases. 

[0087] Based on the functional analyses using a secretory protein, nnennbrane protein, or proteins associated with 
signal transduction, glycoprotein, transcription, or diseases, it is possible to develop a nnedicine. 
[0088] In case of a nnembrane protein, it is most likely to be a protein that functions as a receptor or ligand on the 
20 cell surface. Therefore, it is possible to reveal a new relationship between a ligand and receptor by screening the 
membrane protein of the invention based on the binding activity with the known ligand or receptor. Screening can be 
perfomned according to the known methods. 

[0089] For example, a ligand against the protein of the invention can be screened in the following manner. Namely, 
a ligand that binds to a specific protein can be screened by a method comprising the steps of: (a) contacting a test 
25 sample with the protein of the invention or a partial peptide thereof, or cells expressing these, and (b) selecting a test 
sample that binds to said protein, said partial peptide, or said cells. 

[0090] On the other hand, for example, screening using cells expressing the protein of the present invention that is 
a receptor protein can also be perfomned as follows. It is possible to screen receptors that is capable of binding to a 
specific protein by using procedures (a) attaching the sample cells to the protein of the invention or its partial peptide, 

30 and (b) selecting cells that can bind to the said protein or its partial peptide. 

[0091] In a following screening as an example, first the protein of the invention is expressed, and the recombinant 
protein is purified. Next, the purified protein is labeled, binding assay is perfomned using a various cell lines or primary 
cultured cells, and cells that are expressing a receptor are selected (Growth and differentiation factors and their re- 
ceptors, Shin-Seikagaku Jikken Kouza VoL7 (1991) Honjyo, Aral, Taniguchi, and Muramatsu edit, p203-236, Tokyo- 

35 Kagaku-Doujin). A protein of the invention can be labeled with Rl such as ""^si^ and enzyme (alkaline phosphatase 
etc.). Alternatively, a protein of the invention may be used without labeling and then detected by using a labeled antibody 
against the protein. The cells that are selected by the above screening methods, which express a receptor of the protein 
of the invention, can be used for the fijrther screening of an agonists or antagonists of the said receptor 
[0092] Once the ligand binding to the protein of the invention, the receptor of the protein of the invention or the cells 

40 expressing the receptor ai'e obtained by screening, it is possible to screen a compound that binds to the ligand and 
receptor. Also it is possible to screen a compound that can inhibit both bindings (agonists or antagonists of the receptor, 
for example) by utilizing the binding activities. 

[0093] When the protein of the invention is a receptor, the screening method comprises the steps of (a) contacting 
the protein of the invention or cells expressing the protein of the invention with the ligand, in the presence of a test 

45 sample, (b) detecting the binding activity between said protein or cells expressing said protein and the ligand, and (c) 
selecting a compound that reduces said binding activity when compared to the activity in the absence of the test sample. 
Furthennore, when the protein of the invention is a ligand, the screening method comprises the steps of (a) contacting 
the protein of the invention with its receptor or cells expressing the receptor in the presence of samples, (b) detecting 
the binding activity between the protein and its receptor or the cells expressing the receptor, and (c) selecting a com- 

50 pound that can potentially reduce the binding activity compared to the activity in the absence of the sample. 

[0094] Samples to screen include cell extracts, expressed products from a gene library, synthesized low molecular 
compound, synthesized peptide, and natural compounds, for example, but are not construed to be listed here. A com- 
pound that is isolated by the above screening using a binding activity of the protein of the invention can also be used 
as a sample. 

55 [0095] A compound isolated by the screening may be a candidate to be an agonist or an antagonist of the receptor 
of the protein. By utilizing an assay that monitors a change in the intracellular signaling such as phosphorylation which 
results from reduction of the binding between the protein and its receptor, it is possible to identify whether the obtained 
compound is an agonist or antagonist of the receptor. Also, the compound may be a candidate of a molecule that can 
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inhibit the interaction between the protein and its associated proteins (including a receptor) in vivo. Such compounds 
can be used for developing drugs for precaution or cures of a disease with which the protein is associated. 
[0096] Secretory proteins may regulate cellular conditions such as growth and differentiation. It Is possible to find 
out a novel factor that regulates cellular conditions by adding the secretory protein of the invention to a certain kind of 
cell, and performing a screening by utilizing the cellular changes in growth or differentiation, or activation of a particular 
gene. 

[0097] The screening can be perfomned, for example, as follows. First, the protein of the invention is expressed and 
purified in a recombinant form. Then, the purified protein is microinjectedadded into a various kind of cell tines or 
primary cultured cells, and the change in the cell growth and differentiation is monitored. The induction of a particular 
gene that is known to be Involved in a certain cellular change is detected with the amounts of mRNA and protein. 
Alternatively, the amount of an intracellular molecule (low molecular compounds, etc.) that is changed by the function 
of a gene product (protein) that is known to be functioning in a certain cellular change is used for the detection. 
[0098] Once the screening reveals that the protein of the invention can regulate cellular conditions or the functions, 
it is possible to apply the protein as a phannaceutical and diagnostic medicine for associated diseases by itself or by 
altering a part of it into an appropriate composition. 

[0099] As is above described for membrane proteins, the secretory protein provided by the invention may be used 
to explore a novel ligand-receptor interaction using a screening based on the binding activity to a known ligand or 
receptor. A similar method can be used to identify an agonist or antagonist. The resulting compounds obtained by the 
methods can be a candidate of a compound that can inhibit the interaction between the protein of the invention and 
an interacting molecule (including a receptor). The compounds may be able to use as a preventive, therapeutic, and 
diagnostic medicine for the diseases, in which the protein may play a certain role. 

[0100] Proteins associated with signal transduction or transcription may be a factor that affects a certain protein or 
gene in response to.intracellular/extracellular stimuli. It is possible to find out a novel factor that can affect a protein or 
gene by expressing the protein provided by the invention in a certain types of celts, and perfonning a screening utilizing 
the activation of a certain intracellular protein or gene. 

[0101] The screening may be performed as follows. First, a transformed cell expressing the protein is obtained. Then, 
the transfonned cell lineandtheuntransformed original cell are compared for the changes in the expression of a certain 
gene by detecting the amount of its mRNA or protein. Alternatively, the amount of an intracellular molecule (low mo- 
lecular compounds), which is changed by the function of a gene product (protein) that is known to function in a certain 
cellular change, may be used for the detection. Furthermore, the change of the expression of a certain gene can be 
detected by introducing a fusion gene that comprises a regulatory region of the gene and a marker gene (luciferase, 
beta-gaiactosidase, etc.) into a cell, expressing the protein provided by the invention into the cell, and estimating the 
activity of a marker gene product (protein). 

[01 02] If the protein or gene of the invention is associated with diseases, it is possible to screen a gene or compound 
that can regulate its expression and/or activity either directly or indirectly by utilizing the protein of the present invention. 
[0103] For example, the protein of the invention is expressed and the recombinant protein is purified. Then, the 
protein and gene whose expression was affected in the presence of the protein of the invention is also purified, and 
the binding activity between the two proteins or genes is examined. The examination may be performed with pretreat- 
ment with a compound that is candidate of an inhibitor. In an alternative method, a transcription regulatory region 
locating in the 5'-upstream of the gene encoding the protein of the invention that is capable of regulating the expression 
of other genes is obtained, and fused with a marker gene. The fusion is introduced into a cell, and the cell is added 
with compounds to explore a regulatory factor of the expression of the said gene. 

[0104] The compound obtained by the screening can be used for developing pharmaceutical and diagnostic medi- 
cines for the diseases with which the protein of the present invention is associated. Similarly, if the regulatory factor 
obtained by the screening is a protein, the protein itself can be used as a pharmaceutical, and If there is a compound 
that affects the original expression level and/or activity of the protein, it also can be used for the same purpose. 
[0105] If the protein of the invention has an enzymatic activity, regardless of whether it is a secretory protein, mem- 
brane protein, or proteins associated with signal transduction, glycoprotein, transcription, or diseases, a screening may 
be performed by adding a compound to the protein of the invention under the suitable condition and monitoring the 
change of the compound. The enzymatic activity may also be utilized to screen for a compound that can inhibit the 
activity of the protein. 

[0106] In a screening given as an example, the protein of the invention is expressed and the recombinant protein is 
purified. Then, compounds are contacted with the purified protein, and the amount of the compound and the reaction 
products is examined. Alternatively, compounds that are candidates of an inhibitor are pretreated, then a compound 
(substrate) that can react with the purified protein is added, and the amount of the substrate and the reaction products 
is examined. 

[0107] The compounds obtained in the screening may be used as a medicine for diseases with which the protein of 
the invention is associated. Also they can be applied for tests that examine whether the protein of the invention functions 
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normally in vivo, 

[0108] Whether the secretory or membrane protein of the present invention is a novel protein associated with dis- 
eases or not is determined in another method than described above, by obtaining a specific antibody against the protein 
of the invention, and examining the relationship between the expression or activity of the protein and a certain disease. 
5 In an alternative way it may be analyzed referred to the methods in "Molecular Diagnosis of Genetic Diseases" (Elles 
R. edit, (1996) in the series of "Method in Molecular Biology" (Humana Press). 

[0109] Disease-associated proteins are a target of the above, described screenings and very useful for developing 
a drug that is capable of regulating the expression and activity of the protein. Also, they are useful in medicinal industry 
as a diagnostic marker of the related disease and as a target for gene therapy 

10 [0110] Compounds isolated as mentioned above can be administered patients as it is, or after formulated into a 
phannaceutical composition according to the known methods. For example, a pharmaceutically acceptable carrier or 
vehicle, specifically sterilized water, saline, plant oil, emulsifier, or suspending agent can be mixed with the compounds 
appropriately. The phamnaceutical compositions can be administered to patients by a method known to those skilled 
in the art, such as intraarterial intravenous, or subcutaneous injections. The dosage may vary depending on the weight 

15 or age of a patient, or the method of administration, but those skilled in the art can choose an appropriate dosage 
properly. If the compound is encoded by DNA, the DNA can be cloned into a vector for gene therapy, and used for 
gene therapy. The dosage of the DNA and the method of its administration may vary depending on the weight or age 
of a patient, or the symptoms, but those skilled in the art can choose properly 

[0111] The protein encoded by the polynucleotide of the invention can be prepared as a recombinant protein or as 

20 a natural protein. For example, the recombinant protein can be prepared by Inserting the polynucleotide encoding the 
protein of the invention into a vector, introducing the vector into an appropriate host cell and purifying the protein 
expressed within the transformed host cell, as described below. In contrast, the natural protein can be prepared, for 
example, by utilizing an affinity column to which an antibody against the protein of the invention (Current Protocols in 
Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 16.1-16.19) is attached. The antibody used 

25 for the affinity purification may be either a polyclonal antibody, or a monoclonal antibody. Alternatively, in vitro translation 
(See, for example, "On the fidelity of mRNA translation in the nuclease-treated rabbit reticulocyte lysate system." Dasso 
M.C., and Jackson R.J. (1 989) Nucleic Acids Res. 1 7: 31 29-31 44) may be used for preparing the protein of the invention. 
[01 1 2] Proteins functionally equivalent to the proteins of the present invention can be prepared based on the activities, 
which were clarified in the above-mentioned manner, of the proteins of the present invention. Using the biological 

30 activity possessed by the protein of the invention as an index, it is possible to verify whether or not a particular protein 
is functionally equivalent to the protein of the invention by examining whether or not the protein has said activity. 
[0113] Proteins functionally equivalent to the proteins of the present invention can be prepared by those skilled in 
the art, for example, by using a method for introducing mutations into an amino acid sequence of a protein (for example, 
site-directed mutagenesis (Current Protocols in Molecular Biology, edit, Ausubel et al., (1987) John Wiley & Sons, 

35 Section 8.1 -8.5). Besides, such proteins can be generated by spontaneous mutations. The present invention comprises 
the proteins having one or more amino acid substitutions, deletions, insertions and/or additions in the amino acid 
sequences of the proteins of the present invention (Table 370), as far as the proteins have the equivalent functions to 
those of the proteins identified in the present Examples described later. 

[0114] There are no limitations in the number and sites of amino acid mutations, as far as the proteins maintain the 
40 functions thereof. The number of mutations is typically 30% or less, or 20% or less, or 1 0% or less, preferably within 
5% or less, or 3% or less of the total amino acids, more preferably within 2% or less or 1% or less of the total amino 
acids. From the viewpoint of maintaining the protein function, it is preferable that a substituted amino has a similar 
property to that of the original amino acid. For example, Ala, Val, Leu, He, Pro, Met, Phe and Trp are assumed to have 
similar properties to one another because they are all classified into a group of non-polar amino acids. Similarly, sub- 
45 stitution can be perfonned among non-charged amino acid such as Gly, Ser, Thr, Cys, Tyr, Asn, and Gin, acidic amino 
acids such as Asp and Glu, and basic amino acids such as Lys, Arg, and His. 

[0115] In addition, proteins functionally equivalent to the proteins of the present invention can be isolated by using 
techniques of hybridization or gene amplification known to those skilled in the art. Specifically, using the hybridization 
technique (Current Protocols in Molecular Biology, edit, Ausubel et al., (1987) John Wiley & Sons, Section 6.3-6.4)), 

50 those skilled in the art can usually isolate a DNA highly homologous to the DNA encoding the protein identified in the 
present Example based on the identified nucleotide sequence (Table 370) or a portion thereof and obtain the functionally 
equivalent protein from the isolated DNA. The present invention includes proteins encoded by the DNAs hybridizing 
with the DNAs encoding the proteins identified in the present Example, as far as the proteins are functionally equivalent 
to the proteins identified in the present Example. Organisms from which the functionally equivalent proteins are isolated 

55 are illustrated by vertebrates such as human, mouse, rat, rabbit, pig and bovine, but are not limited to these animals. 
[0116] Washing conditions of hybridization for the isolation of DNAs encoding the functionally equivalent proteins 
are usually "IxSSC, C.1% SDS, 37"; more stringent conditions are "O.SxSSC, 0.1% SDS, 42."; and still more stringent 
conditions are "0.1 x SSC, 0.1% SDS, 65.". Alternatively, the following conditions can be given as hybridization con- 
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ditions of the present invention. Namely, conditions In which the hybridization is done at "6xSSC, 40% Formamide, 
25.", and the washing at "1xSSC, 55." can be given. More preferable conditions are those In which the hybridization 
is done at "6xSSC, 40% Fonnamide, 37.", and the washing at "0.2xSSC, 55,". Even nnore preferable are those in which 
the hybridization Is done at "6xSSC, 50% Formamide, 37.", and the washing at "O.lxSSC, 62.". The more stringent 
5 the conditions of hybridization are, the more frequently the DMAs highly homologous to the probe sequence are Isolated. 
Therefore, It is preferable to conduct hybridization under stringent conditions. Examples of stringent conditions in the 
present invention are, washing conditions of "0.5xSSC, 0.1% SDS, 42.", or alternatively, hybridization conditions of 
"6xSSC, 40% Formamide, 37.", and the washing at "0.2xSSC, 55.". However, the above-mentioned combinations of 
SSC, SDS and temperature conditions are indicated just as examples. Those skilled in the art can select the hybridi- 
se zatlon conditions with similar stringency to those mentioned above by properly combining the above-mentioned or 
other factors (for example, probe concentration, probe length and duration of hybridization reaction) that determines 
the stringency of hybridization. 

[0117] The amino add sequences of proteins isolated by using the hybridization techniques usually exhibit high 
homology to those of the proteins of the present invention, which are shown in Table 370. The present Invention en- 

?5 compasses a polynucleotide comprising a nucleotide sequence that has a high identity to the nucleotide sequence of 
claim 8 (a). Furthermore, the present invention encompasses a peptide, or protein comprising an amino acid sequence 
that has a high Identity to the amino acid sequence encoded by the polynucleotide of claim 8 (b). The temn "high identity" 
indicates sequence identity of" at least 40% or more; preferably 60% or more; and more preferably 70% or more. 
Alternatively, more preferable Is identity of 90% or more, or 93% or more, or 95% or more, furthemnore, 97% or more, 

20 or 99% or more. The identity can be determined by using the BLAST search algorithm. 

[0118] With the gene amplification technique (PGR) (Current Protocols In Molecular Biology, edit, Ausubel et al., 
(1987) John Wiley & Sons, Section 6.3-6.4)) using primers designed based on the nucleotide sequence (Table 370) 
or a portion thereof Identified In the present Example, It is possible to isolate a DNA fragment highly homologous to 
the nucleotide sequence or a portion thereof and to obtain functionally equivalent protein to a particular protein identified 

25 in the present Example based on the isolated DNA fragment. 

[01 1 9] The "percent Identity" of two amino acid sequences or of two nucleic acids Is determined using the algorithm 
of Kariin and Altschul (Proc. Natl. Acad. Sei. USA 87:2264-2268, 1990), modified as in Karlln and Altschul (Proc. Natl. 
Acad. Sei. USA 90:5873-5877, 1993). Such an algorithm is Incorporated into the BLASTN and BLASTX programs of 
Altschul et al. (J. Mol. Biol.21 5:403-41 0, 1 990). BLAST nucleotide searches are perfomned with the BLASTN program, 

30 score = 100, wordlength = 12. BLAST protein searches are performed with the BLASTX program, score = 50, word- 
length = 3. When gaps exist between two sequences. Gapped BLAST is utilized as described in Altschul et al. (Nucleic 
Acids Res.25:3389-3402,1997). When utilizing BLAST and Gapped BLAST programs, the default parameters of the 
respective programs (e.g., BLASTX and BLASTN) are used, See http://www.ncbi.nlm.nlh.gov. 
[0120] The present Invention also includes a partial peptide of the proteins of the invention. The partial peptide 

35 comprises a protein generated as a result that a signal peptide has been removed from a secretory protein. If the 
protein of the present invention has an activity as a receptoror aligand, the partial peptide may function as a competitive 
inhibitor of the protein and may bind to the receptor (or llgand). In addition, the present invention comprises an antigen 
peptide for raising antibodies. For the peptides to be specific for the protein of the invention, the peptides comprise at 
least 7 amino acids, preferably 8 amino acids or more, more preferably 9 amino acids or more, and even more preferably 

40 10 amino acids or more. The peptide can be used for preparing antibodies against the protein of the invention, or 
competitive inhibitors of them, and also screening for a receptor that binds to the protein of the invention. The partial 
peptides of the Invention can be produced, for example, by genetic engineering methods, known methods for synthe- 
sizing peptides, or digesting the protein of the invention with an appropriate peptidase. 

[0121] The present invention also relates to a vector into which the DNA of the invention is inserted. The vector of 
45 the invention is not limited as long as it contains the Inserted DNA stably. For example, if E. coli is used as a host, 
vectors such as pBluescrlpt vector (Stratagene) are preferable as a cloning vector. To produce the protein of the in- 
vention, expression vectors are especially useful. Any expression vector can be used as far as it is capable of expressing 
the protein In vitro, in E. coli, in cultured cells, or in vivo. For example, pBEST vector (Promega) is preferable for In 
vitro expression, pET vector (I nvitrogen) for E. coll, pME18S-FL3 vector (GenBank Accession No. AB009864) forcul- 
50 tured cells, and pME18S vector (Mol. Cell. Biol. (1988) 8: 466-472) for in vivo expression. To Insert the DNA of the 
invention, ligation utilizing restriction sites can be perfomned according to the standard method (Cun-ent Protocols in 
Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 11.4-11.11). 

[01 22] The present invention also relates to a transfomriant carrying the vector of the invention. Any cell can be used 
as a host Into which the vector of the invention is inserted, and various kinds of host cells can be used depending on 
55 the purposes. For strong expression of the protein in eukaryotic cells, COS cells or CHO cells can be used, for example. 
[0123] Introduction of the vector into host cells can be performed, for example, by calcium phosphate precipitation 
method, electroporation method (Current Protocols in Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, 
Section 9.1-9.9), llpofectamine method (GIBCO-BRL), or microinjection method, etc. 
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[0124] The primer of the present invention can be used for synthesizing full-length cDNA, and also for the detection 
and/or diagnosis of the abnonnality of the protein of the invention encoded by the full-length cDNA. For example, by 
utilizing polymerase chain reaction (genomic DNA-PCR, or RT-PCR) using the primer of the invention, DNA encoding 
the protein of the invention can be amplified. It is also possible to obtain the regulatory region of expression in the 5'- 

5 upstream by using PGR or hybridization since the transcription start site within the genomic sequence can be easily 
specified based on the 5'-end sequence of the full-length cDNA. The obtained genomic region can be used for detection 
and/or diagnosis of the abnormality of the sequence by RFLP analysis, SSCP, or direct sequencing. 
[01 25] Furthermore, the "polynucleotide having a length of at least 1 5 nucleotides, comprising a nucleotide sequence 
that is complementary to a polynucleotide comprising the nucleotide sequence set forth in any one of SEQ ID NOs in 

10 Table 370, or its complementary strand" Includes an antisense polynucleotide for suppressing the expression of the 
protein of the invention. To exert the antisense effect, the antisense polynucleotide has a length of at least 15 bp or 
more, for example, 50 bp or more, preferably 1 00 bp or more, and more preferably 500 bp or more, and has a length 
of usually 3000 bp or less and preferably 2000 bp or less. The antisense DNA can be used in the gene therapy of the 
diseases that are caused by the abnormality of the protein of the invention (abnomnal function or abnomnal expression). 

15 Said antisense DNA can be prepared, for example, by the phosphorothioate method ("Physicochemical properties of 
phosphorothioate oligodeoxynucleotides." Stein (1988) Nucleic Acids Res. 16: 3209-3221) based on the nucleotide 
sequence of the DNA encoding the protein (for example, the DNA set forth In any one of SEQ ID NOs in Table 370). 
[0126] The polynucleotide or antisense DNA of the present invention can be used In gene therapy, for example, by 
administrating It into a patient by the in vivo or ex vivo method with virus vectors such as retrovirus vectors, adenovirus 

20 vectors, and adeno-associated virus vectors, or non-virus vectors such as liposome. 

[01 27] The present invention also relates to antibodies that bind to the protein of the invention. There are no limitations 
in the form of the antibodies ofthe invention. They Include polyclonal antibodies, monoclonal antibodies, or their portions 
that can bind to the protein of the invention. They also include antibodies of all classes. Furthennore, special antibodies 
such as humanized antibodies are also included. 

25 [0128] The polyclonal antibody of the invention can be obtained according to the standard method by synthesizing 
an oligopeptide corresponding to the amino acid sequence and immunizing rabbits with the peptide (Current Protocols 
in Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 11.12-11.13). The monoclonal antibody of 
the invention can be obtained according to the standard method by purifying the protein expressed In E. coll. Immunizing 
mice with the protein, and producing a hybrldoma cell by fusing the spleen cells and myeloma cells (Current Protocols 

30 in Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 11.4-11.11). 

[0129] The antibody binding to the protein of the present invention can be used for purification of the protein of the 
invention, and also for detection and/or diagnosis of the abnormalities of the expression and structure of the protein. 
Specifically, proteins can be extracted, for example, from tissues, blood, or cells, and the protein of the invention is 
detected by Western blotting, Immunoprecipitation, or ELISA, etc. for the above purpose. 

35 [0130] Furthennore, the antibody binding to the protein of the present invention can be utilized for treating the dis- 
eases that associates with the protein ofthe invention. If the antibodies are used for treating patients, human antibodies 
or humanized antibodies are preferable in terms of their low antigenicity. The human antibodies can be prepared by 
immunizing a mouse whose immune system is replaced with that of human ("Functional transplant of megabase human 
immunoglobulin loci recapitulates human antibody response in mice" Mendez M.J. et al. (1997) Nat. Genet. 15: 

40 146-156). The humanized antibodies can be prepared by recombination ofthe hypervariable region of a monoclonal 
antibody (Methods in Enzymology (1991) 203: 99-121). 

[0131] The present invention further relates to databases comprising at least a sequence of polynucleotide and/or 
protein, or a medium recorded in such databases, selected from the sequence data ofthe nucleotide and/or the amino 
acids indicated In Table 370. The term "database" means a set of accumulated infomrtation as machine-searchable 

45 and readable information of nucleotide sequence. The databases of the present invention comprise at least one of the 
novel nucleotide sequences of polynucleotide provided by the present invention. The databases of the present invention 
can consist of only the sequence data of the polynucleotide provided by the present invention or can comprise other 
infonnation on nucleotide sequences of known full-length cDNAs or ESTs. The databases ofthe present invention can 
be comprised of not only the infonnation on the nucleotide sequences but also the infonnation on the gene functions 

50 revealed by the present invention. Additional Information such as names of DNA clones carrying the full-length cDNAs 
can be recorded or linked together with the sequence data in the databases. 

[0132] The database of the present invention is useful for gaining complete gene sequence infomnation from partial 
sequence information of a gene of interest. The database of the present invention comprises nucleotide sequence 
infonnation of full-length cDNAs. Consequently, by comparing the infonnation in this database with the nucleotide 
55 sequence of a partial gene fragment yielded by differential display method or subtraction method, the infonnation on 
the full-length nucleotide sequence of interest can be gained from the sequence of the partial fragment as a starting clue. 
[01 33] The sequence information of the full-length cDNAs constituting the database of the present invention contains 
not only the Infonnation on the complete sequences but also extra infomnation on expression frequency of the genes 
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as well as homology of the genes to known genes and known proteins. Thus the extra information facilitates rapid 
functional analyses of partial gene fragments. Further, the infomnation on human genes is accumulated in the database 
of the present invention, and therefore, the database is useful for isolating a human homologue of a gene originating 
from other species. The human homologue can be isolated based on the nucleotide sequence of the gene from the 
5 original species. 

[0134] At present, infomnation on a wide variety of gene fragments can be obtained by differential display method 
and subtraction method. In general, these gene fragments are utilized as tools for isolating the full-length sequences 
thereof. When the gene fragment corresponds to an already-known gene, the full-length sequence is easily obtained 
by comparing the partial sequence with the infonnation in known databases. However, when there exists no information 

10 corresponding to the partial sequence of interest in the known databases, cDNA cloning should be carried out for the 
full-length cDNA. It Is often difficult to obtain the full-length nucleotide sequence using the partial sequence Information 
as an initial clue. If the full-length of the gene is not available, the amino acid sequence of the protein encoded by the 
gene remains unidentified. Thus the database of the present invention can contribute to the identification of full-length 
cDNAs corresponding to gene fragments, which cannot be revealed by using databases of known genes. 

'5 [0135] The invention is Illustrated more specifically with reference to the following examples, but is not to be construed 
as being limited thereto. 

EXAMPLE 1 

20 Construction of a cDNA library by the oligo-capping method. 

[0136] The NT-2 neuron progenitor cells (Stratagene), a teratocarcinoma cell line from human embryo testis, which 
can differentiate into neurons by treatment with retinoic acid were used. The NT-2 cells were cultured according to the 
manufacturer's instructions as follows. 

25 

(1) NT-2 cells were cultured without induction by retinoic acid treatment ((NT2RM1 , NT2RM2, NT2RM4)). 

(2) After cultured, NT-2 cells were induced by adding retinoic acid, and then were cultured for 48 hours {NT2RP1 ). 

(3) After cultured, NT-2 cells were induced by adding retinoic acid, and then were cultured for 2 weeks (NT2RP2, 
NT2RP3, NT2RP4). 

30 

[0137] Also, the human brain neurogliomacell line H4 (ATCC HTG-148) (BNGH41), human neuroblastoma cell line 
SK-N-MC (ATCC HTB-1 0) (SKNMC1 ), and human retinoblastoma cell line Y79 (ATCC HTB-1 8) (Y79AA1 ) were cultured 
according to the culture conditions described in the ATCC catalogue. The cells were harvested separately, and mRNA 
was extracted from each cell by the method described in the literature (Molecular Cloning 2nd edition. Sambrook J., 
35 Fritsch, E.F., and Maniatis T. (1989) Cold Spring Harbor Laboratory Press). Furthermore, poly(A)+RNA was purified 
from the mRNA using oligo-dT cellulose. 

[0138] Similarly, human placenta (PLACE1 , PLACE2, PLACES), human ovary cancer tissue (0VARC1), tissues from 
human embryo at 10 weeks, which is enriched with head (HEMBA1), or body (HEMBB1), human mammary gland 
(MAMMA1), human thyroid gland (THYR01) were used to extract mRNA by the method described in the literature 
40 (Molecular Cloning 2nd edition. Sambrook J., Fritsch, E.F., and Maniatis T. (1989) Cold Spring Harbor Laboratory 
Press). Furthermore, poly(A)+RNA was purified from the mRNA using oligo-dT cellulose. 

[0139] Each poly(A)+RNA was used to construct a cDNA library by the oligo-capping method (Maruyama M. and 
Sugano S. (1994) Gene 138: 171-174). Using the Oligo-cap linker (SEQ ID NO: 2541) and the Oligo-dT primer (SEQ 
ID NO: 2542), bacterial alkaline phosphatase (BAP) treatment, tobacco acid phosphatase (TAP) treatment, RNA liga- 

45 tlon, the first strand cDNA synthesis, and removal of RNA were performed as described in the reference (Suzuki and 
Kanno (1996) Protein Nucleic acid and Enzyme. 41: 197-201; Suzuki Y. et al. (1997) Gene 200: 149-156). Next, 5'- 
and 3'-PCR primers (SEQ ID NO: 2543, and 2544, respectively) were used for performing PGR to convert the cDNA 
into double stranded cDNA, which was then digested with Sfil. Then, the Dralll-cleaved pUC19FL3 vector (Figure 1 ; 
for NT2RM1, and NT2RP1), or the Dralll-cleaved pME18SFL3 (Figure 1) (GenBankAB009864, expression vector; for 

50 NT2RM2, NT2RM4, NT2RP2, NT2RP3, NT2RP4, BNGH41, SKNMC1, Y79AA1, PLACE1, PLACE2, PLACE3, 
0VARC1 , HEMBA1 , HEMBB1 , MAMMA1 , and THYR01 ) was used for cloning the cDNA in an unidirectional manner, 
and cDNA libraries were obtained. Then, the nucleotide sequence of the 5'- and 3'- ends of the cDNA clones was 
analyzed with a DNA sequencer (ABI PRISM 377, PE Biosystems) after sequencing reactions were perfomned with 
the DNA sequencing reagents (Dye Temninator Cycle Sequencing FS Ready Reaction Kit. dRhodamine Temninator 

55 Cycle Sequencing FS Ready Reaction Kit, or BigDye Terminator Cycle Sequencing FS Ready Reaction Kit, from by 
PE Biosystems) according to the instructions. The data were compiled into a database. 

[0140] The full-length-enriched cDNA libraries except those for NT2RM1 and NT2RP1 were constructed using eu- 
karyotic expression vector pME18SFL3. The vector contains SRa promoter and SV40 small t intron in the upstream 
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of the cloning site, and SV40 polyA added signal sequence site in the downstream. As the cloning site of pMEl 8SFL3 
has asynnnnetrical Dralll sites, and the ends of cDNA fragments contain Sfil sites complementary to the Oral 1 1 sites, 
the cloned cDNA fragments can be inserted into the downstream of the SRa promoter unidirectionally. Therefore, 
clones containing full-length cDNA can be expressed transiently by introducing the obtained plasmid directly into COS 
5 cells. Thus, the clones can be analyzed very easily in terms of the proteins that are the gene products of the clones, 
or in tenns of the biological 

[0141] Herein, the cDNA libraries and the name of each clone are related as shown in Table 2. Therein, "xxxxxx" 
represents the clone number of six digits. Thus, the sequences are named by the library name, the clone number plus 
F- for the 5'-end, or R- for the 3'-end. 

10 

Table 2 

15 



20 



25 



30 



35 



40 



45 



50 
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library: 

clone 5 '-end sequence 3 '-end sequence 

NT2RM1: 

NT2RM I xxxxxx F-NT2RM I xxxx;;x 
NT2RP1: 

NT2RP1XXXXXX F-NT2RPixxxxxx 
NT2RM2; 

NT2RM2XXXXXX F-NT2RNd2xxxxxx R-NT2RM2xxxxxx 
NT2RM4: 

NT2RM4XXXXXX F-NT2RM4xxxxxx R-NT2RM4xxxxxx 
NT2RP2: 

NT2RP2XXXXXX F-NT2RP2xxxxxx R-NT2RP2xxxxxx 
NT2RP3: 

NT2RP3XXXXXX F-NT2RP3xxxxx?( R-NT2RP3xxxxxx 
NT2RP4: 

NT2RP4XXXXXX F-NT2RP4xxxxxx R-NT2RP4xxxxxx 
BNGH41: 

BNGH4 1 xxxxxx F-BNGH4 1 xxxx>:x R-B NGH4 1 xxxxxx 
SKNMCl: 

SKNMC 1 xxxxxx F-SKNMC 1 xxxx xx R- SKNMC 1 xxxxxx 
Y79AA1: 

Y79 AA 1 xxxxxx F- Y79 A A 1 xxxxxx R-y79AA 1 xxxxxx 
PLACEl: 

PLACE 1 xxxxxx F-PLACEl xxxxxx R-PLACEl xxxxxx 
PLACE2: 

PLACE2XXXXXX F-PLACE2xxxxxx R-PLACE2xxxxxx 
PLACE3: 

PLACE3XXXXXX F-PLACE3xxxxxx R-PLACE3xxxxxx 
OVARCl: 

OVARClxxxxxx F-OVARClxxxx?LX R-OVARClxxxxxx 
HEMBAl: 

HEMBAlxxxxxx F-HEMBAlxxx;txx R-HEMB A 1 xxxxxx 
HEMBBl: 

HEMBB Ixxxxxx F-HEMBB I xxx>:xx R-HEMBB 1 xxxxxx 
MAMMA]: 

MAlvlM A Ixxxxxx F-MAMMA.lx;;xxxx R-MAMMAIxxxxxx 
IHYROl: 
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F-THYRO 1 xxxxxx R-IHYRO 1 xxxxxx 



5 

EXAMPLE 2 

Estimation of the fullness ratio of the 5'-ends of the clones contained in the cDNA libraries constructed by the oligo- 
capping method. 

10 

[0142] The fullness ratio at the 5'-end sequences of the 59,823 clones in the human cDNA libraries constructed by 
the oligo-capping method was determined as follows. Of all the clones whose 5'-end sequences were found in those 
of known human mRNA in the public database, a clone was judged to be "full-length", if it had a longer 5'-end sequence 
than that of the known human mRNA, or, even though the 5'-end sequence was shorter, if it contained the translation 
15 initiation codon. A clone which did not contain the translation initiation codon was judged to be "non-full-length". The 
fullness ratio ((the number of full-length clones)/(the number of full-length and non-full-length clones)) at the 5'-end of 
the cDNA clones from each library was determined by comparing with the known human mRNA. Asa result, the fullness 
ratio of the 5'-ends was 63.5%. It suggests that the human cDNA clones obtained by the described method have 
complete 5'-ends with high probability. 

20 

EXAMPLES 

Assessment of the fullness ratio of the 5'-end of the cDNA by the ATGpr and the ESTiMateFL. 

25 [0143] The ATGpr, developed by Salamov A.A., Nishikawa T, and Swindells M.B. in the Helix Research Institute, is 
a program for prediction of the translation start codon based on the characteristics of the sequences in the vicinity of 
the ATG codon. The results are shown with expectations that an ATG is a true start codon (0.05-0.94). When this 
program is applied to general cDNAs without considering whether or not the ATG codons in the cDNAs are the true 
initiation codons of the cDNAs, both the sensitivity and the specificity of the results are estimated at 66%. Here, the 

30 sensitivity means the ratio of the number of codons judged to be initiation codons by the program to the total number 
, of true initiation codons, and the specificity means the ratio of the number of true initiation codons to the number of 
codons judged to be initiation codons by the program. In contrast, when the program was applied to the 5' -end se- 
quences of the clones from the cDNA library that was obtained by the oligo-capping method and that had 65% fullness 
ratio, the sensitivity and specificity of evaluation of a full-length clone (clone containing the N-temninal end of ORF) 

35 were improved to 82-83% by selecting only clones having the ATGprI score 0.6 or higher. 

[0144] Furthennore, the program was used to assess the fullness of 18,959 clones in the human cDNA libraries 
obtained here, which have 5'-ends matched to a known human mRNA. Briefly, the maximal ATGprI score of the clones 
was determined, and then their 5'-end sequence was compared with the known human mRNA to estimate whether 
the clone is full-length or not. The result was summarized in Table 3. Based on the knowledge that known mRNAs, in 

40 general, are highly expressed in the cell, the expression levels of genes having a low number in the EST hit, which 
represent mRNAs whose expression levels are relatively low were examined, and the result is shown in Table 4. 
[0145] In the table, the number of full-length clones indicate that of clones containing the N-terminal end of ORF, 
and so does the number of non-full-length clones that of clones without the N-temninai end of ORF. The fullness ratio 
represents (the number of full-length clones)/(the number of full-length clones plus the number of non-full-length 

^5 clones). 



Tables 



The maximal ATGprI score and the fullness ratio of the 5' -end sequences of clones obtained from human cDNA 
libraries constructed by the oligo-capping method; clones having a matched 5'-end with that of a known human 
mRNA. 


maximal ATGprI score 


number of (full-length 


number of full-length 


fullness ratio 




clones plus non-full-length 


clones 






clones) 






>==0.70 
>=0.50 
>=0.30 


11,193 
13,369 
15,489 


9,346 
10,549 
11,340 


83.5% 
78.9% 
73.2% 
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Table 3 (continued) 



The maximal ATGprI score and the fullness ratio of the 5'-end sequences of clones obtained from human cDNA 
libraries constructed by the ollgo-capping method; clones having a matched 5'-end with that of a known human 
mRNA. 


maximal ATGprI score 


number of (full-length 


number of full-length 


fullness ratio 




clones plus non-full-length 


clones 






clones) 






>=0.15 
>=0.00 


17.394 
18,959 


11,811 
^ 12,046 


67.9% 
63.5% 



Table 4 



75 


The maximal ATGprI score and the fullness ratio of the 5'-end sequences of the clones obtained from human cDNA 
libraries constructed by the oligo-capping method; clones having 5 EST hits or less among the clones having a 
matched 5'-end with that of a known human mRNA. 


20 


maximal ATGprI score - 


number of (full-length 
clones plus non-full- 
length clones) 


number of full-length 
clones 


fullness ratio 




>=0.70 


2,801 


1,934 


69.0% 




>=0.50 


3,683 


2,393 


65.0% 




>=0.30 


4,683 


2,707 


57.8% 


25 


>=0.15 


5,559 


2,890 


52.0% 




>=0.00 


6,113 


3,013 


49.8% 



[0146] The ESTiMateFL, developed by Nishikawa and Ota in the Helix Research Institute, is a method for the se- 
lection of a clone with high fullness ratio by comparing with the 5' -end or 3'-end sequences of ESTs in the public 
database. 

[0147] By the method, a cDNA clone is judged presumably not to be full-length if there exist any ESTs which have 
longer 5'-end or 3'-end sequences than the clone. The method is systematized for high throughput analysis. A clone 
is judged to be full-length if the clone has a longer 5'-end sequence than ESTs in the public database. Even if a clone 
has a shorter 5'-end, the clone is judged to be full-length if the difference in length is within 50 bases, and otherwise 
judged not to be full-length, for convenience. In case of the 5'-end sequence of the clones which matches a known 
mRNA, about 80% of the sequences that were judged to be full-length by comparing with ESTs was judged to be full- 
length by estimating the 5'-end sequence, as well; about 80% of the sequences that were judged to be not full-length 
by comparing with ESTs was judged to be not full-length by estimating the 5'-end sequence, as well. The accuracy of 
the prediction by comparing cDNA clones with ESTs is improved with increasing number of ESTs to be compared. 
However, when only a limited number of ESTs are available, the reliability becomes low. Thus, the method is effective 
in excluding clones with high probability of being non-full-length, from the cDNA clones that is synthesized by the oligo- 
capping method and that have the 5'-end sequences with about 60 % fullness ratio. In particular, the ESTiMateFL is 
efficiently used to estimate the fullness ratio at the 3'-end sequence of cDNA of a human unknown mRNA which has 
a significant number of ESTs in the public database. 

[01 48] The 1 8,959 clones isolated from human cDNA libraries constructed by the oligo-capping method, which have 
the 5'-end sequence that matches a known human mRNA, were estimated by using the ATGpr and ESTiMateFL. Briefly, 
the 5'-end sequence that matches a known human mRNA of the respective clone was analyzed to obtain the maximal 
ATGprI score, and compared with the ORF of the known human mRNA that matches ittodeterminewhetherthe clone 
is full-length or not. Then, the 5'-end sequence of the respective clone was analyzed by the ESTiMateFL to judge 
whether the clone is full-length or not. Specifically, the 5'-end sequences that match a known human mRNA of the 
18,959 clones constructed by the oligo-capping method were compared with those of ESTs by the ESTiMateFL and 
the clones other than those that are not full-length were selected. Then, the selected clones were used to analyze the 
relationship between the ATGpr and the fullness ratio. The result was summarized in Table 5. Also, among the selected, 
the clones in which the number of the EST hit is not more than 5 were selected and analyzed. The result was summarized 
in Table 6, which represents the result of the analysis of mRNA with relatively low abundance. 
[0149] In the Tables, the number of full-length clones, the number of non-full-length clones, and the fullness ratio 
indicate the number of the clones that contain the N-terminus of the ORF, the number of the clones that do not contain 
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the N-terminus of the ORF, and (the number of full-length clones)/(the number of full-length clones) plus (the number 
of non-full-length clones), respectively. 



Table 5 



The maximal ATGprI score and the fullness ratio of the 5'-end sequence in the clones isolated from human cDNA 


libraries constructed by the oligo-capping method, which have the 5' -end sequence that matches a known human 


mRNA, and also other than those being not full-length according to the comparison with ESTs. 


maximal ATGprI score 


number of (full-length 


number of full-length 


fullness ratio 




clones plus non-full- 


clones 






length clones) 






>=0.70 


9,068 


8.349 


92.1% 


>=0.50 


10,345 


9.318 


90.1% 


>=0.30 


11,425 


9,964 


87.2% 


>=0.15 


12,254 


10,335 


84.3% 


>=0.00 


12.785 


10.484 


82.0% 



The maximal ATGprI score and the fullness ratio of the 5'-end sequence in the clones isolated from human cDNA 


libraries constructed by the oligo-capping method, which have the 5' -end sequence that matches a known human 


mRNA, and also other than those being not full-length according to the comparison with ESTs, in which the number 


of the EST hit is not more than 5. 






maximal ATGprI score 


number of (full-length 


number of full-length 


fullness ratio 




clones plus non-full- 


clones 






length clones) 






>=0.70 


1,959 


1,510 


77.1% 


>=0.50 


2>69 


1,821 


73.8% 


>=0.30 


2,975 


2.046 


68.8% 


>=0.15 


3,368 


2,164 


54.3% 


>=0.00 


3,661 


2.226 


60.8% 



[0150] According to the above results, it was found that, in case of using clones isolated from human cDNA libraries 
constructed by the oligo-capping method, the fullness ratio of the clones that have low score in the ATGpr can be 
improved by assessing their 5'-end sequence using the combination of the ATGpr and the ESTiMateFL. Therefore, the 
method was applied to select a cDNA clone with high fullness ratio. 



EXAMPLE 4 



Clustering of the 5'-end and 3'-end sequences of cDNA clones. 

[0151] The 5'-end and 3'-end sequences of cDNA clones were obtained, and clustered separately. Briefly, data of 
the single pass sequencing of the detemnined 5'-end and 3'-end of cDNA clones was subjected to the BLAST search 
between the sequence data of all the clones synthesized in Example 1 . and clones that are supposed to be originating 
from the same gene were clustered into a group. For the 5'-end sequence, those having the consensus sequence of 
95% identity 300 base pairs or more are clustered into the same group. For the 3'-end sequence, those having the 
consensus sequence of 90% identity 200 base pairs or more are clustered into the same group. Among the clusters 
of the 5'-end and 3'-end sequences, the sequence having the longest lead was chosen as the representative sequence 
of the cluster (group). 

EXAMPLE 5 

Characterization of the representative sequences and the sequences of clones 



[01 52] Data of the 5'-end sequences of the representative sequences and clones was characterized by the following 
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methods: 

(1) judging whether it is identical to the sequence of mRNA or ESTs from human by the BLAST search of the 
GenBank or SwissProt, and examining whether it is full-length by comparing with the sequences of known mRNA 

5 and ESTs from human. 

(2) determining the ATGprI score using all the initiation codons contained within the 5'-end sequence by the ATGpr 
which predict fullness ratio. " 

(3) predicting the existence of the signal sequence using all the initiation codons contained within the 5'-end se- 
quence by the PSORT which predict signal. 

10 and, 

(4) only with the 5'-end sequences of the representative sequences of the clusters, examining the keywords in the 
top hit data of the homology search of the SwissProt. 

[01 53] Data of the characterized representative sequences and clones was used for the final selection of the clones. 

15 

EXAMPLES 

Identity to the human mRNA and human EST, and comparison of tha5'-end length. 

20 [0154] The clones and the representative sequences of the clusters were judged to be identical to any human mRNA, 
if their 5' -end sequence has a region of 200 nucleotides or longer with 94% or more identity to the mRNA. The clones 
and the representative sequences of the clusters were judged to be identical to any human EST, if their 5'-end sequence 
has a region of 200 nucleotides or longer with 90% or more identity to the EST 

[01 55] The clones and the representative sequences of the clusters were judged to be full-length in comparison with 
25 human mRNA, if their 5'-end sequence is longer than those of the mRNA, or it contains the translation initiation site, 
The clones and the representative sequences of the clusters were judged to be full-length in comparison with human 
EST in the database, if their 5' -end sequence is longer than those of the EST, or even though it is shorter, the difference 
in length between the two sequences is 50 nucleotides or less, for convenience. Othenwise, the clones and the repre- 
sentative sequences of the clusters were judged to be not full-length. 

30 

EXAMPLE? 

Prediction of the fullness ratio by the ATGpr. 

35 [01 56] The score in the ATGprI is the expectation to be full-length based on calculations, and the higher score reflects 
the higher fullness ratio as shown in Example 3. Further, the maximal ATGprI score represents the score obtained 
with all the initiation codons contained in the 5'-end sequence of the clones and the representative sequences, and 
are used for the characterization. 

40 EXAMPLE 8 

Prediction of the existence of a signal sequence by the PSORT. 

[0157] Prediction of the existence of a signal sequence by the PSORT was perfomned on all of the amino acid se- 
45 quences predicted from all the initiation codons in the 5'-end sequence of the clones and the representative sequences 
of the clusters. By analyzing the presence or absence of the sequence which is predicted to be a signal sequence, 
which is characteristics of the N -terminus of many secretory proteins, cDNA clones encoding a secretory protein or 
membrane protein were selected. 

50 EXAMPLE 9 

Prediction of the protein function by the BLAST search. 

[01 58] The 5'-end sequence of the representative sequences of the cluster was analyzed by the BLAST homology 
55 search of the SwissProt. The obtained top hit data was classified into those identical to the 5'-end representative 
sequence (identity was 90% or higher), those not identical to the 5'-end representative sequence (identity was 60% or 
lower, and compared sequence was not more than 25 nucleotides), and those similar to the 5'-end representative 
sequence (the rest of the data). 
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[0159]' All the keywords in the SwissProt data corresponding to the top hit data were selected, and the 5'-end rep- 
resentative sequences were classified by the keywords relating with functions. 
The keywords relating with a secretory protein or nnembrane protein are the followings: 

5 growth factor, 

cytokine, 
hornnone, 
receptor, 

G-protein coupled receptor, 
10 ionic channel, 

voltage-gated channel, 

calcium channel, 

extracellular matrix, 

transmembrane, and 
15 signal. 

[0160] The keywords relating to glycoprotein is glycoprotein. 

[0161] The keywords relating to signal transduction are the followings: 

20 serine/threonine-protein kinase, 

tyrosine-protein kinase, and 
calmodulin-binding. 

[0162] The keywords relating to transcription are the followings: 

25 

transcription regulation and activator, 
transcription regulation and repressor, and 
nuclear protein and repressor. 

30 [0163] The keywords relating to diseases are disease mutation, and syndrome. 

[0164] Many keywords overlapped in the respective group (receptor and transmembrane, for example), and some 
keywords overiapped in different groups (secretory or membrane, and diseases, etc.). 

EXAMPLE 10 

35 

Selection of clones by characterization. 

[0165] From the data obtained by the above characterization, clones encoding a novel secretory protein or membrane 
protein, or proteins with other predicted functions were selected by the combination of the ATGprI score and the 

40 prediction of the signal sequence by the PSORT, or according to the top hit data in the homology search of the SwissProt. 
[0166] In selecting the clones, the 5'-end sequences that are identical to a human mRNA were ignored, whereas 
those that are identical to a human mRNA in part but obviously not identical in the other part were included. Because 
there were clones selected that are identical to a human mRNA in part but obviously not identical in the other part. 
[0167] Also, if the finally selected clones were found to be not full-length compared with the sequences of human 

45 mRNA and ESTs, these clones were discarded. 

EXAMPLE 11 

A method for selection of clones by the combination of the ATGprI score and the prediction of the signal sequence by 
50 the PSORT (a method for selection of secretory proteins and membrane proteins that are novel and full-length). 

[01 68] The sequences of clones and the representative sequences of their clusters were used to obtain the maximal 
ATGprI score and predict the presence of the signal sequence. First, clones were selected based on the representative 
sequences of the clusters. The correspondence between the name and SEQ ID of the representative sequences used 
55 for selection (Table 368), and the correspondence between the name,and SEQ ID of the introns (including the repre- 
sentative sequences of the 5'-end and 3' -end, and ESTs) used for selection of clones from the representative sequences 
of the groups (Table 369) were shown in the last part of the present specification. Therein, HRIFA and HRIRA indicate 
the representative sequence of the 5'-end group, and that of the 3' -end group, respectively 



59 



EP1 130 094 A2 



[0169] In the clusters in which a single clone is contained (the sequence of the 5'-end clone = the represehtative 
sequence of the 5'-end), selected were the clones that were judged to be full-length in comparison with human mRNA 
and ESTs, having the maxinnal ATGprI score 0.5 or higher, and predicted to contain the signal sequence, In principle. 
However, in the following cases, a clone having a longer 5'-end was selected: the nnaximal ATGprI score was less 
than 0.5, the sequence of the 5'-end was not full-length, the clone was obviously shorter although the clone was not 
classified into the sanne cluster according to the BLAST search of the other clones, or the 5'-end sequence correspond- 
ing to the 3'-end of the other clones in the same cluster in which the 3'-end sequence of the clone was contained was 
found to be longer by assembling. Furthermore, if there were multiple full-length clones in the same cluster and it was 
not successful to detennine by assembling which has the longer 5'-end, all the clones were selected. For assembling, 
the SequencheK^**) (Hitachi Soft Engineering ) was used. As a result, the signal sequence predicted to be present in 
the representative sequence was not present in some of the selected clones. In some cases, the ATGprI score became 
smaller than 0.5 or 0.3. The fullness ratio in these clones was low, yet still it is possible that the clones are full-length. 
The clones in which the signal sequence predicted to be present in the representative sequence was not present after 
selection were likely to be without the signal sequence, but still it is possible that the clones encode a membrane protein. 
[0170] In the clusters comprising multiple clones, in which the representative sequence of the 5'-end was predicted 
to contain the signal sequence, selected were the clones having the longest 5'-end sequence among the clones which 
were judged to be full-length compared with human mRNA and ESTs, having the maximal ATGprI score for the 5'-end 
sequence 0.5 or higher, and predicted to contain the signal sequence. However, in the following cases, a clone having 
a longer 5'-end was selected: the maximal ATGprI score was less than 0.5, the sequence of the 5'-end was not full- 
length, the clone was obviously shorter although the clone was not classified into the same cluster according to the 
BLAST search of the other clones, or the 5' -end sequence corresponding to the 3'-end of the other clones in the same 
cluster in which the 3'-end sequence of the clone was contained was found to be longer. Furthermore, if there were 
multiple full-length clones in the same cluster and it was not successful to determine by assembling which has the 
longer 5'-end, all the clones were selected. As a result, the signal sequence predicted to be present In the representative 
sequence was not present in some of the selected clones. In some cases, the ATGprI score became smaller than 0.5 
or 0.3. The fullness ratio in these clones was low, yet still it is possible that the clones are full-length. The clones in 
which the signal sequence predicted to be present in the representative sequence was not present after selection were 
likely to be without the signal sequence at the 5'-end, but still it is possible that the clones encode a membrane protein. 
[0171] Next, in the clusters comprising multiple clones, in which the representative sequence of the 5'-end was 
predicted to have no signal sequence, selected were the clones which were judged to be full-length compared with 
human mRNA and ESTs, having the maximal ATGprI score for the 5'-end sequence 0.5 or higher, and predicted to 
contain the signal sequence. 

[0172] The number of the clones selected by the combination of the ATGprI score and the prediction of a signal 
sequence by the PSORT were 254. The number of the clones having the maximal ATGprI score 0.5 or higher, and 
predicted to contain a signal sequence were 170 (Table 7-1 p). Among the clones, 1 64 clones were found to have the 
representative sequence of the original cluster that fulfills the same conditions. On the other hand, 5 clones were 
selected from the representative sequences of the 5'-end of the clusters which was predicted to contain a signal se- 
quence while the maximal ATGprI score was lower than 0.5. A clone was selected from the representative sequence 
of the 5'-end of the cluster which was predicted to have no signal sequence. 

[0173] The clones that have the maximal ATGprI score 0.3 or higher and less than 0.5 and predicted to contain the 
signal sequence were 35 clones (Table 11), in which 8 clones were found to have the representative sequence of the 
original cluster that fulfills the same conditions. Twenty-seven clones were selected from the representative sequences 
of the clusters which have the maximal ATGprI score 0.5 or higher and were predicted to have no signal sequence. 
[01 74] The clones that have the maximal ATGprI score less than 0.3 and were predicted to contain a signal sequence 
were 41 clones (Table 12). The clones that have the maximal ATGprI score 0.5 or higher and were predicted to have 
no signal sequence were 4 clones (Table 13). The clones that have the maximal ATGprI score 0.3 or higher and less 
than 0.5 and were predicted to have no signal sequence were 2 clones (Table 14). The clones that have the maximal 
ATGprI score less than 0.3 and were predicted to contain a signal sequence were 2 clones (Table 15). The represent- 
ative sequences of the original clusters of all the clones had the maximal ATGprI score 0.3 or higher, and were predicted 
to contain a signal sequence. 

[0175] The fullness ratio of the clones having the maximal ATGprI score 0.5 or higher, 0.3 or higher, and 0 or higher 
is expected to be as shown in Table 3, 4, 5, and 6. 



Table 7 
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The 170 clones in which the selected clones have the maximal ATGprI score 0.5 or higjer, 
and were predicted to contain a signal sequence by the PSORT 



name of clone 


name of sequence 


maximal j 


^iQnal 


name of representative 


Tidximal 


sianal 






\TGprl score 




sequence i 


\TGpr1 score 




HEMBA1000713 


F-HEMBA1000713 


0.67 


Ves 


HRIFAO 17729a 


0.57 


Yes 


HEMBA1 000962 


F-HEMBA100096;> 


0.69 


Yes 




0.69 


Yes 


HEMBA1001272 


F-HEMBA100127:> 


0.94 


Yes 


HR[FA001179a 


0.94 


Yes 


HEMBA1001297 


F-HEMBA1001297 


0.89 


Yes 


HR[FA^12Q1a 


0.89 


Yes 


HEMBA1 002420 


F-HEMBA 1002421) 


n R 


1 cs 




0.6 


Yes 


HEMBA1003101 


F-HEMBA 1003 101 




1 cS 


nnrFAnn?7fi7a 


0.94 


Y»Q 
1 Co 


HEMBA1 003399 


F-HEMBA1 00339!) 




1 es 


nr%irMLFU^90«/a 


n Qd 


Yac 
1 C5 


HEMBAl 003732 


F-HEMBA1 003732 


Ci Aft 


Yes 


nKirMiHjj 1 0"a 


U-Ow 


Vac 

Tes 


HEMBA1004nO 


F-HEMBA1004110 




Tes 


nrUrAUUoj rsa 




Tes 


HEMBAl 005430 


F-HEMBA1 005430 


U.b9 


Yes 


nmrAu2ubola 




Yes 


HEMBA1006016 


F-HEMBA100601() 


u.b 


Tes 


nKJrAU2u40Da 


n A 

U.Q 


Tes 


HEMBA1006I71 


F-HEMBA1O06171 


0.62 


Yes 


nRJFA02l3y9a 


0.62 


Yes 


HEMBA1006311 F-HEMBAl 006311 


0.94 


Yes 


HRIFA02 1594a 


0.94 


Yes 


HEMBA1O06335 


F-HEMBA1 0063315 


0.83 


Yes 


HRIFA01 2069a 


0.94 


Yes 


HEMBA1006357 


F-HEMBA1 006357 


0.67 


Yes 


HRIFA02 1448a 


0.67 


Yes 


HEMBA1006658 


F-HEMBA1006658 


0.66 


Yes 


HRIFA021323a 


0.66 


Yes 


HEMBAl 006707 


F-HEMBA1 006707 


0.66 


Yes 


HRIFA02 1499a 


0.94 


Yes 


HEMBA1O06902 


F-HEMBA1 006902 


0.66 


Yes 


HRIFA02 1754a 


0.94 


Yes 


HEMBA1 006960 


F-HEMBAl 006960 


0.94 


Yes 


HR1FA02 1886a 


0.94 


Yes 


HEMBB 1000276 


F-HEMBB1000276 


0.94 


Yes 


HRlFA029577a 


0.94 


Yes 


HEMBB 1000642 


F-HEMBB 1000642 


094 


Yes 


HRIFA029779a 


0.94 


Yes 


HEMBB1 000905 


F-HEMBB 1000905 


0.94 


Yes 


HRIFA009764a 


0.91 


Yes 


HEMBB1001200 


F-HEMBB 1 001 20»D 


0.83 


Yes 


HRIFA030839a 


0.81 


Yes 


HEMBB1001407 


F-HEMBB1001407 


0.87 


Yes 


HRIFA030981a 


0.87 


Yes 


HEMBB 1001 530 


F-HEMBB1O0153O 


0.6 


Yes 


HRIFA03 1062a 


0.6 


Yes 


HEMBB 1001 547 


F-HEMBBl0ai547 


0.87 


Yes 


HRIFA031075a 


0.87 


Yes 


HEM6B1001978 


F-HEMBB1001973 


0.7 


Yes 


HRIFA03 1350a 


0.7 


Yes 


HEMBB1002162 


F-HEMBB1002t62 


0.91 


Yes 


HRIFA031472a 


0.91 


Yes 


HEMBB1 002228 


F-HEMBB 1002223 


0.53 


Yes 


HRIFA031510a 


0.53 


Yes 


HEMBB10Q2245 


F-HEMBB 1002245 


094 


Yes 


HRIFA0329d4a 


0.94 


Yes 


HEMBB1002427 


F-HEMBB 100242 7 


0.57 


Yes 


HRlFA0057W)a 


0.94 


Yes 


HEMBB10Q2465 


F-HEMBB1002465 0.72 


Yes 


HRIFA031672a 


0.72 


Yes 


HEMBB 1002693 


F-HEMBB1 002693 : 0.64 


Yes 


HRIFA031895a 


0.64 


Yes 


MAMMA1 000046 


F-MAMMAt0000^^6 1 0.7 


Yes 


HRIFA024841a 


0-7 


Yes 


MAMMA1000102 


F-MAMMAIOOOIO2! 0.79 


Yes 


HRIFA026151a 


079 


Yes 


MAMMA1 000118 


F-MAMMA1OO0118 ' 0.81 


Yes 


HRlFA026153a 


0.81 


Yes 


MAMMA1000141 


F-MAMMA1000141 


0.8 


Yes 


HRIFA024554a 


0.8 


Yes 


MAMMAl 000449 


F-MAMMA10004-^9 


0S4 


Yes 


HRIFA026203a 


0.94 


Yes 


MAMMA 100D457 


F-MAMMA10004Ji7 


0.78 


Yes 


HRIFA026210a 


0.78 


Yes 


MAMMAl 000652 


F-MAMMA10006S2 


0.94 


Yes jHR[FA026346a 


0.94 


Yes 


MAMMA 1000994 


F-MAMMA1 000994 


0.84 


Yes HRIFA026735a 


0.84 


Yes 


MAMMAt001l41 


F-MAMMA1001141 


0.89 


Yes lHRIFA027265a 


0.891 Yes 


MAMMA1001310 


F-MAMMA10013ilO 


0.74 


Yes lHRlFA026899a 


0.74 


Yes 


MAMMAl 001 344 


F-MAMMA1001344 


0.71 


Yes HRlFA026918a 


0.71 


Yes 


MAMMAl 002070 


F-MAMMA 1002070 


06 


Yes HRIFA028371a 


0.82 


Yes 


MAMMAl 002087 


F-MAMMA1 002007 


0.68 


Yes HRlFA027619a 


0.68 


Yes 


MAMMAl 0021 65 


F-MAMMAl 002165 


0.57 


Yes HRJFA027673a 


0.34 


Yes 


MAMMAl 002205 


F-MAMMA1 002205 


0.74 


Yes HRIFA027701a 


0.74 


Yes 


MAMMAl 002633 


F-MAMMA1 002633 


0.53 


Yes HRIFAC3a461a 


0.94 


t Yes 


NT2RM200024I 


F-NT2RM2000241 


0.94 


Yes HRIFA020965a 


0.94 


Yes 


NT2RM2000514 


F-NT2RM20005U 


0.51 


Yes HRIFA022106a 


0.51 


Yes 


NT2RM2001643 


F-NT2RM2001643 


0.69 


Yes |HRIFA028926a 


0.69 


Yes 


NT2RM4000115 


F-NT2RM4000I15 


0.56 


Yes HRIFA025792a 


0.5:3 


Yes 


NT2RM40OO997 


F-NT2RM4000997 


0.94 


Yes lHRIFA029274a 


0.9^ 


t Yes 
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Tables 



The 170 clones in which the selected clones have the maximal ATGprI score 0.5 or higher, 
and were predicted to contain the signal sequence by the PSORT 





name oi sequence 


maximal 


signal 


name of repiesGnlative 


maximal 


signal 






ATGpr) soore 




sequer»ce 


•ATGon score 






r'N 1 2HM400( jZi 


0.74 


Yes 


HRlFA024533a 


0.74 


Yes 


KIT*) outAnn 1 ooc 


P-NT2RM40U 1 325 


0.94 


Yes 


HRIFA033349a 


0.94 


Yes 


NrZRM40017oo 


F-NT2RM4001 768 


0J3 


Yes 


HRJFA01 3668a 


0.5 


Yes 


NTzkP 1000448 


F-NT2RP 1000448 


0.62 


Yes 


HRIFA005356a 


0.62 


Yes 


NT2RP 1001 563 


F-NT2RP10015'S3 


0.52 


Yes 


HRIFA0060l8a 


0.52 


Yes 


NT2RP20D1915 


F-NT2RP2O01915 


0.94 


Yes 


HRIFA007541a 


0.94 


Yes 


NT2RP2002015 


F-NT2RP2002015 


0.94 


Yes 


HRIFA007619a 


0.94 


Yes 


NT2RP2002063 


F-NT2RP20020S3 


0.87 


Yes 


HRlFA007659a 


0.94 


Yes 


NT2RP2002304 


F-MT2RP2OO23'04 


0.87 


Yes 


HRIFA007829a 


0.94 


Yes 


NT2RP2002674 


F-NT2RP2002674 


0.8 


Yes !HRIFA008099a 


0.8 


Yes 


NT2RP200272J 


F-Afr2RP20027.21 


0.55 


Yes :HRfFA008131a 


0.56 


Yes 


NT2RP2C03383 


F-NT2RP2003383 


0.67 


Yes ;HRIFA008606a 


0.67 


Yes 


NT2RP2003593 


F-NT2RP2003593 


0.73 


Yes 


HRIFA008252a 


0.94 


Yes 


NT2RP2003599 


F-NT2RP2003599 


0.5B 


Yes 


HRIFA008753a 


0.58 


Yes 


NT2RP2003655 


F-NT2RP2003655 


0.78 


Yes 


HRIFA008784a 


0.83 


Yes 


NT2RP2004179 


F-NT2RP2004179 


0.83 


Yes 


HRIFA008827a 


0.63 


Yes 


NT2RP2004495 


F^r^2RP2004495 


0.58 


Yes 


HRIFA009372a 


0.58 


Yes 


NT2RP2004524 


F-NT2RP2004524 


0.73 


Yes 


HRIFA009392a 


0.82 


Yes 


NT2RP2004556 


F-ffT2RP2004556 


0.81 


Yes 


HRIFA009414a 


0.87 


Yes 


NT2RP2004a37 


f^NT2RP2004837 


0.94 


Yes 


HRIFA006216a 


0.93 


Yes 


NT2RP2005027 


F-NT2RP2005027 


0.92 


Yes 


HRIFA004t45a 


0.93 


Yes 


NT2RP2005463 


F-NT2RP2005463 


0.93 


Yes 


HRIFA01 0034a 


0.42 


No 


NT2RP2C05514 


F-NT2RP2005514 


0.53 


Yes 


HRIFA01 0070a 


0.58 


Yes 


NT2RP2005887 .F-NT2RP2005887 


0.94 


Yes 


HRIFAO 10322a 


0.94 


^es 


NT2RP20D6269 


F-NT2RP2006269 


0.78 


Yes 


HRIFA025913a 


0.57 


Yes 


NT2RP3000169 


F-NT2RP3000169 


0.94 


Yes 


HRIFA02226?a 


094 


Yes 


NT2RP3O00460 


F-NT2RP3000460 


0.61 


Yes 


HRIFA022794a 


0.61 


Yes 


Nr2RP3000789 


F-NT2RP30007Bg 


0.62 


Yes 


HRlFA023605a 


0.62 


Yes 


NT2RP3000818 


F-NT2nP3000818 


0.52 


Yes 


HRlFA023619a 


0.52 


Yes 


NT2RP3001012 


F-NT2RP3001012 


0.67 


Yes 


HRIFA023129a 


0.22 


Yes 


NT2RP3001044 


F-NT2RP3001C44 


0.93 


Yes 


HRJFA00702ea 


0.73 


Yes 


NT2RP3001560 


F-NT2RP3001560 


0.58 


Yes 


HRlFA030599a 


0.92 


Yes 


NT2RP3001685 


F-NT2RP30016i85 


0-5 


Yes 


HRlFA023521a 


0.5 


Yes 


NT2RP3001858 


F-NT2RP300U:58 


0.94 


Yes 


HRIFA026490a 


0.94 


Yes 


NT2RP3002160 


F-NT2RP3002160 


0.61 


Yes 


HRIFA005760a 


0.94 


Yes 


NT2RP300283S 


F-NT2RP3002^36 


0.68 


Yes 


HRlFA024392a 


0.72 


Yes 


NT2RP3002958 


F-NT2RP3002£)58 


0.54 


Yes 


HRIFA01 7670a 


0.91 


Yes 


NT2RP3003535 


F-NT2RP3003.'i35 


0.94 


Yes 


HRlFA025498a 


0.94 


Yes 


NT2RP3004000 


F-NT2RP3004(I00 


0.93|Yes 


HR]FA025276a 


0.93 


Yes 


NT2RP3004321 


F-NT2RP3004:t21 


0.81! Yes 


HRIFA025786a 


0.81 


Yes 


NT2RP3004355 


F-NT2RP3004355 


0.6 


Yes 


HRlFA025360a 


0.6 


Yes 


NT2RP3004374 


F-raT2RP3004:{74 


0.58 


Yes 


HR]FA024533a 


0.74 


Yes 


NT2RP4001001 


F-NT2RP4001001 


0.53 


Yes 


HR]FA009214a 


0.5 


Yes 


J^2RP4002715 


F-NT2RP4002715 


0.94 


Yes 


HRlFA024921a 


0.53 


Yes 


OVARC 1000298 


F-OVARCl 000298 


0.61 


Yes 


HRIFA004852a 


0.59 


Yes 


OVARC 1000775 


F-OVARC1000775 


0.7 


Yes 


HRIFAO 11347a 


0.7 


Yes 


0VARC1 000811 


F-OVARC10008n 


0.52 


Yes 


HRlFA000974a 


0.39 


Yes 


OVARCl 000853 


F-OVARC100C853 


0.94 


Yes 


HRlFA0n403a 


0.94 


Yes 


OVARC1001222 


F-OVARC1001222 


0.79 


Yes 


HRFA022714e 


0.67 


Yes 


OVARC1001807 


F-OVARCl 001 807 


0.52 


Yes 


HRlFA021069a 


0.52 


Yes 


OVARCl 001 833 


F-OVARCl 001 833 


0.9 


Yes 


HRIFA021136a 


0.9 


Yes 


PLACE 1000231 


F-PLACEl 000231 


0.52 


Yes 


HRIFAO 11 802a 


0.52 


Yes 


PLACHl 000560 


F-PLACE1000;560 


0,88 


Yes 


HRIFA01 2022a 


0.88 


Yes 


PLACET 000740 


F-PLACE 1000740 


0.57 


Yes 


HRlFA012151a 


0.57 


Yes 



2/4 (continued) 



62 



EP1 130 094 A2 



Table 9 



The 170 clones in which the selected clones have the nriaximal ATGprI score 0.5 or higher, 
and were predicted to contain the signal sequence by the PSORT 



name of clone r 


lame of sequence r 


nawmaJ < 


signal n 


ame of representative n 


taximal < 


>tgnal 






VTGprl score 




equenoe / 


VTGprI score 




PLACE10009t2 


F-PLACE1000912 


0.9^ 


/es 1 


rlRtFAOl 2282a 


0.9 ^ 


^es 


PLACE1000914 


F-PUCE1 000914 


0.94' 


/es 


hIRIFAOl 2283a 


0.94' 


Yes 


PLACE1 000927 


F-PLACE1 000927 


0.71 ' 


fes 1 


URIFAOI 2290a 


0.71 ^ 


/es 


PLACE1 000986 


F-PLACE1 000986 


0.51 


Ves 


HRIFA01 2333a 


0.51 ' 


Yes 


PLACE1001100 


F-PLACE1001100 


0.76' 


res 


HRIFA012417a 


0.76 ^ 


Yes 


PLACE1001183 


F-PLACE1001183 


0.69 


Yes 


KRIFAO 12480a 


0.69' 


Yes 


PLACE1001229 


F-PLACE1001229 


0.65 


Yes 


hlRIFA012513a 


0.65^ 


Yes 


PLACEI001407 


F-PLACE1001407 


0.83 


Yes 


HR1FA01 2089a 


0.94' 


Yes 


PLACEI001788 


F-PLACE1001788 


0.6 


Yes 


HRIFA012d81a 


0.6 


Yes 


PLACE (002374 


F-PLACE1 002374 


0.68 


Yes 


HRIFAO 13265a 


0-92 ' 


Yes 


PLACE10O2518 


F-PLACE1002518 


0.94 


Yes 


HRiFA018B49a 


0.78 


Yes 


PLACE 1003839 


F-PLACE1 0036139 


0.67 


Yes 


HRIFA0 141 78a 


0.6 


Yes 


PLACf 1003845 


F-PLACE1003M5 


0.92 


Yes 


HRIFA019185a 


0.92 


Yes 


PLACE1004199 


F-PLACE1004199 


0.94 


Yes 


HRlFAOl 4417a 


0S4 


Yes 


PLACEl 004282 


F-PLACEl 0042182 


0.94 


Yes 


HRIFA01 4467a 


0.94 


Yes 


PLACEl 004305 


F-PLACE1004C105 


0.87 


Yes 


HRlFAOl 4482a 


0.87 


Yes 


PLACEl 004637 


F-PLACE1004ti37 


0.89 


Yes 


HRIFAO 14692a 


0.89 


Yes 


PLACEl 005005 


F-PLACE1005Cf05 


0.55 


Yes 


HRlFAOl 4953a 


0.55 


Yes 


PLACEl 005250 


F-PLACE1 0052150 


0.52 


Yes 


HRlFAOl 51 29a 


0.52 


Yes 




F-PLACE1 0054110 


0.61 


Yes 


HRlFAOl 5236a 


0.61 


Yes 






0.92 


Yes 


HRIFAD1 S443a 


0.92 


Yes 


PI API= 1 nn^iiRii 


F-Pl ACFIOnSj'fiS 


0.62 


Yes 


HRlFAOl 547 la 


0.62 


Yes 




F-PLACF 1005^1?? 


0.66 


Yes 


HRlFAOl 55 6&a 


0.94 


Yes 


PI Ar^Pinnfifi74 


F-Pi ACF10nfi079 


0.56 


Yes 


HRIFA015671a 


0.56 


Yes 




p— PI ArtPtonAOQ3 


0.59 


Yes 


HRlFAOl 5682a 


0,59 


Yes 




F-Pl_ACF1 0065' 1 9 


0.94 


Yes 


HRlFAOl 5764a 


0.93 


Yes 


PI AonnnfiAOQ 


F-PI ACPIOOfiftOd 


0.66 


Yes 


HRlFAOl 61 29a 


0.66 


Yes 


rLMUC 1 W f CHI 


F-Pt ACF 1007040 


0.87 


Yes 


HRIFA0 1 328da 


0.87 


Yes 






0.59 


Yes 


HRlFAOl 2 167a 


0.82 


Yes 




F-PI ACF1007fi?fi 


0.67 


Yes 


HRIFAOI 6623a 


0.67 


Yes 


PI AfiP 1007971 


F-PLACF1 007^171 


0.74 


Yes 


HR1FA01 683Ba 


0.74 


Yes 


PI AriPIOORQftS 


F-PLACE1 008985 


0.65 


Yes 


HRFA01 7457a 


0.48 


Yes 


PL ACE 1009067 


F-PLACE1 009067 


0.59 


Yes 


HRIFAOI 7509a 


0.59 


Yes 


PLACF 1009 195 


F-PLACE 1009 196 


0.73 


Yes 


HRIFAOI 7594a 


0.73 


Yes 


PLACEt009527 


F-PLACE1009527 


0.58 


Yes 


HRIFAOI 7791a 


0-87 


Yes 


PLACEl 009982 


F-PLACE1009n82 


0.94 


Yes 


HR1FA01 8075a 


0.94 


Yes 


PLACE1011236 


F-PLACE101i;i36 


0.52 


Yes 


HRIFAOI 8827a 


0.66 


Yes 


PLACE20OO2I9 


F-PLACE2000;!19 


0.73 


Yes 


HRIFA034010a 


0.73 


Yes 


SKNMC1 000004 


F-SKNMC1000004 


0.94 


Yes 


HRIFA030097a 


0.94 


Yes 


THYR0 1000036 


F-THYRO100W36 


0.33 


Yes 


HRlFA027754a 


0.83 


Yes 


THYRO1000099 


F-THYRO1000D99 


0.94 


Yes 


HRlFA027803a 


0.94 


Yes 


THYRO1001237 


F-THYRO 100 1 237 


0.94 


Yes 


HRIFA030248a 


0-94 


Yes 


THYRO1001327 


F-THYRO1001327 


033 


Yes 


HRlFA025l25a 


0.94 


Yes 


THYRO1001495 


F-THYR0 100 1495 


0.89 


Yes 


HRIFA030394a 


0.89 


Yes 


THYR0 100 1523 


F-THYR0 100 1523 


0.71 


jYes 


HRIFA030408a 


0.71 


Yes 


THYRO100i725 


F-THYRO1001725 


0.94 


Yes 


HRlFA029107a 


0.94 


^ Yes 


Y79AA 1000226 


F-Y79AA1 000226 


0.94 


Yes 


HRIFA027874a 


0.94 


t Yes 


Y79AA1 000521 


F-Y79AA1000521 


0.92 


. Yes 


HRIFA0279618 


0,92 


. Yes 


Y79AA1 000775 


F-Y79AA1 000776 


0.7£ 


( Yes 


HRIFA028401 a 


0.7£ 


I Yes 


Y79AA1 000959 


F-Y79AA1000£I59 


0.£ 


) Yes 


HRIFA028465a 


0.£ 


Yes 


Y79AA10O1O13 


F-Y79AA100UI13 




\ Yes 


HRIFAOI 1193a 


0.9^ 


t Yes 


Y79AAtOOl264 


F-Y79AA100i:!64 


0.9^ 


I Yes 


HRIFA02B573a 


0.9^ 


I Yes 


Y79AAt001328 


F-Y79AA1 0012128 


0.91 


Yes 


HRIFA028592a 


0.91 


Yes 


Y79AAt 001427 


F-Y79AAl00Ut27 


0.6J 


i Yes 


HRIFA028652a 


o.ei 


i Yes 
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l^ble 10 



The 170 clones in which the selected clones have the maximal ATGpn score 0.6 or higher, 
and were predicted to contain the signal sequence by the PSORT 



name of done 


name of sequence 


maximal 


signal 


name of representative 


maximal 


signal 






ATGpn score 




sequence 


ATGprI score 




Y79AA1001430 


F-Y79AA100143D 


0.94 


Yes 


HRIFA028654a 


0.94 


Yes 


Y79AA1001530 


F-Y79AA1001530 


0.94 


Yes 


HRIFA01 0206a 


0.94 


Yes 


Y79AA1001592 


F-Y79AA1001592 


0.94 


Yes 


HRIFA028708a 


0.94 


Yes 


Y79AA1001793 


F-Y79AA1001793 


0.89 


Yes 


HRIFA032066a 


0.89 


Yes 


Y79AA1001795 


F-Y79AA1001795 


0.59 


Yes 


HRIFA032067a 


0.59 


Yes 


Y79AA1001863 


F-Y79AA1001863 


0.56 


Yes 


HRIFA032097a 


0.15 


Yes 


Y79AA1 002022 


F-Y79AA1 002022 


0.94 


Yes 


HRIFA033718a 


0,94 


Yes 


Y79AA1 002373 


F-Y79AA1 002373 


0.79 


Yes 


HRIFA032271a 


0.79 


Yes 
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Table 11 



The 35 clones in which the selectee! clones have the maximal ATGprl score 0.3 or higher 
and less than 0.5. and were predicted to contain the signal sequence by the PSORT 





name of senusnt"^ 


rrtaximal 


signal 


1 cpi cocf Ha U V 


maonmal 


diyi lal 






ATGprl score 






ATGprl score 




u^KiQ A 1 nnnani 




ft QQ 


Yes 


H Kir A0UUo4!)a 


A Oil 


Yes 


ucMQ A 1 rtn'scno 

nClVlDM 1 UUJDUZ 


r ntlVitSA 1 UUowZ 




■v/_ _ 

Yes 


LiDTCAAOAl AAq 


A A'i 


Yes 


MtiViD A 1 UU4 / 


r ntMoAl UU*» /y / 




Yes 


nRIFA020oo3a 


O.DO 


Yes 


ntMoD 1 UUU44 / 


r MbMbtil UUU'W / 


O.OI 


Yes 


HRIFA 00 1558a 


0.76 


Yes 


MAMMA 1 UiKj£>9 1 


F-MAMMA1 00U59 1 


A Oil 

0.34 


Yes 


HRIFA026303a 


0.77 


Yes 


MAMMA 1 UOOoo 1 


F-MAMMA1 UUIIdB 1 


0.35 


Yes 


HRIFA026364a 


0.94 


Yes 


MAMMA 1000986 


^ AJAftJftAA-^ Art^iAA^ 

F-M AMMA1 000986 


0.37 


Yes 


HRIFA02161 la 


0.37 


Yes 


MAMMA 1001 893 


ft < A ft <ft J A 4 A A 1 n ft A 

F-MAMMA100i893 


0.44 


Yes 


1 1 r^V^ & A#l ^ .J A P 

HRIFA02 7485a 


0.9 


Yes 


ftlAftJftlA4 e\f\ * t\c^ 

MAMMA 100 1957 


^ AJAftAftAAH nn 1 n 

F-MAMMAiOOl 957 


0.48 


Yes 


HRIFA027536a 


0.94 


Yes 


NT2RM2001941 


F-NT2RM2Q01941 


0.44 


Yes 


HRIFA032011a 


0.94 


Yes 


NTzRP 1000050 


F-NT2RP 1 000050 


0.47 


Yes 


HRJFA0051 02a 


0.54 


Yes 


K ■ ' V f\ 4 AAA AAA 

NT2RP 1000903 


& l^FA n 4 AAA^i A ^ 

F-NT2RPl0OOS)03 


0.38 


Yes 


HRIFA005650a 


0.38 


Yes 


NT2RP2uu3469 


F-NT2RP20U3469 


0.33 


Yes 


HRlFA008661a 


0.9 


Yes 


NT2RP2003664 


F-NT2RP2003^64 


0.36 


Yes 


1 1 A AA A^ n A 

HRIFA008790a 


0.89 


Yes 


NT2RP2U04447 


F-NT2RP2004AW7 


0.36 


Yes 


t I^^T^AAAAAAA 

HRIFA009339a 


0.93 


Yes 


NT2RP2006042 


F-NT2RP2006042 


0.37 


Yes 


1 t r^r A A ^ A ji AP 

HRIFAO 10425a 


0.69 


Yes 


NT2RP3001 195 


F-NT2RP3001 1 95 


fS AA 

0.44 


Yes 


HRIFA023227a 


0:94 


Yes 


N 1 tKroUUoo04 


1 — N 1 ZKKoUUooDH 




Yes 


HKIr AOUoZl Za 


A CI 

U.Dl 


Yes 




C— Kixo D D '>rtrt 1 /I R Q 


U.J 


Yes 


n RIFAOZO 1 43a 


A O 

0.3 


Yes 


N t ZKroUUo300 


1 — iM 1 ZKHoUUo^lDo 




Yes 


nKlrAOUoyAya 


A CO 
O.OZ 


Yes 






A OC 


Yes 


LJ nr c A no c 1 
n Kir AUZo /Uoa 


A CkA 

0.94 


Yes 






n ii 


Yes 


LIDTCA AOCT70-. 

nKirAUZo//oa 


A ao 

u.yz 


Yes 


OVARC 1000208 


F-OVARC 1 000208 


0.4 


Yes 






t Co 


PLACE1001536 


F-PLACE1001536 


0.33 


Yes 


HRIFA01 2761a 


0.31 


Yes 


PLACE1 003407 


F-PLACE1 003407 


0.48 


Yes 


HRIFA01 3899a 


0.48 


Yes 


PIJ^CE 1003428 


F-PLACE 1003428 


0.37 


Yes 


HRlFA013911a 


0.61 


Yes 


PLACET 003460 


F-PLACE1 003460 


0.38 


Yes 


HRlFAOl 3932a 


0.94 


Yes 


PLACE1 005569 


F-PLACE 1005569 


0.32 


Yes 


HRIFA015351a 


0.68 


Yes 


PLACE1 006277 


F-PLACE 1006277 


0.32 


Yes 


HRIFA01 5802a 


0.65 


Yes 


PLACE1010251 


F-PLACE1010;251 


0.32 


Yes 


HRIFA018238a 


0.62 


Yes 


THYRO1000196 


F-THYRO1000196 


0.44 


Yes 


HRIFA029050a 


0.71 


Yes 


THYRO1000795 


F-THYR01 000795 


0,33 


Yes 


HRIFA029327a 


0.92 


Yes 


THYR0 1000999 


F-THYR0 1000999 


0.4 


Yes 


HRIFA030203a 


0.4 


Yes 


THYR0 1001 478 


F-THYRO1001478 


0.47 


Yes 


HRlFA030385a 


0.89 


Yes 


Y79AA1 000426 


F-Y79AA1 000426 


0,47 


Yes 


HRIFA027940a 


0.92 


Yes 
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Table 12 



41 clones from which selected clones; have the maximal ATGprI score 0 or higher and less than 0.3, 
and predicted to be containing the signal sequence by the PSORT 



name of clone 


name of sequence 


maximal 


signal 


representative 


maximal Signal 






ATGprl score 


sequence 


ATGprl score 


HEMBA1 000300 


F-HEMBA1000300 


0.13 


Yes 


HRlFA000284a 


0.13 


Yes 


HEMBA1002164 


F-HEMBA1002164 


0.11 


Yes 


HRrFA001972a 


0,74 


Yes 


HEMBA1 002239 


F-HEMBA1 002239 


0.17 


Yes 


HRlFA002037a 


0 17 


Yac 


HEMBA 1002421 


F-HEMBA1 002421 


0 27 


Ypc 


HRIFA005392a 


n Q 


T es 


HEMBA1 003294 


F-HEMBA1 003294 


0 IS 


Yftc 

1 tJ9 


HRIFA020163a 


n 1 R 


les 


HEMBA1 006572 


F-HEMBA1 006572 


l/.UU 


1 es 


HRIFA02 1543a 


u.oz 


Yes 


HEMBA1007013 


F-HEMBA1007013 




T 65 


HRIFA02 1906a 




Yes 


HEMBB 1000567 


F-HEMBB1 000567 


n no 


TBS 


HRlFA029730a 


0.15 


Yes 


HEMBB1 002663 


F-HEMBB 1002663 




Yes 


HRIFA031871a 


0.29 


Yes 


MAMMA1001043 


F-MAMMA1 001 043 


0.17 


Yes 


HRIFAQ2fi7fi4a 


0.81 


Yes 


MAMMA1001284 


F-MAMMA 1 00 1 !>84 


0.26 


Yes 


MPtPAO^fiAflqa 
n r\ir A\u£uoo9a 


0.26 


Yes 


MAMMAin01<)01 


p-M AMM A 1 no 1 on 1 


0.17 


Yes 


MRtPAn97^Q')o 


0.17 


Yes 


MAMMAinn999d 

fVIMfVllVIM 1 UKJd.^/,** 


P— MAMMA 1 OCi^OOA 


0.13 


Yes 


l-I OTP A no 77 17-1 


0.13 


Yes 


NT9RM9nnn^nfi 


p— NiT9RM9nnn'infi 


0.25 


Yes 


pirtiPMUt 1 9O0a 


0.25 


Yes 




p— NrT9nM9ono4i h 


0.22 


Yes 


uQiPAn^^ni^^'s 

HP<JPMU££UOOa 


0.82 


Yes 


NT9RP9nn047Q 


P— NIT9RP?nnnA7Q 


0.24 


Yes 


n TOP Muuuozza 


0.12 


Yes 




p— R P9nn 1 AO <^ 

1 IN 1 iinr'^wu I H.JO 


0.19 


Yes 


HRtPAnn799n<s 


0.78 


Yes 


WT9PP9nni Odft 


p— NTOpp^nniQiift 


0.29 


Yes 


UDiPAnniRARo 
HKiP Auu /oooa 


0.89 


Yes 


NT^RP^nnnfid*! 


p— MT9Rp'^nnnftii'; 

P IN 1 C.r\r OUU^O'kiJ 


0.2 


Yes 


UDiPAnooQon^ 
nrxiPMUZ^osua 


0.91 


Yes 


IN t c.n"^\JvO\j to 


P— wTODPirininiR 

r IN I tKrOUUOU/O 


0.23 


Yes 


nruP AUZhS /oa 


0.65 


Yes 


MTO PDAnrt 1 070 
In I ^Kr*MJU 1 0 / 5f 


C— WTODDAnm fl7Q 

r In 1 /.HfWxJ 1 0 / ir 


0.26 


Yes 


MKIpAUI /oloa 


0,79 


Yes 


IN 1 £KK4UUZ*K) 1 


IT-. KIT 0 DD A rtn 0 ^ 1^ 1 
1 — IN 1 /Kr''HJUit*II> 1 


0.11 


Yes 


HKIrAUl o44/a 


0.34 


Yes 


nv A DP 1 nnriA.'^Q 

VJ V AKO 1 IJUKJ'hiif 




0.15 


Yes 


rlKIrAUl 1 1 Uoa 


0.21 


Yes 




P— n\/ARPinni 797 


0.22 


Yes 


pirvip Ay i 99DvJa 


0.22 


Yes 


PI Anpinn?nRn 


p— PI APPinn^ntin 


0.17 


Yes 


pirviPAu 1 ou^za 


0.76 


Yes 




P— PI APPinfi9fi:iR 


0.23 


Yes 


PlruPMU 1 o 1 Uoa 


0.61 


Yes 


PI AriPmndO^ft 


p— PI APPinn4n?ft 


U.l z 


Yes 


URTPAOI Ain't'] 


0.12 


Yes 


PI APPinftddft? 


P-Pi APPinndA'ci9 


0.13 


Yes 


UDIPAHI ASOOo 
PlrUPMU 1 *tOu\J3 


0.57 


Yes 


PLACE1 005383 


F-PLACE10053B3 


0.11 


Yes 


HRIFA01521da 


0.52 


Yes 


PUVCEI 005544 


F-PUCE1 005544 


0.08 


Yes 


HRIFA009852a 


0.41 


Yes 


PLACE1 005660 


F-PLACE1 005650 


0.2 


Yes 


HRIFA01 5409a 


0.2 


Yes 


PLACE1 006443 


F-PLACE 1006443 


0-27 


Yes 


HRIFAOl 5902a 


0.89 


Yes 


PLACE1 007296 


F-PLACE1 007296 


0.22 


Yes 


HRIFA01 6430a 


0.27 


Yes 


PLACE1 008469 


F-PUVCE1 008469 


027 


Yes 


HRIFAOl 71 46a 


0.94 


Yes 


PLACE1 008984 


F-PLACE1 008984 


0.11 


Yes 


HRIFAOl 7456a 


0.74 


Yes 


PLACE4000455 


F-PLACE4000455 


0.23 


Yes 


HRIFAOl 2333a 


0.51 


Yes 


SKNMC 100001 4 


F-SKNMC 100001 4 


0.15 


Yes 


HRIFA030106a 


0J6 


Yes 


THYR0 1001 702 


F-THYRO1Q01T02 


0.14 


Yes 


HRIFA030511a 


0.8 


Yes 


Y79AA1 000270 


F-Y79AA1 000270 


0.21 


Yes 


HRIFA005644a 


0.63 


Yes 


Y79AA1 001056 


F-Y79AA1001056 


0.27 


Yes 


HRIFA028497a 


0.27 


Yes 


Y79AA1 001803 


F-Y79AA10018a3 


0.08 


Yes 


HRIFA032073a 


0.68 


Yes 
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Table 13 



Four clones from which selected clones have the maximal ATGprI score 0.5 or higher, 
and predicted to be lacking the signal sequence by the PSORT 



name of clone 


name of sequence r 


laximal 


signal 


name of representative 


maximal 


signal 






TGpr1 score 




sequence 


ATGpn score 




NT2RP3002281 


F-NT2RP30022S1 


0.81 


No 


HRIFAOl 2999a 


0.61 


Yes 


NT2RP3002721 


F-NT2RP3002721 


0.94 


No 


HRIFA023305a 


0.57 


Yes 


NT2RP3004083 


F-NT2RP30040B3 


0.94 


No 


HRIFA008387a 


0.76 


Yes 


PLACE1 005669 


F-PLACE1 005569 


0-94 


No 


HRIFAOl 25 13a 


0.65 


Yes 



Table 14 



Two clones from which selected clones have the maximal ATGprI score 0.3 or higher and less 
than 0.5 and predicted to have no signal sequence by the PSORT 



name of clone 


name of sequena? 


maximal 


signal 


representative 


maximal 


signal 






MGpr1 score 




sequence 


t^TGprl score 




NT2RP3000481 


F-NT2RP3000481 


0.47 


No 


HRlFA028614a 


0.93 


Yes 


NT2RP3003559 


F-NT2RP3003559 


0.48 


No 


HRIFA025514a 


0.45 


Yes 



Table 15 

Tv^ clones from which selected domes have the maximal ATGprI score 0 or higher and less than 
0.3. and predicted to have no signal sequence by the PSORT 



name of clone 


name of sequence 


'maximal 


signal 


jrepresentative 


maximal 


signal 






MGpr1 score 




sequence 


ATGprI score 




PLACE1005601 


F-PLACE1 005601 


0.12 


No 


HRIFAOl 0593a 


0.64 


Yes 


PLACE1006786 


F-PLA0E1 006786 


0.22 


No 


HRIFAOl 2333a 


0.51 


Yes 



EXAMPLE 12 

A method for the selection of clones based on the top hit data in the homology search against the SwissProt (a method 
for the selection of a novel full-length protein that is predicted to have a function based on the top hit data). 

[0176] The representative sequences of the clusters were discarded in which the 5'-end sequence is identical (90% 
or more matching), or not similar (the compared part contains a sequence of 25 nucleotides or shorter and the similarity 
is lower than 60%) to the top hit data in the SwissProt. Then, the remaining representative sequences which has 
similarity to the representative sequences of the 5'-ends were classified by a group of the above keywords (some 
representative sequences belong to a group by multiple keywords), and then clones were selected from the clusters. 
The names and the corresponding SEQ IDs of the representative sequences, and also the names of the introns (in- 
cluding the representative sequence of the 5'-end or the 3'-end, or ESTs) used for selecting the clones from the rep- 
resentative sequences and the corresponding SEQ IDs are shown in the last part of the present specification (Table 
368 and 369, respectively). HRIFA indicates the representative sequence of the 5'-end group, and HRIRA indicates 
the representative sequence of the 3'-end group. 

[0177] In principle, from the clusters containing only a single clone (the 5'-end sequence is the representative se- 
quence of the cluster), the clone was selected. However, in the following cases, the clone containing a longer 5'-end 
was selected: where the maximal ATGprI score was less than 0.5, the 5'-end sequence of the clone to be selected 
was not complete, or the 5'-end of the clone was found to be obviously short nevertheless the clone should not be 
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included in the same cluster based on the BLAST analysis between the other clones, or further, the 5'-end sequence 
of the said clone, which corresponds to the 3'-ends of the other clones belonging to the same cluster in which the 3'- 
end of the said clone was included, was tu rn out to be longer than those of the other clones by assembling them. When 
there were two clones in the same cluster, judged to be full-length, and it was difficult to determine which clone has 
the longer 5'-end even by assembling them, all the clones were selected. As a result, the ATGprI score in some clones 
became less than 0.5 or less than 0.3. The fullness ratio of these clones became lower, but there is still a possibility 
that the clones are full-length. 

[0178] In the case in which multiple clones were contained in a cluster, selected was the clone having the longest 
5'-end in the clones judged to be full-length compared to the human mRNA or human EST However, in the following 
cases, the clone containing a longer 5'-end was selected: where the maximal ATGprI score was less than 0.5, the 5'- 
end sequence of the clone to be selected was not complete, or the 5'-end of the clone was found to be obviously short 
nevertheless the clone should not be included in the same cluster based on the BLAST analysis between the other 
clones, or further, the 5'-end sequence of the said clone, which corresponds to the 3'-ends of the other clones belonging 
to the same cluster in which the 3'-end of the said clone was included, was turn out to be longer than those of the other 
clones by assembling them. When there were two clones in the same cluster, judged to be full-length, and it was difficult 
to detennine which clone has the longer 5'-end even by assembling them, all the clones were selected. As a result, 
the ATGprI score in some clones became less than 0.5 or less than 0.3. These clones can still be full-length. 
[0179] Based on the top hit data in the SwissProt homology search, 658 clones were selected. Among them, 446 
clones were selected by the keywords, secretion or membrane. Using the keyword, glycoprotein, 243 clones were 
selected. 51 clones were selected by the keywords for signal transduction. With the keywords for transcription, 130 
clones were selected. 1 7 clones were selected by the keywords for disease. 

[0180] Among the 446 clones selected by the keywords, secretion or membrane, 77 clones were overlapped with 
those selected by combining the ATGprI score and prediction by the PSORT for the existence of a signal sequence. 
Also, many clones were overlapped with those selected by the keyword, glycoprotein. Moreover, some clones were 
overlapped with the clones selected by the keywords for diseases. 

[01 81 ] Among the 243 clones selected by the keyword, glycoprotein, 53 clones were overlapped with those selected 
by combining the ATGprI score and prediction by the PSORTforthe existence of a signal sequence. Also, many clones 
were overlapped with those selected by the keywords, secretion or membrane. Moreover, some clones were overlapped 
with the clones selected by the keywords in diseases. 

[0182] Among the clones selected by the top hit data in the homology search on the SwissProt, 532 clones were 
having the maximal ATGprI score 0.5 or higher. 59 clones were having the maximal score 0.3 or higher and less than 
0.5. 67 clones were with the maximal score less than 0.3. 

[0183] When the maximal ATGprI score is 0.5 or higher, 0.3 or higher, no less than 0, the expected fullness ratio is 
as shown in Table 3, 4, 5, and 6, respectively. 



Table 16 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "growth 


factor", "cytokine", or "hormone", and the selected clones. 


name of clone 


name of representative sequence 


HEMBA1001563 


HRIFA001439a 


HEMBA1 003047 


HRIFA002743a 


HEMBA1 005070 


HRIFA020144a 


H EM BA1 006724 


HRIFA021620a 


HEMBA1006916 


HRIFA021855a 


MAMMA1001066 


HRIFA027355a 


MAMMA1001634 


HRlFA027187a 


MAMMA1002165 


HRlFA027673a 


NT2RM4000326 


HRlFA032530a 


NT2RM4001377 


HRlFA005300a 


NT2RP2000447 


HRlFA006448a 


NT2RP2000663 


HRlFA006609a 


NT2RP2000903 


HRlFA006798a 


NT2RP2002974 


HRIFA027860a 


NT2RP2003369 


HRlFA008596a 


NT2RP2004141 


HRlFA009123a 
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Table 16 


(continued) 




The representative sequences of the most homologous sequences in the Swiss Prot with the keyword(s) "growth 
factor", "cytokine", or "homnone", and the selected clones. 


5 


name of clone 


name of representative sequence 




NT2RP2005941 


HRIFA010361a 




NT2RP2006099 


HRIFA01 0466a 




NT2RP3000645 


HRIFA022890a 


10 


NT2RP3000838 


HRIFA005300a 


NT2RP4002451 


HRIFA01 8447a 




0VARC1 000275 


HRIFA01 0988a 




OVARC1001030 


HRIFA021061a 




PLACE 1004492 


HR1FA01 4598a 


15 


PLACE 1009279 


HRIFA01 7643a 




THYRO1001071 


HRIFA029440a 




Y79AA1 000207 


HRIFA027867a 




Y79AA1 000426 


HRIFA027940a 


20 


Table 1 7 


25 


The representative sequences of the most homologous sequences in the SwissProt with the keyword{s) "receptor, 
"G-protein coupled receptor", "ionic channel", "voltage-gated channel", or "calcium channel", and the selected 
clones. 




name of clone 


name of representative sequence 




BNGH41 000091 


HRIFA029511a 




HEMBA1001621 


HRIFA001489a 


30 


H EM BA1 003392 


HRIFA002980a 




H EM BA1 005545 


HRIFA020272a 




HEMBA1 007291 


HRIFA022462a 




H EM BA1 007332 


HRIFA022493a 


35 


MAMMA1 000681 


HRIFA026364a 


MAMMA1 000706 


HRIFA026382a 




MAMMA 1001978 


HRIFA027549a 




NT2RM2001939 


HRIFA032009a 




NT2RM2001941 


HRIFA032011a 


40 


NT2RM4002352 


HRIFA001337a 




NT2RP2002510 


HRIFA0079B5a 




NT2RP2002533 


HRIFAOOSOOOa 




NT2RP2005181 


HRIFA005409a 


45 


NT2RP3000304 


HRIFA022616a 


NT2RP3001542 


HRIFA028501a 




NT2RP3002409 


HRIFA024197a 




NT2RP3002836 


HRIFA024392a 




NT2RP3003000 


HRIFA024767a 


50 


NT2RP3004552 


HRIFA025904a - 




NT2RP4001877 


HRIFA032433a 




NT2RP4002750 


HRIFA028157a 




OVARC 1000090 


HRIFA01 0859a 




0VARC1 000956 


HRIFA01 1484a 


55 


OVARC1001991 


HRIFA01 9498a 




PLACE1001016 


HRIFA01 2354a 




PLACE1 001340 


HRIFA012584a 
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Table 17 


(continued) 


The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "receptor", 
"G-protein coupled receptor", "ionic channel", "voltage-gated channel", or "calcium channel", and the selected 
clones. 


name of clone 


name of representative sequence 


PLACE1001401 


HRIFA012625a 


PLACE 1001564 


HRiFA012737a 


PLACE1001655 


HRIFA012795a 


PLACE 1002547 


HRIFA013376a 


PLACE 1002967 


HRIFA013620a 


PLACE 1003573 


HRIFA014006a 


PLACE1 003852 


HRIFA014185a 


PLACE1 004441 


HRIFA014561a 


PLACE1005031 


HRIFA014967a 


PLACE1 005878 


HRIFA01 5536a 


PLACE1 007296 


HRIFA01 6430a 


PLACE 1008469 


HRIFA017146a 


PLACE1010784 


HRIFA031126a 


PLACE1010968 


HRIFA018666a 


THYR01 000956 


HRIFA029393a 


Y79AA1001062 


HRIFA023434a 



Table 18 



The representative sequences of the most homologous sequenses in the SwissProt with the keyword(s) 


"extracellular matrix", and the selected clones. 




name of clone 


name of representative sequence 


HEMBA1 000006 


HRIFA027327a 


HEMBA1 000275 


HRIFA000264a 


HEMBA1 000835 


HRIFA000776a 


HEMBA1 000907 


HRIFA000845a 


HEMBA1002164 


HRIFA001972a 


HEMBA1003101 


HRIFA002787a 


HEMBA1 003230 


HRIFA002891a 


MAMMA1 000403 


HRIFA026465a 


MAMMA1001615 


HRIFA022865a 


MAMMA1001893 


HRIFA027485a 


MAMMA1002128 


HR!FA027644a 


NT2RM4000284 


HRIFA032506a 


NT2RM4000295 


HRIFA032511a 


NT2RM4000587 


HRIFA032696a 


NT2RP2000616 


HRIFA006572a 


NT2RP2000694 


HRIFA006633a 


NT2RP2001562 


HRIFA01 0799a 


NT2RP2001948 


HRIFA007565a 


NT2RP2002409 


HRIFA007909a 


NT2RP2004447 


HRIFA009339a 


NT2RP2004847 


HRIFA005944a 


NT2RP2006004 


HRIFA002766a 


NT2RP3000059 


HRIFA022203a 


NT2RP3000616 


HRIFA022875a 
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Table 1 8 (continued) 



10 



20 



The representative sequences of the most homologous sequenses in the SwissProt with the keyword(s) 


"extracellular matrix", and the selected clones. 




name of clone 


name of representative sequence 


NT2RP3000871 


HRIFA023048a 


NT2RP3000921 


HRIFA023069a 


NT2RP3002015 


HRIFA01 5995a 


NT2RP3002448 


HRIFA024218a 


NT2RP3002983 


HRIFA024473a 


NT2RP3003729 


HRIFA025488a 


NT2RP3004067 


HRIFA027327a 


OVARC1001049 


HRIFA022702a 


OVARC1001222 


HRIFA022714a 


OVARC1 002058 


HRIFA022737a 


PLACE1001114 


HRIFA01 2427a 


PLACE1 002329 


HRIFA01 3235a 


PLACE1004816 


HRIFA014819a 


PLACE1 005383 


HRIFA015219a 


PLACE1 005569 


HRIFA015351a 


PLACE1 006073 


HRIFA003402a 


PLACE1 006277 


HRIFA01 5802a 


PLACE1 008984 


HRIFA01 7456a 


THYR01001102 


HRIFA008174a 


THYR01 001471 


HRIFA030381a 


THYRO1001478 


HRIFA030385a 


Y79AA1 000888 


HRIFA028440a 



Table 19 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


BNGH41 000020 


HRIFA030662a 


HEMBA1000121 


HRIFA000116a 


HEMBA1 000349 


HRIFA000327a 


HEMBA1 000477 


HRIFA000446a 


HEMBA1 000940 


HRIFA002384a 


HEMBA1002163 


HRtFA001971a 


HEMBA1 002421 


HRIFA005392a 


HEMBA1 002767 


HRIFA002503a 


HEMBA1 003945 


HRiFA009220a 


HEMBA1 004250 


HRIFA003504a 


HEMBA1 004391 


HRIFA020693a 


HEMBA1 004444 


HRIFA029285a 


HEMBA1 004454 


HRIFA003592a 


HEMBA1 004505 


HRIFA003635a 


HEMBA1 004797 


HRIFA020883a 


HEMBA1 004982 


HRIFA003892a 


HEMBA1 005489 


HRIFA024543a 


HEMBA1 005698 


HRIFA020453a 


HEMBA1 005945 


HRIFA020349a 
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Table 19 (continued) 



10 



20 



40 



45 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


HEMBA1 006299 


HRIFA025771a 


HEMBA1 006430 


HRIFA021213a 


HEMBA1 006482 


HRlFA022328a 


HEMBA1 007241 


HRIFAp22423a 


HEMBB1 000679 


HRIFA029802a 


HEMBB1001200 


HRIFA030839a 


HEMBB1001573 


HRIFA031091a 


HEMBB1 002427 


HRIFA005760a 


MAMMA1 000204 


HRIFA025966a 


MAMMA1 000473 


HRIFA018870a 


MAMMA1000196 


HRIFA026242a 


MAMMA1 000788 


HRIFA01 8287a 


MAMMA1000814 


HRIFA026618a 


MAMMA1001237 


HR!FA026860a 


MAMMA1001418 


HRIFA027045a 


MAMMA1 002091 


HRIFA027622a 


MAMMA1 002095 


HRlFA027625a 


MAMMA1 002586 


HRIFA027012a 


NT2RM1 000580 


HRlFA004523a 


NT2RM1 000855 


HRIFA004696a 


NT2RM1 000858 


HRIFA004714a 


NT2RM1 000899 


HRIFA004745a 


NT2RM2000565 


HRIFA022139a 


NT2RM2000582 


HRIFA021787a 


NT2RM2001126 


HRIFA024088a 


NT2RM4000198 


HRIFA032453a 


NT2RM4000417 


HRIFA032587a 


NT2RM4000444 


HRIFA032605a 


NT2RM4000593 


HRIFA023489a 


NT2RM4000761 


HRIFA023923a 


NT2RM4000955 


HRIFA030103a 


NT2RM4001735 


HRIFA002063a 


NT2RP1000181 


HRIFA005184a 


NT2RP1 000261 


HRIFA005231a 


NT2RP1 000300 


HRIFA005255a 


NT2RP1 000325 


HRIFA005271a 


NT2RP1 000551 


HRIFA005420a 


NT2RP1 000981 


HRIFA005702a 


NT2RP2000533 


HRlFA006510a 


NT2RP2000649 


HRIFA006596a 


NT2RP2000818 


HRlFA006730a 


NT2RP2001200 


HRIFA007013a 


NT2RP2001495 


HRIFA007228a 


NT2RP2001514 


HRIFA007243a 


NT2RP2001956 


HRIFA007571a 


NT2RP2002063 


HRIFA007659a 


NT2RP2002232 


HRlFA009783a 
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Table 19 (continued) 



20 



40 



45 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


NT2RP2002527 


HRIFA023767a 


NT2RP2002942 


HRIFA008284a 


NT2RP2002976 


HRIFA008314a 


NT2RP2003210 


HRIFA008483a 


NT2RP2003390 


HRIFA008611a 


NT2RP2003469 


HRIFA008661a 


NT2RP2003655 


HRIFA0087B4a 


NT2RP2003664 


HRIFA008790a 


NT2RP2004205 


HRIFA009171a 


NT2RP2004794 


HRIFA009578a 


NT2RP2005425 


HRIFA01 0005a 


NT2RP2005597 


HRIFA010130a 


NT2RP2005632 


HRIFA010152a 


NT2RP2005994 


HR1FA01 0394a 


NT2RP2006269 


HRIFA025913a 


NT2RP2006512 


HRIFA024937a 


NT2RP3000125 


HRIFA022234a 


NT2RP3000171 


HRIFA007722a 


NT2RP3000676 


HRIFA026576a 


NT2RF3000907 


HR!FA025046a 


NT2RP3001061 


HRIFA023154a 


NT2RP3001170 


HRIFA01 0078a 


NT2RP3001195 


HRIFA023227a 


NT2RP3001240 


HRIFA023257a 


NT2RP3001322 


HRIFA023304a 


NT2RP3001388 


HRlFA006926a 


NT2RP3001560 


HRIFA030599a 


NT2RP3001738 


HRIFA025766a 


NT2RP3002160 


HRIFA005760a 


NT2RP3002324 


HRIFA024884a 


NT2RP3002342 


HRIFA006586a 


NT2RP3002571 


HRIFA024255a 


NT2RP3002900 


HRIFA024423a 


NT2RP3002958 


HRIFAOI 7670a 


NT2RP3003532 


HRIFA013477a 


NT2RP3003939 


HRIFA025636a 


NT2RP3004130 


HRIFA025703a 


NT2RP3004133 


HRIFA025706a 


NT2RP3004294 


HRIFA025771a 


NT2RP3004406 


HRlFA025800a 


NT2RP3004481 


HRIFA026089a 


NT2RP3004625 


HRIFA026564a 


NT2RP3004647 


HRIFA026576a 


NT2RP4001009 


HRIFA022227a 


NT2RP4001879 


HRIFA017818a 


OVARC1 000003 


HRIFAOI 0790a 


OVARC1000105 


HRIFA007493a 
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Table 19 (continued) 



30 



The representative sequences of the nnost homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


OVARC1000137 


HRIFA010891a 


0VARC1 000307 


HRIFA002919a 


OVARC1 000331 


HRIFA004162a 


0VARC1 000553 


HRIFA011197a 


0VARC1 000873 


HRIFA032478a 


OVARC1001163 


HRIFA032079a 


0VARC1 001260 


HRIFA01 9867a 


OVARC1001336 


HRIFA019867a 


OVARC1001607 


HRIFA022729a 


PLACE 1000740 


HRIFA012151a 


PLACE1001123 


HRIFA01 2436a 


PLACE1001231 


HRIFA012515a 


PLACE1001836 


Hplp;yQ-129i4a 


PLACE1001949 


HRIFA01 2990a 


PLACE1 002095 


HRIFA013103a 


PLACE1 002905 


HRIFA01 3586a 


PLACE1002911 


HRIFA01 3589a 


PLACE1003163 


HRIFA01 3744a 


PLACE1 003644 


HRIFAO 14056a 


PLACE1 003737 


HRIFA014111a 


PLACE1 004279 


HRIFA01 4465a 


PLACE 1004450 


HRIFA01 4568a 


PLACE1 004482 


HRIFA014590a 


PLACE1 004630 


HRIFA01 4688a 


PLACE 1005544 


HRIFA009852a 


PLACE1 005745 


HRIFA01 7855a 


PLACE1 005927 


HRIFA015568a 


PLACE1 006290 


HRIFA015811a 


PLACE1 007096 


HRIFA012167a 


PLACE1 007845 


HRIFA01 6758a 


PLACE1 007881 


HRIFA01 6240a 


PLACE1 008359 


HRIFA015547a 


PLACE1008716 


HRIFA01 7295a 


PLACE1 008985 


HRIFA01 7457a 


PLACE1 009600 


HRIFA01 7836a 


PLACE1010011 


HRIFA01 8092a 


PLACE1010078 


HRIFA018131a 


PLACE1010251 


HRIFA01B238a 


PLACE1010445 


HRIFA01 0736a 


PLACE1010827 


HRIFA01 8580a 


PLACE1011045 


HR1FA01 4500a 


PLACE1011181 


HRIFA01 8794a 


PLACE1011236 


HRIFA01 8827a 


PLACE1011516 


HRIFA01 8993a 


PLACE3000181 


HRIFA004112a 


SKNMC1 000082 


HRIFA030147a 


THYRO1000196 


HRIFA029050a 
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Table 19 


[continued) 


The representative sequences of the most homologous sequences in the SwissProt with the keyword{s) 


"transmembrane", and the selected clones {except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


THYR01 000400 


HRIFA000564a 


THYR0 1000584 


HRIFA029209a 


THYR01 000678 


HRIFA029256a 


THYR0 1000776 


HRIFA029317a 


THYR0 1000795 


HRIFA029327a 


THYR01 000866 


HRtFA027714a 


THYRO1001113 


HRlFA029460a 


THYRO1001128 


HRIFA029467a 


THYRO1001242 


HRIFA032360a 


THYRO1001266 


HRIFA030264a 


THYRO1001456 


HRIFA030370a 


THYRO1001529 


HRIFA030411a 


THYRO1001702 


HRIFA030511a 


Y79AA1000127 


HRIFA026121a 


Y79AA1 000270 


HRIFA005644a 


Y79AA1001426 


HRIFA028651a 


Y79AA1001787 


HRIFA028790a 


Y79AA1001799 


HRIFA032070a 


Y79AA1002213 


HRIFA032224a 



Table 20 



35 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal". 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


BNGH41 000087 


HRIFA029508a 


HEf\/1BA1 000128 


HRIFA000123a 


HEMBA1 000443 


HRIFA000415a 


HEMBA1 000590 


HRIFA000553a 


HEMBA1 000634 


HRIFA004780a 


HEMBA1 000745 


HRIFA000695a 


HEMBA1001221 


HRIFA001132a 


HEMBA1001228 


HRIFA001138a 


HEMBA1001390 


HRIFA000071a 


HEMBA1002131 


HRlFA001942a 


HEMBA1002167 


HRIFA001975a 


HEMBA1002178 


HRIFA001984a 


HEMBA1 002524 


HRIFA002284a 


HEMBA1 002992 


HRIFA002694a 


HEMBA1 003072 


HRIFA002762a 


HEMBA1003315 


HRIFA000016a 


HEMBA1 003487 


HRIFA003055a 


HEMBA1 003530 


HRIFA003093a 


HEMBA1005145 


HRIFA003946a 


HEMBA1 005337 


HRtFA019651a 


HEMBA1 005449 


HRIFA020707a 


HEMBA1 005522 


HRIFA02 1398a 
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Table 20 (continued) 



10 



40 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


HEMBA1 006335 


HRIFA01 2069a 


HEMBA1 006572 


HRIFA021543a 


HEMBA1 006707 


HRIFA021499a 


HEMBA1 006749 


HRIFA021637a 


HEMBA1 006902 


HRIFA021754a 


HEMBA1007013 


HRIFA021906a 


HEMBA1 007057 


HRIFA022985a 


HEMBB1 000447 


HRIFA001558a 


HEMBB1 000567 


HRIFA029730a 


HEMBB1 000881 


HRIFA029932a 


HEMBB1001026 


HRIFA030025a 


HEMBB1001048 


HRIFA030045a 


HEMBB1001847 


HRIFA031249a 


MAMMA1000106 


HRIFA024482a 


MAMMA1 000226 


HRIFA025978a 


MAMMA1 000591 


HRIFA026303a 


MAMMA1001043 


HRIFA026764a 


MAMMA1001957 


HRIFA027536a 


MAMMA1 002080 


HRIFA01 6963a 


MAM MAI 002234 


HRIFA027722a 


MAMMA1 002633 


HRIFA030461a 


MAMMA1003126 


HRIFA029263a 


NT2RM 1000462 


HRIFA004426a 


NT2RM 1000542 


HRIFA004490a 


NT2RM2000410 


HRIFA022055a 


NT2RM2000423 


HRIFA022065a 


NT2RM2000622 


HRIFA022156a 


NT2RM2000773 


HRIFA023894a 


NT2RM2001626 


HRIFA028911a 


NT2RM2001818 


HRIFA03 1935a 


NT2RM4000648 


HRIFA032730a 


NT2RM4001843 


HRIFA024718a 


NT2RP1 000050 


HRIFA005102a 


NT2RP1001004 


HR!FA005720a 


NT2RP2000394 


HRIFA003640a 


NT2RP2000514 


HRIFA006494a 


NT2RP2001480 


HRIFA007219a 


NT2RP2001755 


HRIFA007424a 


NT2RP2001878 


HRIFA007512a 


NT2RP2002188 


HRIFA007745a 


NT2RP2002564 


HRIFA007244a 


NT2RP2002824 


HRIFA008200a 


NT2RP2003042 


HRIFA008362a 


NT2RP2003593 


HRIFA008252a 


NT2RP2003931 


HRIFA008976a 


NT2RP2004606 


HRIFA009451a 


NT2RP2004648 


HRIFA009482a 
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Table 20 (continued) 



10 



20 



30 



35 



40 



50 



The representative sequences of the nnost homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 1 6, 17, 1 8 and 19) 


nanne of clone 


nanne of representative sequence 


NT2RP2005163 


HRIFA009825a 


NT2RP2005247 


HRIFA009881a 


NT2RP2005378 


HRIFA004919a 


NT2RP2006541 


HRIFA01 0090a 


NT2RP2005883 


HRIFA010319a 


NT2RP2006042 


HRIFA01 0425a 


NT2RP3000063 


HRIFA022528a 


NT2RP3000436 


HRIFA022776a 


NT2RP3000444 


HRIFA022782a 


NT2RP3000481 


HRIFA028614a 


NT2RP3000721 


HRIFA009B25a 


NT2RP3001012 


HRlFA023129a 


NT2RP3001159 


HRIFA023212a 


NT2RP3001592 


HRIFA023464a 


NT2RP3001754 


HRIFA007728a 


NT2RP3002311 


HRIFA024718a 


NT2RP3002738 


HRIFA020748a 


NT2RP3002790 


HRIFA026519a 


NT2RP3002887 


HRIFA029278a 


NT2RP3003354 


HRIFA008212a 


NT2RP3003448 


HRIFA025479a 


NT2RP3003473 


HRIFA001413a 


NT2RP3003614 


HRIFA032642a 


NT2RP3004075 


HRIFA01 0301a 


NT2RP3004090 


HRIFA027329a 


NT2RP3004202 


HRIFA025327a 


NT2RP3004309 


HRIFA025778a 


NT2RP3004345 


HRIFA025353a 


NT2RP3004557 


HRIFA025907a 


NT2RP4001467 


HRIFA01 3276a 


OVARC1000313 


HRIFAOIIOISa 


0VARC1 000410 


HRIFA022691a 


0VARC1 000439 


HRIFA011105a 


OVARC1001086 


HRIFA011580a 


OVARC1001569 


HRIFA022728a 


OVARC1001570 


HRIFA019412a 


PLACE1 001407 


HRIFA01 2069a 


PLACE1 001464 


HRIFA01 3276a 


PLACE1001516 


HRIFA01 2702a 


PLACE1001795 


HRIFA01 2885a 


PLACE1001918 


HRIFA01 2969a 


PLACE1 002080 


HRIFA01 30921a 


PLACE1 002153 


HRIFA013135a 


PLACE1 002355 


HRIFA01 3254a 


PLACE1 002374 


HRIFA01 3265a 


PLACE1 002726 


HRIFA01 8688a 


PLACE1 003428 


HRIFA013911a 



77 



EP1 130 094 A2 



Table 20 (continued) 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


PLACE1 003460 


HRIFA01 3932a 


PLACE1 003772 


HRIFA014133a 


PLACE1 004078 


HRIFA01 4336a 


PLACE1 004520 


HRIFA014621a 


PLACE1 004648 


HRIFAO 14702a 


PLACE1 004887 


HRIFAO 14868a 


PLACE1 005426 


HRIFAO 15246a 


PLACE1 006071 


HRIFA01 6639a 


PLACE1 006443 


HRIFA01 5902a 


PLACE1006716 


HRIFA01 6070a 


PLACE1 006959 


HRIFA016214a 


PLACE1 007077 


HRIFA01 6639a 


PLACE1 007081 


HRIFA01 6290a 


PLACE1 007702 


HRIFA01 6669a 


PLACE1 008657 


HRIFAO 17257a 


PLACE1 008744 


HRIFA017312a 


PLACE1 009546 


HRIFA017801a 


PLACE1011116 


HRIFAO 18754a 


PLACE1011708 


HRIFA019105a 


PLACE2000118 


HRIFA024994a 


PLACE3000213 


HRIFAO 15486a 


PLACE4000354 


HRIFAO 15486a 


THYR01 000061 


HRIFA01 3279a 


THYR01 000846 


HRIFA029349a 


THYRO1001063 


HRIFA029434a 


THYRO1001608 


HRIFA050456a 


THYRO1001803 


HRIFA030566a 


Y79AA1 000876 


HRIFA030629a 


Y79AA1001090 


HRIFA028511a 


Y79AA1001272 


HRIFA028576a 


Y79AA1001727 


HRIFA006642a 


Y79AA1001803 


HRIFA032073a 


Y79AA1 002376 


HRIFA032820a 



Table 21 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


BNGH41 000087 


HRIFA029508a 


BNGH41 000091 


HRIFA029511a 


HEMBA1 000275 


HRIFA000264a 


HEMBA1 000349 


HRIFA000327a 


HEMBA1 000590 


HRIFA000553a 


HEMBA1 000634 


HRIFA004780a 


HEMBA1 000835 


HRIFA000776a 


HEMBA1 000907 


HRIFA000845a 
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Table 21 (continued) 



10 



20 



30 



35 



40 



50 



The representative sequences of the nnost honnologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


HEMBA1 001221 


HRIFA001132a 


HEMBA1001228 


HRIFA001138a 


HEMBA1001621 


HRIFA001489a 


HEMBA1002131 


HRIFA001942a 


HEMBA1002164 


^ HRIFA001972a 


HEMBA1 002167 


HRIFA001975a 


HEMBA1002178 


HRIFA001984a 


HEMBA1002316 


HRIFA002102a 


HEMBA1 002421 


HRIFA005392a 


H EM BA1 002767 


HRIFA002503a 


HEMBA1 003047 


HRIFA002743a 


HEMBA1003101 


HRIFA002787a 


HEMBA1 003230 


HRlFA002891a 


HEMBA1 003392 


HRIFA002980a 


HEMBA1 004250 


HRIFA003504a 


HEMBA1 004391 


HRIFA020693a 


HEM BA1 004444 


HRIFA029285a . 


HEM BA1 004454 


HRIFA003592a 


HEMBA1 004505 


HRIFA003635a 


HEMBA1 005449 


HRIFA020707a 


HEMBA1 005489 


HRIFA024543a 


H EM BA1 005522 


HRIFA02 1398a 


H EM BA1 005545 


HRIFA020272a 


HEMBA1 006335 


HRIFA01 2069a 


HEMBA1 006572' 


HRlFA021543a 


HEMBA1 006707 


HRIFA021499a 


HEMBA1 006724 


HRIFA02 1620a 


HEMBA1 006749 


HRIFA021637a 


HEM BA1 006902 


HRIFA021754a 


HEMBA1 007057 


HRIFA022985a 


H EM BA1 007332 


HRIFA022493a 


HEMBB1 000447 


HRIFA001558a 


HEMBB1 000567 


HRIFA029730a 


HEMBB1 000679 


HRIFA029802a 


HEMBB1000881 


HRIFA029932a 


HEMBB1001048 


HRIFA030045a 


HEMBB1 002427 


HRIFA005760a 


MAMMA1000106 


HRIFA024482a 


MAMMA1 000403 


HRIFA026465a 


MAMMA1 000591 


HRIFA026303a 


MAMMA1 000681 


HRIFA026364a 


MAMMA1 000706 


HRIFA026382a 


MAMMA1001043 


HRIFA026764a 


MAMMA1001237 


HRIFA026860a 


MAMMA1001615 


HRIFA022865a 


MAMMA1001893 


HRIFA027485a 


MAMMA1001978 


HRIFA027549a 
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Table 21 (continued) 



The representative sequences of the nnost homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


MAMMA 1002070 


HRIFA028371a 


MAMMA1001091 


HRIFA027622a 


MAMMA1002128 


HRIFA027644a 


MAMMA1 002586 


HRIFA027012a 


MAMMA1003126 


HRIFA029263a 


NT2RM1 000462 


HRIFA004426a 


NT2RM1 000542 


HRIFA004490a 


. NT2RM1 000580 


HRlFA004523a 


NT2RM2000423 


HRIFA022065a 


NT2RM2001626 


HRlFA028911a 


NT2RM2001792 


HRIFA029002a 


NT2RM2001818 


HRlFA031935a 


NT2RM2001939 


HRIFA032009a 


NT2RM2001941 


HRIFA032011a 


NT2RM4000198 


HRIFA032453a 


NT2RM4000284 


HRIFA032506a 


NT2RM4000417 


HRIFA032587a 


NT2RM4000587 


HRIFA032696a 


NT2RM4000648 


HRIFA032730a 


NT2RM4001843 


HRIFA024718a 


NT2RM4002352 


HRIFA001337a 


NT2RP1 000002 


HRIFA005072a 


NT2RP1 000050 


HRIFA005102a 


NT2RP1000613 


HRIFA005462a 


NT2RP1 000981 


HRIFA005702a 


NT2RP1001004 


HRIFA005720a 


NT2RP2000394 


HRIFA003640a 


NT2RP2000514 


HRIFA006494a 


NT2RP2000616 


HRIFA006572a 


NT2RP2001480 


HRIFA007219a 


NT2RP2001562 


HRIFA01 0799a 


NT2RP2001755 


HRIFA007424a 


NT2RP2001878 


HRIFA007512a 


NT2RP2002188 


HRIFA007745a 


NT2RP2002304 


HRIFA007829a 


NT2RP2002409 


HRIFA007909a 


NT2RP2002510 


HRIFA007985a 


NT2RP2002533 


HRIFAOOSOOOa 


NT2RP2002564 


HRIFA007244a 


NT2RP2002942 


HRIFA008284a 


NT2RP2003042 


HRIFA008362a 


NT2RP2003469 


HRIFA008661a 


NT2RP2003931 


HRIFA008976a 


NT2RP2004205 


HRIFA009171a 


NT2RP2004447 


HRIFA009339a 


NT2RP2004606 


HRIFA009451a 


NT2RP2004648 


HRIFA009482a 
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Table 21 (continued) 



20 



30 



40 



50 



The representative sequences of the most honnologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


NT2RP2004847 


HRIFA005944a 


NT2RP2005181 


HRIFA005409a 


NT2RP2005247 


HRIFA009881a 


NT2RP2005541 


HRIFA01 0090a 


NT2RP2005597 


HRIFA010130a 


NT2RP2005632 


HRIFA010152a 


NT2RP2005883 


HRIFA010319a 


NT2RP2006004 


HRIFA002766a 


NT2RP2006042 


HRIFA01 0425a 


NT2RP2006269 


HRIFA025913a 


NT2RP3000059 


HRIFA022203a 


NT2RP3000063 


HRIFA022528a 


NT2RP3000125 


HRIFA022234a 


NT2RP30003P4 


HRIFA022616a 


NT2RP3000481 - 


HRIFA028614a 


NT2RP3000616 


HRIFA022875a 


NT2RP3000871 


HRIFA023048a 


NT2RP3000921 


HRIFA023069a 


NT2RP3001012 


HRIFA023129a 


NT2RP3001061 


HRIFA023154a 


NT2RP3001159 


HRIFA023212a 


NT2RP3001542 


HRIFA028501a 


NT2RP3001560 


HRIFA030599a 


NT2RP3001754 


HRIFA007728a 


f NT2RP3002015 


HRIFA01 5995a 


NT2RP3002160 


HRIFA005760a 


NT2RP3002311 


HRIFA024718a 


NT2RP3002448 


HRIFA024218a 


NT2RP3002738 


HRIFA020748a 


NT2RP3002836 


HRIFA024392a 


NT2RP3002958 


HRIFA01 7670a 


NT2RP3002983 


HRIFA024473a 


NT2RP3003000 


HRIFA024767a 


NT2RP3003076 


HRIFA024978a 


NT2RP3003354 


HRIFA008212a 


NT2RP3003532 


HRIFA01 3477a 


NT2RP3003729 


HRIFA025488a 


NT2RP3004130 


HRIFA025703a 


NT2RP3004133 


HRIFA025706a 


NT2RP3004309 


HRIFA025778a 


NT2RP3004481 


HRIFA026089a 


NT2RP3004552 


HRIFA025904a 


NT2RP3004625 


HRIFA026564a 


NT2RP3004640 


HRIFA030250a 


NT2RP4000108 


HRIFA001341a 


NT2RP4001467 


HRIFA01 3276a 


NT2RP4001877 


HRIFA032433a 
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Table 21 (continued) 



20 



30 



40 



45 



50 



The representative sequences of the nnost homologous sequences in the SwissProt with the keyword{s) 


"glycoprotein", and the selected clones 




nanne of clone 


name of representative sequence 


NT2RP4002750 


HRIFA028157a 


OVARC1 000003 


HRIFA01 0790a 


0VARC1 000090 


HRIFA01 0859a 


OVARC1 000313 


HRIFA011016a 


OVARC1 000467 


HRIFA011128a 


OVARC1 000553 


HRIFA011197a 


OVARC1 000873 


HRIFA032478a 


OVARC1 000956 


HRIFA01 1484a 


OVARC1001049 


HRIFA022702a 


OVARC1 001086 


HRIFA011580a 


OVARC1 001260 


HRIFA01 9867a 


OVARC1001336 


HRIFA01 9867a 


OVARC1 001569 


HRIFA022728a 


OVARC1 001570 


HRIFA019412a 


OVARC1001607 


HRIFA022729a 


OVARC1001991 


HRIFA01 9498a 


OVARC1 002058 


HRIFA022737a 


PLACE1 000740 


HRIFA012151a 


PLACE1001016 


HRIFA01 2354a 


PLACE1001114 


HRIFAG1 2427a 


PLACE1001123 


HRIFA01 2436a 


PL^CE1001231 


HRIFA01 2515a 


PLACE1 001407 


HRIFAG1 2069a 


PLACE1 001464 


HRIFA01 3276a 


PLACE1 001516 


HRIFA01 2702a 


PLACE1 001564 


HRIFA01 2737a 


PLACE1001655 


HRIFA01 2795a 


PLACE1001836 


HRIFA012914a 


PLACE1 002095 


HRtFA013103a 


PLACE1 002329 


HRIFA01 3235a 


PLACE1 002355 


HRIFA01 3254a 


PLACE1 002374 


HRIFA01 3265a 


PLACE1 002905 


HRIFA01 3586a 


PLACE1 002911 


HRIFA01 3589a 


PLACE1003163 


HRIFA01 3744a 


PLACE1 003428 


HRIFA013911a 


PLACE1 003438 


HRIFA013919a 


PLACE1 003573 


HRIFA01 4006a 


PLACE 1003737 


HRIFAai4111a 


PLACE 1003852 


HRIFA014185a 


PLACE1 004441 


HRIFA014561a 


PLACE 1004450 


HRIFA01 4568a 


PLACE 1004520 


HRIFA014621a 


PLACE 1004630 


HRIFA01 4688a 


PLACE 1004816 


HRIFA014819a 


PLACE 1005003 


HRIFA014951a 


PLACE 1005383 


HRIFA015219a 
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Table 21 (continued) 



10 



20 



30 



35 



40 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 






name of clone 


name of representative sequence 


PLACE1 005426 


HRIFA01 5246a 


PLACE1 005539 


HRIFA029425a 


PLACE1 005544 


HRIFA009852a 


PLACE1 005569 


HRIFA015351a 


PLACE1 006071 


HRIFA01 6639a 


PLACE1 006073 


HRIFA003402a 


PLACE1 006277 


HRIFA01 5802a 


PLACE1 006290 


HRIFA015811a 


PLACE1 006443 


HRIFA01 5902a 


PU\CE1006716 


HRIFA01 6070a 


PLACE1 007077 


HRIFA01 6639a 


PLACE1 007081 


HRIFA01 6290a 


PLACE1 007845 


HRIFA01 6758a 


PLACE1 008469 


HRIFA017146a 


PLACE1008716 


HRIFA01 7295a 


PLACE1 008744 


HRIFA01 7312a 


PLACE1 008984 


HRIFAO 17456a 


PLACE1 008985 


HRIFA01 7457a 


PLACE1 009527 


HRIFA017791a 


PLACE1010251 


HRIFA01 8238a 


PLACE1010784 


HRIFA031126a 


PLACE1010968 


HRIFA01 8666a 


PLACE1011116 


HRIFA01 8754a 


PLACE1011708 


HRIFA019105a 


PLACE2000118 


HRIFA024994a 


PLACE3000181 


HRIFA004112a 


PLACE3000213 


HRIFA01 5486a 


PLACE4000354 


HRIFA01 5486a 


SKNMC1000014 


HRIFA030106a 


THYRO1000196 


HRIFA029050a 


THYR01 000584 


HRIFA029209a 


THYR01 000956 


HRlFA029393a 


THYRO1001102 


HRIFA008174a 


THYRO1001128 


HRIFA029467a 


THYRO1001266 


HRIFA030264a 


THYRO1001803 


HRIFA030566a 


Y79AA1000127 


HRIFA026121a 


Y79AA 1000207 


HRIFA027867a 


Y79AA1 000270 


n H 1 r AO 056448 


Y79AA1 000426 


HRIFA027940a 


Y79AA1 000888 


HRIFA028440a 


Y79AA1001062 


HRIFA023434a 


Y79AA1001272 


HRIFA028576a 


Y79AA 1001426 


HRIFA028651a 


Y79AA1001523 


HRIFA030642a 


Y79AA1001727 


HRIFA006642a 


Y79AA1001B63 


HRIFA032097a 
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Table 22 



20 



30 



35 



45 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "serine/ 


threonine-protein kinase", "tyrosine-protein kinase", or "calmodulln-blnding", and the selected clones 


name ot cione 


name of representative sequence 


HEMBA1001878 


HRIFA001712a 


HEMBA1002195 


HRIFA01 7703a 


HEMBA1 002227 


HRIFA01 9136a 


HEMBA1 002551 


HRIFA002309a 


HEMBA1 005084 


HRIFA020184a 


HEMBA1 005913 


HRIFA029866a 


HEMBA1 005929 


HRIFA020335a 


HEMBB1 000668 


HRIFA029792a 


MAMMA1 000881 


HRIFA026659a 


MAMMA1001150 


HRlFA026813a 


MAMMA1002142 


HRIFA027656a 


NT2RM2000589 


HRIFA021794a 


NT2RM2001902 


HRIFA031986a 


NT2PP1001020 


HRIFA005728a 


NT2RP1001031 


HRIFA005732a 


NT2RP200U69 


HRIFA028061a 


NT2RP2001529 


HRIFA007256a 


NT2RP2001769 


HRIFA007435a 


NT2RP2003179 


HRIFA008459a 


NT2RP2003545 


HRIFA00B717a 


NT2RP2004670 


HRIFA028468a 


NT2RP3000011 


HRIFA022177a 


NT2RP3000022 


HRIFA022182a 


NT2RP3000172 


HRIFA022265a 


NT2RP3000201 


HRIFA022546a 


NT2RP3000820 


HRIFA01 8262a 


NT2RP3003527 


HRIFA025492a 


NT2RP3003849 


HRIFA025250a 


NT2RP3003874 


HRIFA025261a 


NT2RP4000634 


HRIFA029866a 


NT2RP4000962 


HRIFA027681a 


0VARC1 000255 


HRIFA01 0975a 


0VARC1 000529 


HRIFA011179a 


OVARC1000916 


HRIFA011449a 


OVARC1001338 


HRlFA019869a 


PLACE1 003135 


HRIFAO 13726a 


PLACE1005519 


HRIFA015070a 


PLACE1 005736 


HRIFA01 5453a 


PLACE1 008282 


HRIFAO 16654a 


PLACE1 008297 


HRIFA017031a 


PLACE1010081 


HRIFA018134a 


PLACE1011364 


HRIFA01 8904a 


PLACE1011824 


HRIFA019175a 


THYRO1001205 


HRIFA030237a 


THYRO1001457 


HR!FA030371a 


THYRO1001593 


HR!FA030448a 
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Table 22 (continued) 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "serine/ 
threontne-protein kinase", "tyrosine-protein kinase", or "calmodulin-binding", and the selected clones 


name of clone 


name of representative sequence 


THYRO1001700 
THYRO1001770 
Y79AA1 000777 
Y79AA1 000967 
Y79AA1 002381 


HRIFA030509a 
HRIFA030545a 
HRIFA028402a 
HRIFA028468a 
HRIFA032275a 



Table 23 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 
"transcription regulation" and "activator", "transcription regulation" and "repressor", or "nuclear protein" and 
"repressor", and the selected clones 


name of clone 


name of representative sequence 


HEMBA1 000462 


nRlFA000432a 


HEMBA1 000671 


rlnlhA000B31 a 


HEMBAI 000875 


nnlrA000814a 


HEMBA1 0011 84 


HHIPAOOI 099a 


HEMBA1 001296 


rlHIrAOOl 200a 


HEMBA1001886 


HRIrAOOl 720a 


HEMBA1 002048 


HRIFA001866a 


HEMBA1 002985 


HRlFA002689a 


HEMBA1 003120 


HRIFA002805a 


HEMBA1 003497 


rlRIFA003063a 


HEMBA1 004007 


HRIFA021 040a 


HEMBA1 004067 


HRIFA003340a 


HEMBA1 004085 


HRIFA003357a 


HEMBA1 004785 


HRIFA020862a 


HEMBA1 004952 


HRlFAOl 9532a 


HEMBA1 004971 


HRIFA003883a 


HEMBA1 005230 


HRIFA004006a 


HEMBA1 005246 


HRlFAOl 9490a 


HEMBA1 005267 


HRIFA004034a 


HEMBA1 006276 


HRIFA021224a 


HEMBA1006517 


HRIFA021445a 


HEMBA1 006544 


HRIFA02 1494a 


HEMBA1 006770 


HRIFA021651a 


HEMBA1 006912 


HRIFA022335a 


HEMBA1 007063 


HRIFA022348a 


HEMBA1 007226 


HRIFA022411a 


HEMBB1 000106 


HRtFA028262a 


HEMBB1 000309 


HRIFA029602a 


HEMBB1 000407 


HRIFA029649a 


HEMBB1 000542 


HRIFA029715a 


HEMBB1 001959 


HRIFA031336a 


HEMBB1 002039 


HRIFA031395a 


HEMBB1 002041 


HRIFA031397a 


HEMBB1 002051 


HRlFA026351a 


HEMBB1 002120 


HRIFA031438a 
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Table 23 (continued) 



20 



30 



40 



45 



The representative sequences of the most honnologous sequences in the SwissProt with the keyword(s) 
"transcription regulation" and "activator", "transcription regulation" and "repressor", or "nuclear protein" and 
"repressor", and the selected clones 


name of clone 


name of representative sequence 


HEMBB1 002302 


HRIFA009136a 


HEMBB1 002661 


HRIFA031869a 


MAMMA1 000528 


HRIFA026265a 


MAMMA1000614 


HRIFA026316a 


MAMMA1 000810 


HRIFA026615a 


MAMMA1001094 


HRIFA026789a 


MAMMA1001532 


HRIFA027125a 


MAMMA1001609 


HRIFA027173a 


NT2RM 1000407 


HRIFA004401a 


NT2RM 1000789 


HRIFA004663a 


NT2RM2001558 


HRIFA028804a 


NT2RM2001738 


HRIFA028867a 


NT2RM2001767 


HRIFA028983a 


NT2RM4000100 


HRIFA032389a 


NT2RP1 000239 


HRIFA005214a 


NT2RP1 000271 


HRIFA005240a 


NT2RP1 000465 


HRIFA005369a 


NT2RP1 000468 


HRIFA005372a 


NT2RP1 000679 


HRIFA005500a 


NT2RP1 000740 


HRIFA005540a 


NT2RP2000092 


HRIFA006183a 


NT2RP2000178 


HRIFA006250a 


NT2RP2000240 


HRIFA006298a 


NT2RP2000610 


HRIFA006566a 


NT2RP2000712 


HRIFA006649a 


NT2RP2000739 


HRIFA006667a 


NT2RP2001223 


HRIFA007032a 


NT2RP2001276 


HRIFA007068a 


NT2RP2001388 


HRIFA007152a 


NT2RP2001538 


HRIFA007262a 


NT2RP2001662 


HRIFA007352a 


NT2RP2001817 


HRIFA007463a 


NT2RP2001921 


HRIFA007547a 


NT2RP2003138 


HRIFA008426a 


NT2RP2003302 


HRIFA008547a 


NT2RP2003940 


HRIFA008981a 


NT2RP2003950 


HRlFA008989a 


NT2RP2004069 


HRIFA009071a 


NT2RP2004108 


HRlFA009101a 


NT2RP2005069 


HRIFA009762a 


NT2RP2005391 


HRIFA009983a 


NT2RP2005535 


HRIFA0100B5a 


NT2RP2005666 


HRIFA010176a 


NT2RP2005774 


HRIFA015063a 


NT2RP2006092 


HRIFA01 0460a 


NT2RP2006134 


HRIFA01 0490a 
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Table 23 


(continued) 


5 


The representative sequences of the most honnologous sequences in the SwissProt with the keyworcl(s) 
"transcription regulation" and "activator", "transcription regulation" and "repressor", or "nuclear protein" and 
"repressor", and the selected clones 




name of clone 


name of representative sequence 




NT2RP3000148 


HRIFA022249a 




NT2RP3000232 


HRIFA022564a 


10 


NT2RP3000378 


HRIFA022671a 


NT2RP3000427 


HRIFA025033a 




NT2RP3000652 


HRIFA022895a 




NT2RP3000677 


HRlFA023007a 




NT2RP3001271 


HRIFA023634a 


15 


NT2RP3001650 


HRIFA026923a 




NT2RP3001976 


HRIFA026496a 




NT2RP3002286 


HRIFA024185a 




NT2RP3002353 


HRIFA024893a 


20 


NT2RP3002664 


HRIFA024305a 


NT2RP3004025 


HRIFA025290a 




NT2RP3004119 


HRIFA025695a 




OVARC 1000995 


HRIFA011512a 




OVARC1001132 


HRIFA022707a 


25 


OVARC1001596 


HRIFA01 9437a 




OVARC1001725 


HRIFA01 9958a 




OVARC 1001 952 


HRIFA01 9466a 




OVARC1 002178 


HRIFA021007a 




PLACE1 000258 


HRIFA011820a 


30 


PLACE1 000442 


HRIFA01 1947a 




PLACE1 000907 


HRlFA012278a 




PLACE1 003529 


HRlFA013980a 




Pi_ACE1 003598 


HRIFAO 14024a 


35 


PLACE1004166 


HRIFA014396a 




PLACE1004168 


HRIFA01 4397a 




PLACE1004519 


HRIFAO 14620a 




PLACE1 005239 


HRIFA015122a 




PLACE1 005682 


HRIFA01 5423a 


40 


PiJ^CEl 006208 


HRIFA015756a 




PI_ACE1006515 


HRIFA015947a 




PUVCE1 007028 


HRIFA01 6255a 




PI_ACE1 007591 


HRIFA01 6599a 


45 


PUVCE1 008549 


HRIFA017190a 


PLACE1 009735 


HRIFA017921a 




PU\CE1011407 


HRIFA018931a 




PLACE1011978 


HRIFA01 9262a 




THYR01 000580 


HRIFA029208a 


50 


THYR01 000964 


HRlFA029398a 




THYRO1001641 


HRIFA030472a 




Y79AA 1000030 


HRIFA025936a 




179AA1 000750 


HRIFA028187a 


55 


Y79AA1001212 


HRIFA005296a 


Y79AA1 002058 


HRIFA032161a 




Y79AA1002121 


HRIFA032186a 
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Table 23 


(continued) 




The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 




"transcription regulation" and "activator", "transcription regulation" and "repressor, or "nuclear protein" and 


5 


"repressor", and the selected clones 






name of clone 


name of representative sequence 




Y79AA1002129 


HRIFA01 1926a 




Y79AA1 002334 


HRIFA032257a 


10 


Y79AA1 002378 


HRIFA032274a 



Table 24 



25 



35 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "disease 


mutation", or "syndrome", and the selected clones 




name of clone 


name of representative sequence 


HEMBA1 000732 


HRIFA000683a 


HEMBA1 000835 


HRIFA000776a 


HEMBA1 004391 


HRIFA020693a 


MAMMA1001623 


HRIFA027179C 


NT2RM2000497 


HRIFA021781a 


NT2RM2000632 


HRIFA022166a 


NT2RP1 000579 


HRIFA005438a 


NT2RP2001903 


HRIFA007532a 


NT2RP2005878 


- HRIFA008186a 


NT2RP3002411 


HRIFA005781a 


NT2RP3002737 


HRIFA024132a 


NT2RP4002187 


HRIFA030342a 


PLACE1 000033 


HRIFA01 1659a 


PLACE1001500 


HRIFA012692a 


PLACE1005815 


HRIFA01 5506a 


PLACE1 008657 


HRIFAO 17257a 


PLACE1010713 


HRIFA024504a 



Table 25 



The Clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprI 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprI score 


BNGH41 000020 


F-BNGH41 000020 


0.94 


BNGH41 000087 


F-BNGH41 000087 


0.57 


BNGH41 000091 


F-BNGH41 000091 • 


0.81 


HEMBA1000121 


F-HEMBA1000121 


0.94 . 


HEMBA1000128 


F-HEMBA1000128 


0.81 


HEMBA1 000275 


F-HEMBA1 000275 


0.83 


HEMBA1 000349 


F-HEMBA1 000349 


0.52 


HEMBA1 000443 


F-HEMBA1 000443 


0.56 


HEMBA1 000462 


F-HEMBA1 000462 


0.75 


HEMBA1 000477 


F-HEMBA1 000477 


0.55 


HEMBA1 000590 


F-HEMBA1 000590 


0.75 


HEMBA1 000634 


F-HEMBA1 000634 


0.94 


HEMBA1 000671 


F-HEMBA1 000671 


0.65 
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Table 25 (continued) 



10 



20 



30 



35 



40 



45 



50 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the nnaximal score in the 




ATGprl 0.5 or higher. * 




name of clone 


nanne of sequence 


maxinnal ATGprl score 


HEMBA1 000745 


F-HEMBA1 000745 


0.78 


HEMBA1 000835 


F-HEIV1BA1 000835 


0.64 


HEMBA1 000907 


F-HEMBA1 000907 


0.94 


HEMBA1 000940 


F-HEMBA1 000940 


0.86 


HEMBA1001184 


F-HEMBA1001184 


0.54 


HEMBA1001221 


F-HEMBA1001221 


0.89 


HEMBA1001228 


F-HEMBA1001228 


0.94 


HEMBA1 001390 


F-HEMBA1001390 


0.90 


HEMBA1001621 


F-HEIVIBA1001621 


0.94 


HEMBA1001878 


F-HEMBA1001878 


0.92 


HEMBA1 002048 


F-HEIVIBA1 002048 


0.71 


HEMBA1 002131 


F-HEIVIBA1 002131 


0.94 


HEMBA1002164 


F-HEIVIBA1 002164 


0.74 


. HEMBA1002167 


F-HEIVIBA1 002167 


0.94 


HEMBA1002178 


F-HEIV1BA1 002178 


0.91 


HEMBA1002316 


F-HEMBA1 002316 


0.73 


HEMBA1 002421 


F-HEMBA1 002421 


0.90 


HEMBA1 002524 


F-HEMBA1 002524 


0.80 


HEMBA1 002551 


F-HEMBA1 002551 


0.60 


HEMBA1 002767 


F-HEMBA1 002767 


0.94 


HEMBA1 002985 


F-HEMBA1 002985 


0.90 


HEMBA1 002992 


F-HEMBA1 002992 


0.76 


HEMBA1 003047 


F-HEMBA1 003047 


0.70 


HEMBA1 003072 


F-HEMBA1 003072 


0.94 


HEMBA1003101 


F-HEMBA1003101 


0.94 


HEMBA1 003230 


F-HEMBA1 003230 


0.77 


HEMBA1003315 


F-HEMBA1003315 


0.76 


HEMBA1 003392 


F-HEMBA1 003392 


0.94 


HEMBA1 003487 


F-HEMBA1 003487 


0.90 


HEMBA1 003497 


F-HEMBA1 003497 


0.61 


HEMBA1 003530 


F-HEMBA1 003530 


0.94 


HEMBA1 003945 


F-HEMBA1 003945 


0.94 


HEMBA1004085 


. . F-HEMBA1 004085 


0.59 


HEMBA1 004250 


F-HEMBA1 004250 


0.83 


HEMBA1 004391 


F-HEMBA1 004391 


0.94 


HEMBA1 004444 


F-HEMBA1 004444 


0.94 


HEMBA1 004454 


F-HEMBA1 004454 


0.50 


HEMBA1 004505 


F-HEMBA1 004505 


0.94 


HEMBA1 004785 


F-HEMBA1 004785 


0.89 


HEMBA1 004797 


F-HEMBA1 004797 


0.66 


H EM BA1 004982 


F-HEMBA1 004982 


0.55 


HEMBA1 005070 


F-HEMBA1 005070 


0.94 


HEMBA1 005084 


F-HEMBA1 005084 


0.89 


HEMBA1005145 


F-HEMBA1 005145 


0.85 


HEMBA1 005337 


F-HEMBA1 005337 


0.62 


HEMBA1 005449 


F-HEMBA1 005449 


0.91 


HEMBA1 005489 


F-HEMBA1 005489 


0.70 
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20 



40 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maxinnal score in the 




Ai vjipn o.o or nigner. 




name of clone 


nanne of sequence 


maxinnal ATGprI score 


HEMBA1 005522 


F-HEMBA1 005522 


0.73 


HEMBA1 005545 


F-HEMBA1 005545 


0.94 


HEMBA1 005698 


F-HEMBA1 005698 


0.68 


HEMBA1 005929 


F-HEMBA1 005929 


0.72 


HEMBA1 005945 


F-HEMBA1 005945 


0.80 


HEMBA1 006276 


F-HEMBA1 006276 


0.50 


HEMBA1 006299 


F-HEMBA1 006299 


0.94 


HEMBA1 006335 


F-HEMBA1 006335 


0.94 


HEMBA1 006430 


F-HEMBA1 006430 


0.93 


HEMBA1 006482 


F-HEMBA1 006482 


0.59 


HEMBA1006517 


F-HEMBA1 006517 


0.68 


HEMBA1 006544 


F-HEMBA1 006544 


0.94 


HEMBA1 006572 


F-HEMBA1 006572 


0.62 


HEMBA1 006707 


F-HEMBA1 006707 


0.94 


HEMBA1 006724 


F-HEMBA1 006724 


0.80 


HEMBA1 006749 


F-HEMBA1 006749 


0.94 


HEMBA1 006902 


F-HEMBA1 006902 


0.94 


HEMBA1006916 


F-HEMBA1 006916 


0.80 


HEMBA1007013 


F-HEMBA1 007013 


0.82 


HEMBA1 007057 


F-HEMBA1 007057 


0.94 


HEMBA1 007226 


F-HEMBA1 007226 


0.50 


HEMBA1 007241 


F-HEMBA1 007241 


0.94 


HEMBB1000106 


F-HEMBB1000106 


0.94 


HEMBB1 000447 


F-HEMBB1 000447 


0.73 


HEM BB1 000668 


F-HEMBB1 000668 


0.50 


HEM BB1 000679 


F-HEMBB1 000679 


0.91 


HEMBB1000881 


F-HEMBB1 000881 


0.77 


HEMBB1001026 


F-HEMBB1001026 


0.94 


HEMBB1 001048 


F-HEMBB1001048 


0.88 


HEMBB1 001200 


F-HEMBB1 001200 


0.81 


HEMBB1 001573 


F-HEMBB1001573 


0.80 


HEMBB1001847 


F-HEMBB1001B47 


0.81 


HEMBB1001959 


F-HEMBB1001959 


0.94 


HEMBB1 002041 


F-HEMBB1 002041 


0.79 


HEMBB1 002051 


F-HEMBB1 002051 


0.60 


HEMBB1 002302 


F-HEMBB1 002302 


0.89 


HEMBB1 002427 


F-HEMBB1 002427 


0.94 


HEMBB1 002661 


F-HEMBB1 002661 


0.94 


MAMMA1 000106 


F-MAMMA1000106 


0.78 


MAMMA1 000204 


F-MAMMA1 000204 


0,94 


MAMMA1 000226 


F-MAMMA1 000226 


0.94 


MAMMA1 000403 


F-MAMMA1 000403 


0.59 


MAMMA1 000473 


F-MAMMA1 000473 


0.86 


MAMMA1 000496 


F-MAMMA1 000496 


0.70 


MAMMA1 000591 


F-MAMMA1 000591 


0.77 


MAMMA1 000681 


F-MAMMA1 000681 


0.94 


MAMMA1 000788 


F-MAMMA1 000788 


0.83 
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10 



20 



30 



35 



40 



45 



50 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




Ai opn u.o or ntyner. 




name of clone 


name of sequence 


maximal ATGprI score 


MAMMA1000814 


F-MAMMA1000814 


0.94 


MAMMA1 000881 


F-MAMMA1 000881 


0.51 


MAMMA1001043 


F-MAMMA1001043 


0.81 


MAMI\/IA1001094 


F-MAMMA1001094 


0.80 


MAMMA1001150 


F-MAMMA1001150 


0.91 


MAMMA1001237 


F-MAMMA1001237 


0.52 


MAMMA1001532 


F-MAMMA1001532 


0.52 


MAMMA1001615 


F-MAMMA1001615 


0.94 


MAMMA1001634 


F-MAMMA1001634 


0.94 


MAMMA1001893 


F-MAMMA1001893 


0.90 


MAMMA1001957 


F-MAMMA1001957 


0.94 


MAMMA1 002070 


F-MAMMA1 002070 


0.82 


MAMMA1 002080 


F-MAMMA1 002080 


0.72 


MAMMA1 002091 


F-MAMMA1 002091 


0.70 


MAMMA1 002095 


F-MAMMA1 002095 


0.85 


MAMMA1002128 


F-MAMMA1002128 


0.79 


MAMMA1 002234 


F-MAMMA1 002234 


0.94 


MAMMA1 002586 


F-MAMMA1 002586 


0.67 


MAMMA1 002633 


F-MAMMA1 002633 


0.94 


MAMMA1003126 


F-MAMMA1003126 


0.94 


NT2RM 1000407 


F-NT2RM 1000407 


0.94 


NT2RM1 000462 


F-NT2RM 1000462 


0.94 


NT2RM 1000542 


F-NT2RM 1000542 


0.94 


NT2RM 1000580 


F-NT2RM 1000580 


0.94 


NT2RM 1000789 


F-NT2RM 1000789 


0.82 


NT2RM 1000855 


F-NT2RM1 000855 


0.94 


NT2RM1 000858 


F-NT2RM1 000858 


0.50 


NT2RM1 000899 


F-NT2RM1 000899 


0.78 


NT2RM2000410 


F-NT2RM2000410 


0.82 


NT2RM2000423 


F-NT2RM2000423 


0.66 


NT2RM2000565 


F-NT2RM2000565 


0.56 


NT2RM2000582 


F-NT2RM2000582 


0.78 


NT2RM2000589 


F-NT2RM2000589 


0.86 


NT2RM2000622 


F-NT2RM2000622 


0.94 


NT2RM2000632 


F-NT2RM2000632 


0.73 


NT2RM2000773 


F-NT2RM2000773 


0.64 


NT2RM2001126 


F-NT2RM2001126 


0.87 


NT2RM2001558 


F-NT2RM2001558 


0.94 


NT2RM2001626 


F-NT2RM2001626 


0.68 


NT2RM2001738 


F-NT2RM2001738 


0.94 


NT2RM2001767 


F-NT2RM2001767 


0.82 


NT2RM2001818 


F-NT2RM2001818 


0.70 


NT2RM2001902 


F-NT2RM2001902 


0.69 


NT2RM2001939 


F-NT2RM2001939 


0.55 


NT2RM2001941 


F-NT2RM2001941 


0.94 


NT2RM4000100 


F-NT2RM4000100 


0.74 


NT2RM4000198 


F-NT2RM4000198 


0.85 
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10 



20 



30 



40 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprl score 


NT2RM4000284 


F-NT2RM4000284 


0.89 


NT2RM4000295 


F-NT2RM4000295 


0.74 


NT2RM4000417 


F-NT2RM4000417 


0.82 


NT2RM4000444 


F-NT2RM4000444 


0.94 


NT2RM4000587 


F-NT2RM4000587 


0.94 


NT2RM4000648 


F-NT2RM4000648 


0.88 


NT2RM4000965 


F-NT2RM4000965 


0.60 


NT2RM4001377 


F-NT2RM4001377 


0.82 


NT2RM4001735 


F-NT2RM4001735 


0.94 


NT2RM4002352 


F-NT2RM4002352 


0.83 


NT2RP1 000002 


F-NT2RP1 000002 


0.76 


NT2RP1 000050 


F-NT2RP1 000050 


0.54 


NT2RP1000181 


F-NT2RP1000181 


0.73 


NT2RP1 000239 


F-NT2RP1 000239 


0.94 


NT2RP1 000261 


F-NT2RP1 000261 


0.57 


NT2RP1 000300 


F-NT2RP1 000300 


0.94 


NT2RP1 000465 


F-NT2RP1 000465 


0.94 


NT2RP1 000468 


F-NT2RP1 000468 


0.94 


NT2RP1 000551 


F-NT2RP1 000551 


0.94 


NT2RP1 000579 


F-NT2RP1 000579 


0.94 


NT2RP1 000613 


F-NT2RP1000613 


0.90 


NT2RP1 000679 


F-NT2RP1 000679 


0.68 


NT2RP1 000740 


F-NT2RP1 000740 


0.80 


NT2RP1 000981 


F-NT2RP1 000981 


0.94 


NT2RP1001004 


F-NT2RP1001004 


0.74 


NT2RP1001020 


F-NT2RP1001020 


0.70 


NT2RP1001031 


F-NT2RP1001031 


0.59 


NT2RP2000092 


F-NT2RP2000092 


0.88 


NT2RP2000394 


F-NT2RP2000394 


0.94 


NT2RP2000447 


F-NT2RP2000447 


0.50 


NT2RP2000514 


F-NT2RP2000514 


0.82 


NT2RP2000533 


F-NT2RP2000533 


0.94 


NT2RP2000610 


F-NT2RP2000610 


0.94 


NT2RP2000616 


F-NT2RP2000616 


0.80 


NT2RP2000649 


F-NT2RP2000649 


0.53 


NT2RP2000663 


F-NT2RP2000663 


0.88 


NT2RP2000694 


F-NT2RP2000694 


0.74 


NT2RP2000818 


F-NT2RP2000818 


0.54 


NT2RP2000903 


F-NT2RP2000903 


0.59 


NT2RP2001200 


F-NT2RP2001200 


0.88 


NT2RP2001223 


F-NT2RP2001223 


0.92 


NT2RP2001276 


F-NT2RP2001276 


0.59 


NT2RP2001480 


F-NT2RP2001480 


0.85 


NT2RP2001495 


F-NT2RP2001495 


0.78 


NT2RP2001514 


F-NT2RP2001514 


0.78 


NT2RP2001529 


F-NT2RP2001529 


0.94 


NT2RP2001538 


F-NT2RP2001538 


0.89 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGorl 0 5 or hiahpr 




name of clone 


name- of sequence 


maximal ATGprI score 


NT2RP2001662 


F-NT2RP2001662 


0.94 


NT2RP2001755 


F-NT2RP2001755 


0.94 


NT2RP2001769 


F-NT2RP2001769 


0.66 


NT2RP2001878 


F-NT2RP2001878 


0.68 


NT2RP2001921 


F-NT2RP2001921 


0.61 


NT2RP2001948 


F-NT2RP2001948 


0.89 


NT2RP2001956 


F-NT2RP2001956 


0.74 


NT2RP2002063 


F-NT2RP2002063 


0.94 


NT2RP2002188 


F-NT2RP2002188 


0.78 


NT2RP2002232 


F-NT2RP2002232 


0.90 


NT2RP2002304 


F-NT2RP2002304 


0.94 


NT2RP2002409 


F-NT2RP2002409 


0.94 


NT2RP2002527 


F-NT2RP2002527 


0.58 


NT2RP2002533 


F-NT2RP2002533 


0.87 


NT2RP2002564 


F-NT2RP2002564 


0.94 


NT2RP2002942 


F-NT2RP2002942 


0.66 


NT2RP2002976 


F-NT2RP2002976 


0.94 


NT2RP2003042 


F-NT2RP2003042 


0.93 


NT2RP2003179 


F-NT2RP2003179 


0.94 


NT2RP2003210 


F-NT2RP2003210 


0.61 


NT2RP2003302 


F-NT2RP2003302 


0.79 


NT2RP2003369 


F-NT2RP2003369 


0.93 


NT2RP2003390 


F-NT2RP2003390 


0.79 


NT2RP2003469 


F-NT2RP2003469 


0.90 


NT2RP2003545 


F-NT2RP2003545 


0.55 


NT2RP2003593 


F-NT2RP2003593 


0.94 


NT2RP2003655 


F-NT2RP2003655 


0.83 


NT2RP2003664 


F-NT2RP2003664 


0.89 


NT2RP2004069 


F-NT2RP2004069 


0.76 


NT2RP2004108 


F-NT2RP2004108 


0.91 


NT2RP2004141 


F-NT2RP2004141 


0.53 


NT2RP2004447 


F-NT2RP2004447 


0.93 


NT2RP2004606 


F-NT2RP2004606 


0.94 


NT2RP2004648 


F-NT2RP2004648 


0.94 


NT2RP2004670 


F-NT2RP2004670 


0.94 


NT2RP2004794 


F-NT2RP2004794 


0.65 


NT2RP2004847 


F-NT2RP2004847 


0.94 


NT2RP2005069 


F-NT2RP2005069 


0.89 


NT2RP2005163 


F-NT2RP20051 63 


0.79 


NT2RP2005181 


F-NT2RP2005181 


0.87 


NT2RP2005247 


F-NT2RP2005247 


0.77 


NT2RP2005425 


F-NT2RP2005425 


0.77 


NT2RP2005535 


F-NT2RP2005535 


0.51 


NT2RP2005597 


F-NT2RP2005597 


0.74 


NT2RP2005632 


F-NT2RP2005632 


0.87 


NT2RP2005666 


F-NT2RP2005666 


0.77 


NT2RP2005774 


F-NT2RP2005774 


' 0.87 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the nnaxinrial score in the 




ATGprI 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprI score 


NT2RP2005878 


F-NT2RP2005878 


0.70 


NT2RP2005883 


F-NT2RP2005883 


0.94 


NT2RP2005941 


F-NT2RP2005941 


0.81 


NT2RP2005994 


F-NT2RP2005994 


0.62 


NT2RP2006004 


F-NT2RP2006004 


0.61 


NT2RP2006042 


F-NT2RP2006042 


0.69 


NT2RP2006099 


F-NT2RP2006099 


0.65 


NT2RP2006512 


F-NT2RP2006512 


0.94 


NT2RP3000011 


F-NT2RP3000011 


0.93 


NT2RP3000022 


F-NT2RP3000022 


0.55 


NT2RP3000059 


F-NT2RP3000059 


0.74 


NT2RP3000063 


F-NT2RP3000063 


0.78 


NT2RP3000171 


F-NT2RP3000171 


0.72 


NT2RP3000172 


F-NT2RP3000172 


0.93 


NT2RP3000201 


F-NT2RP3000201 


0.50 


NT2RP3000232 


F-NT2RP3000232 


0.61 


NT2RP3000304 


F-NT2RP3000304 


0.94 


NT2RP3000378 


F-NT2RP3000378 


0.56 


NT2RP3000436 


F-NT2RP3000436 


0.65 


NT2RP3000444 


F-NT2RP3000444 


0.94 


NT2RP3000616 


F-NT2RP3000616 


0.77 


NT2RP3000645 


F-NT2RP3000645 


0.91 


NT2RP3000676 


F-NT2RP3000676 


0.94 


NT2RP3000721 


F-NT2RP3000721 


0.82 


NT2RP3000838 


F-NT2RP3000838 


0.94 


NT2RP3000871 


F-NT2RP3000871 


0.94 


NT2RP3000907 


F-NT2RP3000907 


0.59 


NT2RP3000921 


F-NT2RP3000921 


0.64 


NT2RP3001061 


F-NT2RP3001061 


0.72 


NT2RP3001159 


F-NT2RP3001159 


0.94 


NT2RP3001170 


F-NT2RP3001170 


0.70 


NT2RP3001195 


F-NT2RP3001195 


0.94 


NT2RP3001240 


F-NT2RP3001240 


0.83 


NT2RP3001322 


F-NT2RP3001322 


0.62 


NT2RP3001388 


F-NT2RP3001388 


0.94 


NT2RP3001560 


F-N12RP3001560 


0.94 


NT2RP3001592 


F-NT2RP3001592 


0.74 


NT2RP3001650 


F-NT2RP3001650 


0.73 


NT2RP3001738 


F-N12RP3001738 


0.94 


NT2RP3002015 


F-NT2RP3002015 


0.93 


NT2RP3002160 


F-NT2RP3002160 


0.65 


NT2RP3002286 


F-NT2RP3002286 


0.82 


NT2RP3002311 


F-NT2RP3002311 


0.94 


NT2RP3002324 


F-NT2RP3002324 


0.92 


NT2RP3002342 


F-NT2RP3002342 


0.94 


NT2RP3002353 


F-NT2RP3002353 


0.76 


NT2RP3002411 


F-NT2RP3002411 


0.74 
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The clones selected by the keyword(s) of the top hit data In the SwissProt, and having the maxinnal score in the 




ATGpn 0.5 or higher. 




nanne of clone 


name of sequence 


maximal ATGprI score 


NT2RP3002448 


F-NT2RP3002448 


0.87 


NT2RP3002571 


F-NT2RP3002571 


0.61 


NT2RP3002664 


F-NT2RP3002664 


0.82 


NT2RP3002738 


F-NT2RP3002738 


0.81 


NT2RP3002790 


F-NT2RP3002790 


0.94 


NT2RP3002836 


F-NT2RP3002836 


0.72 


NT2RP3002887 


F-NT2RP3002887 


0.94 


NT2RP3002900 


F-NT2RP3002900 


0.88 


NT2RP300295B 


F-NT2RP3002958 


0.91 


NT2RP3002983 


F-NT2RP3002983 


0.92 


NT2RP3003000 


F-NT2RP3003000 


0.80 


NT2RP3003076 


F-NT2RP3003076 


0.65 


NT2RP3003354 


F-NT2RP3003354 


0.66 


NT2RP3003448 


F-NT2RP3003448 


0.61 


NT2RP3003473 


F-NT2RP3003473 


0.94 


NT2RP3003527 


F-NT2RP3003527 


0.94 


NT2RP3003532 


F-NT2RP3003532 


0.93 


NT2RP3003614 


F-NT2RP3003614 


0.81 


NT2RP3003729 


F-NT2RP3003729 - 


0.90 


NT2RP3003849 


F-NT2RP3003849 


0.93 


NT2RP3003939 


F-NT2RP3003939 


0.67 


NT2RP3004025 


F-NT2RP3004025 


0.83 


NT2RP3004067 


F-NT2RP3004067 


0.74 


NT2RP3004075 


F-NT2RP3004075 


0.77 


NT2RP3004090 


F-NT2RP3004090 


0.94 


NT2RP3004119 


F-NT2RP3004119 


0.57 


NT2RP3004130 


F-NT2RP3004130 


0.66 


NT2RP3004133 


F-NT2RP3004133 


0.94 


NT2RP3004202 


F-NT2RP3004202 


0.53 


NT2RP3004294 


F-NT2RP3004294 


0.71 


NT2RP3004309 


F-NT2RP3004309 


0.92 


NT2RP3004345 


F-NT2RP3004345 


0.73 


NT2RP3004406 


F-NT2RP3004406 


0.62 


NT2RP3004481 


F-NT2RP3004481 


0.76 


NT2RP3004552 


F-NT2RP3004552 


0.78 


NT2RP3004557 


F-NT2RP3004557 


0.78 


NT2RP3004625 


F-NT2RP3004625 


0.87 


NT2RP3004640 


F-NT2RP3004640 


0.82 


NT2RP3004647 


F-NT2RP3004647 


0.94 


NT2RP4000108 


F-NT2RP4000108 


0.94 


NT2RP4000634 


F-NT2RP4000634 


0.69 


NT2RP4000962 


F-NT2RP4000962 


0.67 


NT2RP4001009 


F-NT2RP4001009 


0.56 


NT2RP4001467 


F-NT2RP4001467 


0.94 


NT2RP4001877 


F-NT2RP4001877 


0.94 


NT2RP4001879 


F-NT2RP4001879 


0.82 


NT2RP4002187 


F-NT2RP4002187 


0.7 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the nriaximal score in the 




ATGpM 0.5 or higher. 




name of clone 


nanne of sequence 


nrtaxinnal ATGprI score 


NT2RP4002451 


F-NT2RP4002451 


0.53 


NT2RP4002750 


F-NT2RP4002750 


0.67 


OVARC1 000003 


F-OVARC1 000003 


0.62 


OVARC1000105 


F-OVARC1000105 


0.62 


0VARC1 000137 


F-OVARC1000137 


0.72 


OVARC 1000255 


F-0VARC1 000255 


0.78 


OVARC 1000307 


F-0VARC1 000307 


0.94 


OVARC1000313 


F-OVARC1000313 


0.94 


OVARC1 000331 


F-0VARC1 000331 


0.57 


0VARC1 000410 


F-0VARC1 000410 


0.79 


OVARC 1000467 


F-0VARC1 000467 


0.83 


OVARC 1000529 


F-OVARC1 000529 


0.94 


OVARC 1000553 


F-OVARC1 000553 


0.94 


OVARC 1000873 


F-OVARC1 000873 


0.88 


OVARC1000916 


F-OVARC1000916 


0.94 


OVARC 1000956 


F-OVARC1 000956 


0.92 


OVARC1001030 


F-OVARC1001030 


0.94 


OVARC1001049 


F-OVARC1001049 


0.94 


OVARC1001086 


F-OVARC1001086 


0.73 


OVARC1001132 


F-OVARC1001132 


0.94 


OVARC1001163 


F-OVARC1001163 


0.75 


OVARC1001222 


F-OVARC1001222 


0.67 


OVARC1001336 


F-0VARC1 001336 


0.92 


OVARC1001338 


F-OVARC1001338 


0.89 


OVARC1001570 


F-OVARC1001570 


0.94 


OVARC1001607 


F-OVARC1001607 


0.86 


OVARC1001725 


F-OVARC1001725 


0.81 


OVARC1001952 


F-OVARC1001952 


0.66 


OVARC1001991 


F-OVARC1001991 


0.94 


OVARC 1002058 


F-OVARC1 002058 


0.79 


PI_ACE1 000442 


F-PLACE1 000442 


0.93 


PLACE1 000740 


F-PLACE1 000740 


0.57 


PI_ACE1001016 


F-PLACE1001016 


0.92 


Pl_ACE1001114 


F-PLACE1001114 


0.94 


PLACE1001123 


F-PLACE1001123 


0.89 


PLACE1001231 


F-PLACE1001231 


0.81 


PLACE1001340 


F-PLACE1001340 


0.77 


PIJVCE1001401 


F-PLACE1001401 


0.87 


PLACE1001407 


F-PLACE1001407 


0.94 


PI-ACE1001464 


F-PLACE1001464 


0.91 


PI_ACE1001500 


F-PLACE1001500 


0.77 


PLACE1001516 


F-PLACE1001516 


0.89 


PLACE1001564 


F-PLACE1001564 


0.52 


Pl_ACE1001655 


F-PLACE1001655 


0.56 


PLACE1001795 


F-PLACE1001795 


0.91 


PLACE1001836 


F-PLACE1001836 


0.81 


PLACE1001918 


F-PLACE1001918 


0.76 
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Table 25 (continued) 



10 



20 



30 



35 



40 



45 



50 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




Aikapn u.o or nigner. 




name of clone 


name of sequence 


maximal ATGprI score 


PLACE10019^9 


F-PLACE1001949 


0.94 


PLACE1 002080 


F-PLACE1 002080 


0.76 


PLACE1 002095 


F-PLACE1 002095 


0.61 


Pl_ACE1002153 


F-PLACE1002153 


0.94 


Pl_ACE1 002329 


F-PLACE1 002329 


0.94 


PLACE1 002355 


F-PLACE1 002355 


0.57 


PLACE 1002374 


F-PLACE1 002374 


0.92 


PLACEI 002547 


F-PLACE1 002547 


0.87 


PLACE 1002726 


F-PLACE1 002726 


0.83 


PLACE1 002905 


F- PL AC El 002905 


0.94 


PLACE1002911 


F-PLACE1 002911 


0.73 


PLACE1003135 


F-PLACE1003135 


0.69 


PLACE1003163 


F-PLACE1003163 


0.61 


PLACEI 003428 


F-PLACE1 003428 


0.61 


PLACE1 003438 


F-PLACE1 003438 


0.93 


PLACEI 003460 


F-PLACE1 003460 


0.94 


PLACEI 003573 


F-PLACE1 003573 


0.78 


PUVCE1 003598 


F-PLACE1 003598 


0.57 


PLACE1 003644 


F-PLACE1 003644 


0.93 


PLACEI 003737 


F-PLACE1 003737 


0.88 


PLACEI 003772 


F-PLACE1 003772 


0.80 


PLACE1 003852 


F-PLACE1 003852 


0.82 


PLACE1 004078 


F-PLACE1 004078 


0.94 


PLACE1004166 


F-PLACE1004166 


0.92 


PLACEI 0041 68 


F-PLACE1004168 


0.58 


PLACEI 004279 


F-PLACE1 004279 


0.64 


PLACE1 004441 


F-PLACE1 004441 


0.90 


PLACEI 004450 


F-PLACE1 004450 


0.85 


PLACEI 004482 


F-PLACE1 004482 


0.57 


PLACE1 004492 


F-PLACE1 004492 


0.85 


PLACE1004519 


F-PLACE1004519 


0.74 


PLACE1 004520 


F-PLACE1 004520 


0.94 


PLACE1 004630 


F-PLACE1 004630 


0.76 


PLACE1 004648 


F-PLACE1 004648 


0.59 


PLACE1004816 


F-PLACE1004816 


0.94 


PLACE1 004887 


F-PLACE1 004887 


0.94 


Pl^CEl 005003 


F-PLACE1 005003 


0.80 


PLACE1 005031 


F-PLACE1 005031 


0.88 


PLACEI 005239 


F-PLACE1 005239 


0.94 


PLACE1 005383 


F-PLACE1 005383 


0.52 


PLACEI 005426 


F-PLACE1 005426 


0.52 


PLACEI 00551 9 


F-PLACE1005519 


0.69 


PLACEI 005544 


F-PLACE1 005544 


0.59 


PLACEI 005569 


F-PLACE1 005569 


0.68 


PLACEI 005682 


F-PLACE1 005682 


0.64 


P1JVCE1 005736 


F-PLACE1 005736 


0.67 


PLACE1 005815 


F-PLACE1005815 


0.94 
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Table 25 (continued) 



The clones selected by the keyword (s) of the top hit data in the Swiss Prot, and having the nnaximal score in the 




ATGprI 0.5 or higher. 




nanne of clone 


name of sequence 


nnaximal ATGprI score 


PLACEI 005878 


F-PLACE1 005878 


0.92 


PI_ACE1 005927 


F-PLACE1 005927 


0.94 


PLACEI 006073 


F-FLACE1 006073 


0.94 


PLACE 1006208 


F-PLACE1 006208 


0.75 


PLACE1 006277 


F-PLACE1 006277 


0.65 


PUVCE1 006290 


F-PLACE1 006290 


0.94 


PLACE1 006443 


F-PLACE1 006443 


0.89 


PLACE1006716 


F-PLACE1006716 


0.63 


PLACE1 006959 


F-PLACE1 006959 


0.89 


PLACE 1007028 


F-PLACE1 007028 


0.94 


PLACEI 007081 


F-PLACE1 007081 


0.77 


PLACEI 007096 


F-PLACE1 007096 


0.84 


PLACEI 007702 


F-PLACE1 007702 


0.51 


PLACE 1006282 


F-PLACE1 008282 


0,70 


PLACEI 008297 


F-PLACE1 008297 


0.64 


PLACEI 008469 


F-PLACE1 008469 


0.94 


PLACEI 008549 


F-PLACE1 008549 


0.52 


PLACEI 008657 


F-PLACE1 008657 


0.94 


PLACEI 00871 6 


F-PLACE1008716 


0.79 


PLACEI 008744 


F-PLACE1 008744 


0.94 


PLACEI 008984 


F-PLACE1 008984 


0.74 


PLACEI 009279 


F-PLACE1 009279 


0.60 


PLACEI 009527 


F-PLACE1 009527 


0.87 


PLACEI 009546 


F-PLACE1 009546 


0.80 


PLACE1 009600 


F-PLACE1 009600 


0.76 


PLACE1010011 


F-PLACE1010011 


0.94 


PLACEI 01 0078 


F-PLACE1010078 


0.86 


PLACE1010081 


F-PLACE1010081 


0.92 


P1JVCE1010251 


F-PLACE1010251 


0.62 


PLACEI 01 0445 


F-PLACE1010445 


0.94 


PLACE1010713 


F-PLACE1010713 


0.62 


PLACEI 01 0827 


F-PLACE1010827 


0.88 


PLACEI 01 0968 


F-PLACE1010968 


0.51 


PLACEI 01 1045 


F-PLACE1011045 


0.64 


PLACE1011116 


F-PLACE1011116 


0.69 


PLACE1011181 


F-PLACE1011181 


0.78 


PLACE1011236 


F-PLACE1011236 


0.66 


PLACE1011364 


F-PLACE1011364 


0.94 


PLACE1011407 


F-PLACE1011407 


0.64 


PLACE1011516 


F-PLACE1011516 


0.83 


PLACEI 01 1708 


F-PLACE1011708 


0.94 


PLACE1011824 


F-PLACE1011824 


0.94 


PLACE3000181 


F-PLACE3000181 


0.74 


SKNMC1000014 


F-SKNMC1000014 


0.76 


SKNMC1000082 


F-SKNMC1 000082 


0.74 


THYRO1000196 


F-THYRO1000196 


0.71 


THYR01 000400 


F-THYR01 000400 


0.73 
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Table 25 (continued) 
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55 



The clones selected by the keyword(s) of the top hit data in the Swiss Prot, and having the maxinna! score in the 




ATGprl 0.5 or higher. 




name of clone 


nanne of sequence 


maximal ATGprl score 


THYR01 000584 


F-THYR01 000584 


0.73 


THYR01 000678 


F-THYR01 000678 


0.86 


THY R01 000776 


F-THYR01 000776 


0.91 


THYR01 000795 


F-THYR01 000795 


0.92 


THYR01 000846 


F-THYR01 000846 


0.78 


THYR01 000866 


F-THYR01 000866 


0.56 


THYR01 000956 


F-THYR01 000956 


0.94 


THYR01 000964 


F-THYR01 000964 


0.80 


THYRO1001063 


F-THYRO1001063 


0.87 


THYRO1001071 


F-THYRO1001071 


0.94 


THYRO1001102 


F-THYRO1001102 


0.90 


THYRO1001113 


F-THYRO1001113 


0.74 


THYRO1001128 


F-THYRO1001128 


0.79 


THYR01 001205 


FTHYRO1001205 


0.94 


THYRO1001242 


F-THYRO1001242 


0.94 


THYR01 001266 


F-THYRO1001266 


0.94 


THYR01 001456 


F-THYRO1001456 


0.69 


THYRO1001457 


F-THYRO1001457 


0.88 


THYR01 001471 


F-THYRO1001471 


0.91 


THYRO1001478 


F-THYRO1001478 


0.89 


THYRO1001529 


F-THYRO1001529 


0.55 


THYRO1001593 


F-THYRO1001593 


0.94 


THYRO1001608 


F-THYRO1001608 


0.94 


THYRO1001641 


F-THYRO1001641 


0.94 


THYRO1001700 


F-THYRO1001700 


0.76 


THYRO1001 702 


F-THYRO1001702 


0.80 


THYRO1001770 


F-THYRO1001770 


0.73 


THYRO1001803 


F-THYRO1001803 


0.94 


Y79AA1 000030 


F-Y79AA1 000030 


0.88 


Y79AA1 000270 


F-Y79AA1 000270 


0.63 


Y79AA1 000426 


F-Y79AA1 000426 


0.92 


Y79AA1 000750 


F-Y79AA1 000750 


0.94 


Y79AA1 000777 


F-Y79AA1 000777 


0.94 


Y79AA1 000876 


F-Y79AA1 000876 


0.94 


Y79AA1 000888 


F-Y79AA1 000888 


0.85 


Y79AA1 000967 


F-Y79AA1 000967 


0.92 


Y79AA1001090 


F-Y79AA1001090 


0.74 


Y79AA1001212 


F-Y79AA1 001212 


0.93 


Y79AA1001426 


F-Y79AA1001426 


0.82 


Y79AA1001523 


F-Y79AA1001523 


0.94 


Y79AA1001727 


F-Y79AA1001727 


0.94 


Y79AA1001787 


F-Y79AA1001787 


0.75 


Y79AA1001799 


F-Y79AA1001799 


0.60 


Y79AA1001803 


F-Y79AA1001803 


0.68 


Y79AA1 002058 


F-Y79AA1 002058 


0.89 


Y79AA1 002121 


F-Y79AA1002121 


0.66 


Y79AA1002213 


F-Y79AA1002213 


0.86 
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Table 25 (continued) 




The clones selected by the keyword(s) of the top hit data In the SwissProt, and having the maxinna! score In the 

ATGpM 0.5 or higher. 


name of clone 


nanne of sequence 


nnaximal ATGprI score 


' Y79AA1 002378 
Y79AA1 002381 


F-Y79AA1 002378 
F-Y79AA1 002381 


0.82 
0.89 



Table 26 



20 



25 



35 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maxinnal score in the 


ATGprI 0.3 or higher and less than 0.5. 




name of clone 


name of sequence 


maximal ATGprI score 


HtMBAI 000732 


F-HEMBA1 000732 




HtMBAI 001 886 


F-HEMBA1001886 




nEMDA1002163 


F-HEMBA1002163 




HEIvlBA1002195 


F-HEMBA1002195 


n A^ 


HEMBA1003120 


F-HEMBA1003120 


n AA 


HEMBAI 004007 


F-HEMBA1 004007 


U.O 1 


HEMBAI 004067 


F-HEMBA1 004067 


n AO 


HEMBAI 005267 


F-HEMBA1 005267 




HEMBAI 006770 


^ 1 1 ft A A ^ A /^^^^ 

F-HEMBA1 006770 




HEMBB1 000407 


F-HEMBB1 000407 


n Ai 


HEMBB1 000542 


F-HEMBB1 000542 


(S A7 


HEMBB1002120 


F-HEMBB1002120 




MAMMA1 00081 0 


^ lLJIAIkJlft4AJr\r%^n^/^ 

F-MAM MAI 000810 


n A*^ 


MAMMA1001 609 


F-MAMMA1001609 




MAMMA1001978 


F-MAMMA1001978 




MAMMA1002142 


F-MAMMA1002142 


U.Of 


MAMIvlA1002165 


F-MAMMA1002165 


U.OH 


NT2RM2001792 


F-NT2RM2001 792 




NT2RM4001843 


F-NT2RM 400 1843 




NT2RP1 000271 


F-NT2RP1 000271 


U.'t 1 


NT2RP2000739 


F-NT2RP2000739 




NT2RP2001388 


F-NT2RP2001388 


0.47 


NT2RP2001562 


F-NT2RP2001562 


0.41 


NT2RP2001903 


F-NT2RP2001903 


0.46 


NT2RP2003138 


F-NT2RP2003138 


0.41 


NT2RP2003931 


F-NT2RP2003931 


0.44 


NT2RP2004205 


F-NT2RP2004205 


0.37 


NT2RP2005378 


F-NT2RP2005378 


0.43 


NT2RP2005541 


F-NT2RP2005541 


0.31 


NT2RP2006092 


F-NT2RP2006092 


0.47 


NT2RP2006269 


F-NT2RP2006269 


0.41 


NT2RP3000148 


F-NT2RP3000148 


0.44 


NT2RP3000427 


F'NT2RP3000427 


0.38 


NT2RP3000820 


F-NT2RP3000820 


0.44 


NT2RP3001754 


F-NT2RP3001754 


0.30 


NT2RP3001976 


F-NT2RP3001976 


0.46 


NT2RP3002409 


F-NT2RP3002409 


0.31 


NT2RP3002737 


F-NT2RP3002737 


0.33 


NT2RP3003874 


F-NT2RP3003874 


0.34 
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Table 26 (continued) 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 


ATGprI 0.3 or higher and less than 0.5. 




name of clone 


name of sequence 


maximal ATGprI score 


0VARC1 000275 


F-0VARC1 000275 


0.44 


0VARC1 000995 


F-OVARC1 000995 


0.34 


OVARC1001569 


F-OVARC1001569 


0.30 


OVARC1001596 


F-OVARC1001596 


0.36 


PLACE1 000907 


F-PLACE1 000907 


0.34 


PLACE 1002967 


F-Pl_ACE1 002967 


0.38 


PLACE1 003529 


F-PLACE1 003529 


0.31 


PLACE1 006071 


F-PLACE1 006071 


0.38 


PLACE1006515 


F-PLACE1006515 


0.48 


PLACE1 007881 


F-PLACE1 007881 


0.43 


PLACE1 008359 


F-PLACE1 008359 


0.47 


PLACE1 008985 


F-PLACE 1008985 


0.48 


PLACE1 009735 


F-PLACE 1009735 


0.37 


PLACE1010784 


F-PLACE 101 0784 


0.44 


PLACE1011978 


F-PLACE1011978 


0.39 


THYR01 000061 


F-THYR01 000061 


0.38 


THYR01 000580 


F-THYR01 000580 


0.48 


Y79AA1000127 


F-Y79AA1000127 


0.32 


Y79AA1001272 


F-Y79AA1 001272 


0.47 


Y79AA 1002 129 


F-Y79AA1 002129 


0.36 



Table 27 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 


ATGprI 0 or higher and less than 0.3. 




name of clone 


name of sequence 


maximal ATGprI score 


HEMBA1 000006 


F-HEMBA1 000006 


0.14 


HEMBA1 000875 


F-HEMBA1 000875 


0.12 


HEMBA1001296 


F-HEMBA1001296 


0.08 


HEMBA1001563 


F-HEMBA1001563 


0.17 


HEMBA1 002227 


F-HEMBA1 002227 


0.05 


HEMBA1 004952 


F-HFMBA1 004952 


0.05 


HEMBA1 004971 


F-HEMBA1 004971 


0.24 


HEIVIBA1 005230 


F-HEMBA1 005230 


0.14 


HEMBA1 005246 


F-HEMBA1 005246 


0.17 


HEMBA1005913 


F-HEMBA1005913 


0.12 


HEMBA1006912 


F-HEMBA1006912 


0.11 


HEMBA1 007063 


F-HEMBA1 007063 


0.14 


HEIVIBA1 007291 


F-HEMBA1 007291 


0.14 


HEMBA1 007332 


F-HEMBA1 007332 


0.23 


HEIVIBBI 000309 


F-HEMBB1 000309 


0.15 


HEMBB1 000567 


F-HEMBB1 000567 


0.15 


HEMBB1 002039 


F-HEMBB1 002039 


0.15 


MAM MAI 000528 


F-MAMMA1 000528 


0.11 


MAMMA1000614 


F-MAMMA1000614 


0.23 


MAMMA1 000706 


F-MAMMA1 000706 


0.26 


MAMMA1001066 


F-MAMMA1001066 


0.28 
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Table 27 (continued) 



10 



20 



30 



40 



50 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the nnaxinnal score in the 


ATGprI 0 or higher and less than 0.3. 




name of clone 


name of sequence 


maximal ATGprI score 


MAMMA1001418 


F-MAMMA1001418 


0.12 


MAMMA1001623 


F-MAMMA1001623 


0.23 


NT2RM2000497 


F-NT2RM2000497 


0.17 


NT2RM4000326 


F-NT2RM4000326 


0.23 


NT2RM4000593 


F-NT2RM4000593 


0.16 


NT2RM4000761 


F-NT2RM4000761 


0.13 


NT2RP1 000325 


F-NT2RP1 000325 


0.29 


NT2RP2000178 


F-NT2RP2000178 


0.28 


NT2RP2000240 


F-NT2RP2 000240 


0.16 


NT2RP2000712 


F-NT2RP2000712 


0.15 


NT2RP2001469 


F-NT2RP2001469 


0.28 


NT2RP2001817 


F-NT2RP2001817 


0.15 


NT2RP2002510 


F-NT2RP2002510 


0.26 


NT2RP2002824 


F-NT2RP2002824 


0.14 


NT2RP2002974 


F-NT2RP2002974 


0.05 


NT2RP2003940 


F-NT2RP2003940 


0.25 


NT2RP2003950 


F-NT2RP2003950 


0.07 


NT2RP2005391 


F-NT2RP2005391 


0.19 


NT2RP2006134 


F-NT2RP2006134 


0.10 


NT2RP3000125 


F-NT2RP3000125 


0.26 


NT2RP3000481 


F-NT2RP3000481 


0.11 


NT2RP3000652 


F-NT2RP3000652 


0.24 


NT2RP3000677 


F-NT2RP3000677 


0.11 


NT2RP3001012 


F-NT2RP3001012 


0.22 


NT2RP3001271 


F-NT2RP3001271 


0.29 


NT2RP3001542 


F-NT2RP3001542 


0.28 


0VARC1 000090 


F-0VARC1 000090 


0.21 


0VARC1 000439 


F-OVARC1 000439 


0.21 


0VARC1 001260 


F-OVARC1 001260 


0.10 


OVARC1002178 


F-OVARC1002178 


0.12 


PLACE 1000033 


F- PLACE 1000033 


0.20 


PLACE1 000258 


F-PLACE 1000258 


0.21 


PLACE1 005539 


F-PLACE 1005539 


0.27 


PLACE1 005745 


F-PLACE1 005745 


0.29 


PLACE1 007077 


F-PL-ACE-1 007077 


0.21 


PLACE1 007296 


F-PLACE1 007296 


0.27 


PLACE1 007591 


F-PLACE1 007591 


0.20 


PLACE1 007845 


F-PLACE1 007845 


0.21 


PLACE2000118 


F-PLACE2000118 


0.23 


PLACE3000213 


F-PLACE3000213 


0.21 


PLACE4000354 


F-PLACE4000354 


0.20 


Y79AA1 000207 


F-Y79AA1 000207 


0.21 


Y79AA1001062 


F-Y79AA1001062 


0.28 


Y79AA1 001863 


F-Y79AA1001863 


0.15 


Y79AA1 002334 


F-Y79AA1 002334 


0.23 


Y79AA1 002376 


F-Y79AA1 002376 


0.29 
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EXAMPLE 13 

Selection of cDNA clone NT2RP2036580 

5 [0184] Clone NT2RP2006580 as well as clone HEMBA1 000121 was selected from the representative sequences 
belonging to HRIFA000116a cluster of the nnost homologous sequence in the SwissProt with the keywoods "trans- 
membrane". Although each of the clones, HEMBA1 0001 21 and NT2RP2006580, was assembled with other clones for 
5' extension, any other clones did not extend the clones toward the 5' direction. Accordingly, it is possible that both 
clones are full-length cDNA clones. The maximal ATGprI score of F-NT2RP2006580 Is 0.37, and therefore, the fullness 

10 ratio is low. However, it is still possible for the sequence to cover the full-length. 

[0185] Thus, the total number of selected clones is 830. Based on the top matching data resulted from Swiss-Prot 
homology search, 659 clones were selected. From them, 447 clones were selected by the keywords of "secretion" and 
"membrane". Among the clones selected based on the top matching data, 60 clones exhibited the maximal ATGprI 
score of 0.3 or higher and less than 0.5, 

15 [0186] The sequences of F-NT2RP2006580 and R-NT2RP2006580 are shown in SEQ ID NO; 2545 and SEQ ID 
NO: 2546, respectively. 

EXAMPLE 14 

20 Full-length sequence analysis and homology search 

[0187] Full-length sequence was determined for each selected cDNA clones. The nucleotide sequence determination 
was performed mainly by the dye-temninator method using custom synthesized DNA primers according to the primer 
walking procedure (custom synthesized DNA primers were used for sequencing; sequencing reaction was performed 

25 with DNA sequencing reagent supplied by PE Biosystems according to the supplier's manual; and the samples were 
analyzed in an automatic sequencer made by the same supplier). Sequence determination of some clones was carried 
out in the same manner but using a Licor DNA sequencer. Overlapping partial nucleotide sequences, which were 
obtained by the above-described method, were assembled together to detenmine a full-length nucleotide sequence. 
Amino acid sequences were then deduced from the determined full-length nucleotide sequences. However, amino acid 

30 sequence is not shown for a clone of which coding region was hard to be deduced or of which amino acid sequence 
has less than 1 00 amino acid residues. SEQ ID NOs corresponding to the respective clones are indicated in Table 370. 
[0188] GenBank, Swiss-Prot and UniGene were searched for the detemnined nucleotide sequences by BLAST anal- 
ysis. Matching data of cDNA clone which exhibits higher homology and of which functions are easily predicted based 
on the nucleotide sequences and the deduced amino acid sequences are selected from the BL^ST analysis matching 

35 data with P value of 10"^ or less. The matching data selected are listed herein. However, there are some clones that 
did not match the criteria for judgment and such matching data of BLAST analysis are not shown herein. The results 
of homology search indicated in the last part of this specification are as follows. 

[0189] Homology search result 1 : data obtained by the homology search of Swiss-Prot database for representative 
sequences of the 5'-end cluster 
40 [0190] Homology search result 2: homology of representative sequences of the 5'-end cluster to the data in Swiss- 
Prot database; the P value is 10" ""O or less 

[0191] Homology search result 3: homology of representative sequences of the 5'-end cluster to the data in Swiss- 
Prot database; the P value is higher than 10'''° and 10""^ or less 

[0192] Homology search result 4; homology of representative sequences of the 5'-end cluster to the data in Swiss- 
es prot database; the P value is higher than 10"* and 1 or less 

[0193] Homology search result 5: data obtained by the homology search of Swiss-Prot database for 5'-end sequences 
of cDNA clone 

[0194] Homology search result 6: data obtained by the homology search of GenBank database (http:/twww.ncbi.nlm. 
nih.gov/web/GenBank/) except for EST and STS sequence data for 5'-end sequences of cDNA clone 
50 [0195] Homology search result 7: data obtained by the homology search of GenBank database (http://www.ncbi.nlm. 
nih.gov/web/GenBank/) except for EST and STS sequence data for 3'-end sequences of cDNA clone 
[0196] Homology search result 8: data obtained by the homology search of Human UniGene database (http://www. 
ncbi.nlm.nih.gov/Unigene) for 5'-end sequences of cDNA clone 

[0197] Homology search result 9: data obtained by the homology search of Human UniGene database (http://www. 
55 ncbi.nlm.nih.gov/Unigene) for 3'-end sequences of cDNA clone 

[0198] Homology search result 1 0: result obtained by the homology search for full-length nucleotide sequences and 
deduced amino acid sequences 

[01 99] The P value indicates similarity between two sequences as a score by considering the probability that the two 
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sequences are accidentally sinnilar. In general, as the value is lower, the similarity is higher. In general, as the value is 
lower, the homology is higher (Altschul, S.R, Gish, W., Miller, W., Myers, E.W. & Lipman, D.L. (1990) "Basic local 
alignment search tool." J. Mol. Biol. 21 5:403-41 0; Gish, W. & States, D.J. (1 993) "Identification of protein coding regions 
by database similarity search." Nature Genet. 3:266-272). 

5 

Example 15. Gene expression analysis with hybridization using high density DNA filter 

[0200] Nylon membrane for DNA spotting was prepared according to the following procedure. E. coll was cultured 
in each well of a 96-well plate (in a LB medium at 37. for 16 hours). A sample of each culture was suspended in 10 . 

10 1 of sterile water in a well of a 96-well plate. The plate was heated at ICQ. for 10 minutes. Then, the boiled samples 
were analyzed by PGR. PGR was performed in a 20 .1 solution by using TaKaRa PGR Amplification Kit (Takara) ac- 
cording to the supplier's protocol. Primers used for the amplification of an insert cDNA in a plasmid were a pair of 
sequencing primers, ME761 FW (5' tacggaagtgttacttctgc 3'/ SEQ ID NO: 3591) and ME1250RV (5' tgtgggaggttttttctcta 
37 SEQ ID NO: 3592), or a pair of primers, M13M4 (5' gttttcccagtcacgac 37 SEQ ID NO: 3593) and M13RV (5' cag- 

15 gaaacagctatgac 3' / SEQ ID NO: 3594). PGR was performed using a themnal cycler, GeneAmp System 9600 (PE 
Biosystems) at 95. for 5 minutes; at 95. for 1 0 seconds and at 68. for 1 minute for 1 0 cycles; at 98. for 20 seconds and 
at 60. for 3 minutes for 20 cycles; and at 72. for 1 0 minutes. After the PGR, the 20 .1 reaction solution was loaded onto 
a 1% agarose gel and fractionated by electrophoresis. DNA on the gel was stained with ethidium bromide to confirm 
the amplification of cDNA. When cDNAs were not amplified by PGR, plasmids containing the corresponding insert 

20 cDNAs were prepared by the alkali-extraction method (J. Sambrook, E.F., Fritsh, & T Maniatis, "Molecular Gloning, A 
laboratory manual/ 2nd edition. Gold Spring Harbor Laboratory Press, 1989). 

[0201] Preparation of DNA array was carried out by the following procedure. A sample of a DNA solution was added 
in each well of a 384-well plate. DNA was spotted onto a nylon membrane (Boehringer) by using a 384-pin tool of 
Biomek 2000 Laboratory Automation System (Beckman-Goulter). Specifically, the 384-weil plate containing the DNA 

25 was placed under the 384-pin tool. The independent 384 needles were simultaneously dipped into the DNA solution 
for DNA deposition. The needles were gently pressed onto a nylon membrane and the DNA deposited at the tips of 
needles was spotted onto the membrane. Denaturation of the spotted DNA and immobilization of the DNA on the nylon 
membrane were carried out according to standard methods (J. Sambrook, E.F., Fritsh, & T. Maniatis, "Molecular Glon- 
ing, A laboratory manual/ 2nd edition. Gold Spring Harbor Laboratory Press, 1989). 

30 [0202] A probe for hybridization was radioisotope-labeled first strand cDNA. Synthesis of the first strand cDNA was 
performed by using ThermoscriptH"'^) RT-PGR System (GIBGO). Specifically, the first strand cDNA was synthesized 
by using 1.5 .g of mRNAs from various human tissues (Glontech), 1 .1 of 50. M Oligo(dT)20 and 50. Ci [.^^PJdATP 
according to an attached protocol. Purification of a probe was earned out by using ProbeQuantO"'^) G-50 micro column 
(Amersham-Pharmacia Biotech) according to an attached protocol, tn the next step, 2 units of E. coli RNase H were 

35 added to the reaction mixture. The mixture was incubated at room temperature for 10 minutes, and then, lOO.g of 
human GOT-1 DNA (GIBGO) was added thereto. The mixture was incubated at 97. for 1 0 minutes and then was allowed 
to stand on ice to give hybridization probe. 

[0203] Hybridization of the radioisotope-labeled probe to the DNA array was performed according to standard meth- 
ods (J. Sambrook, E.R, Fritsh, & T. Maniatis, Molecular Gloning, A laboratory manual/ 2nd edition, Gold Spring Harbor 

40 Laboratory Press, 1989). The membrane was washed as follows: the nylon membrane was washed 3 times by incu- 
bating it in Washing solution 1 (2xSSG, 1% SDS) at room temperature (about 26.) for 20 minutes; then the membrane 
was washed 3 times by incubating it in Washing solution 2 (O.lxSSC, 1% SDS) at 65. for 20 minutes. 
[0204] Autoradiography was perfonned by using an image plate for BAS2000 (Fuji Photo Film Go., Ltd.). Specifically, 
the nylon membrane with probe hybridized thereon was wrapped with a piece of Saran Wrap and brought into tight 

45 contact with the image plate on the light-sensitive surface. The membrane with the image plate was placed in an 
imaging cassette for radioisotope and allowed to stand in dark place for 4 hours. The radioactivity recorded on the 
image plate was analyzed by using BAS2000 (Fuji Photo Film Go., Ltd.). The activity was subjected to electronic 
conversion and recorded as an image file of autoradiogram. The signal intensity of each DNA spot was analyzed by 
using Visage High Density Grid Analysis Systems (Genomic Solutions Inc.). The signal intensity was converted into 

50 numerical data. The data were taken in duplicate. The reproducibility was assessed by comparing the signal intensities 
of the corresponding spots on the duplicated DNA filters that were hybridized to a single DNA probe (Figure 2). In 95% 
of entire spots, the ratio between the corresponding spots falls within a range of 2 or less, and the correlation coefficient 
is r=1 .97. Thus, the reproducibility is satisfactory. 

[0205] The detection sensitivity in gene expression analysis was estimated by examining increases in the signal 
55 intensity of probe concentration-dependent spot in hybridization using a probe complementary to the DNA spotted on 
the nylon membrane. DNA used was PLAGE 1008092 (the same as DNA deposited in GenBank under an Accession 
No. AF1 07253). The DNA array with DNA of PLAGE1 008092 was prepared according to the above-mentioned method. 
The probe used was prepared as follows: mRNA was synthesized in vitro from the clone, PLAGE1 008092. By using 
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this mRNA as a template, radioisotope-labeled first strand cDNA was synthesized in the same manner as described 
above, and the cDNA was used as the probe. In order to synthesize mRNA from PLACE1 008092 in vitro, a plasmid 
in which the 5' end of the cDNA PLACE1 008092 was tigated to the T7 promoter of pBluescript SK(-) was constructed. 
Specifically, the PLACE1 008092 insert was cut out from pM E1 8SFL3 carrying the cDNA at a Drall I site thereof by Xhol 
digestion. The resulting PLACE1 008092 fragment was tigated to Xhol-predigested pBluescript SK(-) by using DNA 
ligation kit ver.2 (Takara). The in vitro mRNA synthesis from PLACE1 008092 inserted into pBluescript SK{-) was carried 
out by using Ampliscribef™) T7 high yield transcription kit (Epicentre technologies). Hybridization and the analysis of 
signal intensity of each DNA spot were perfonmed by the same methods as described above. When the probe con- 
centration is 1x107.g/ml or less, there was no increase of signal intensity proportional to the probe concentration. 
Therefore, it was assumed to be difficult to compare the signals with one another in this concentration range. Thus, 
the spots with the intensity of 40 or less were uniformly taken as low level signals (Figure 3). Within a concentration 
of the probe ranging from 1 x10"7.g/ml to 0.1 .g/ml, the signal was found to increase in a probe concentration-dependent 
manner. The detection limit represented as the ratio of the expression level of test mRNA to that of total mRNA in a 
sample was 1:100,000. 

[0206] Tables 28-184 (also containing clones without description in Examples) show the expression of each cDNA 
in human normal tissues (heart, lung, pituitary gland, thymus, brain, kidney, liver and spleen). The expression levels 
are indicated with numerical values of 0-10,000. Genes that were expressed in at least a single tissue are indicated 
below by the corresponding clone names: 

clone: BNGH41 000020, BNGH41 000087, BNGH41 000091 , 
HEMBA1000300, HEMBA1000443, HEMBA1000462, HEMBA1000477, 



HEMBA1 000835, HEMBA1000875, HEMBA1 000940, HEMBA1000962, 

H EMBA1 001 390, HEMBA1 001 563, HEMBA1 001 621 , H EMBA1 002048^ 

H EMBA1 0021 64, HEMBA1 0021 67, HEMBA1 0021 78. H EMBA1 0021 95^ 

HEMBA1002316, HEMBA1002421 , HEMBA1002524, HEMBA100255r 

HEMBA1 002992, HEMBA1 003047, HEMBA1 003072. H EMBA1 0031 01 . 

HEMBA1 003294, HEMBA1003315, H EM BA1 003392, HEMBA1 003399 

HEMBA1 003945, HEMBA1 004007, HEMBA1 004067, HEMBA1001085 

HEMBA1 004444, HEMBA1 004454, HEMBA1 004505, HEMBA1 004797^ 

HEMBA1005084. HEMBA1 005145, HEMBA1005230, HEMBA1005246 

HEMBA1005449. HEMBA1005489, HEMBA1005545, HEMBA1005698 

HEMBA1 00501 6, HEMBA1 0061 71 , HEMBA1 006276, HEMBA1 00631 1 

HEMBA1006430, HEMBA1 006482, HEIVIBA1006517, HEMBA1005544 

HEMBA1 006749, HEMBA1 006770, HEMBA1 006902, HEMBA1006912 

HEMBA1 00701 3, HEMBA1 007057, HEMBA1 007063, H EMBA1 007291 
HEMBB1 000309, HEMBB1 000447, HEMBB1 000542, 

HEMBB1 000567, HEMBB1 000642, HEMBB1 000905, H EMBB1 001 026 

HEMBB1 001 530, HEMBB1 001 573, HEMBB1 001 847, H EMBB1 001 959 

HEMBB1 002041, HEMBB1002051 , HEMBB1002162, HEMBB1002228 

HEMBB1 002465, HEMBB1 002661 , HEMBB1 002663, HEMBB1 002693. 

MAMMA1000106, MAMMA1000118, MAMMA1 000204, MAMMA1 000226 

MAMMA1 000457, MAMMA1 000473, MAMMA1 000528, MAMMA1 000591 

MAMMA1 000681, MAMMA1 000706, MAMMA1 000788, MAMMA1 000810 

MAMMA1 000986, MAMMA1 000994, MAMMA1001043, MAMMA1001066 

MAMMA1001150, MAMMA1001284, MAMMA1 00131 0, MAMMA1001344 

MAMMA1001609, MAMMA1001 615, MAMMA1001634, MAMMA1001893 

MAMMA1 002070, MAMMA1 002091 , MAMMA1 002095, MAMMA1 002128 

MAMMA1 002205, MAMMA1 002224, MAMMA1 002586, MAMMA1003126 

NT2RM1 000542, NT2RM 1 000789, NT2RM 1 000855, NT2RM1 000858 

NT2RM200041 0, NT2RM2000423, NT2RM2000497, NT2RM2000514 

NT2RM2000589, NT2RM2000622, NT2RM2000773, NT2RM2001126^ 

NT2RM2001941, NT2RM4000198, NT2RM4000295. NT2RM4000444 
NT2RM4000965, NT2RM4000997, NT2RM4001321 , NT2RM4001325, 



NT2RM4001377, 
NT2RP1 000271, 
NT2RP1 000903, 
NT2RP2000479. 
NT2RP2001200, 
NT2RP2001529. 



NT2RM4001735, 
NT2RP1 000300, 
NT2RF1 000981, 
NT2RP2000533, 
NT2RP2001223, 
NT2RP2001538, 



NT2RM4001768, 
NT2RP1 000325, 
NT2RP2000092, 
NT2RP2000610, 
NT2RP2001388, 
NT2RP2001562, 



NT2RM4001843 
NT2RP1 000465 
NT2RP2000178 
NT2RP2000616 
NT2RP2001469 
NT2RP2001662 



HEMBA1000121, 
HEMBA1 000634: 
HEMBA1001228 
HEMBA1 002131 
H EM BA1 002227: 
HEMBA1 002767 
HEMBA1003120 
HEMBA1 003487 
HEMBA1 004110 
HEMBA1 004952 
HEMBA1 005337 
HEMBA1 005929 
HEMBA1 006335 
HEMBA1 006658 
HEMBA1006916 
HEMBA1 007332 

HEMBB1001048 
HEMBB1001978 
H EM BB1 002302 
MAMMA1 000045, 
MAM MA1 000403 
MAMMA1000614 
MAMMA1000814 
MAMMA1001094 
MAMMA1001418 
MAMMA1 001901 
MAMMA1002142 
NT2RM 1000407: 
NT2RM2000241 
NT2RM2000565 
NT2RM2001626 
NT2RM4000593 

NT2R PI 000002 
NT2RP1 000468: 
NT2RP2000240: 
NT2RP2000694: 
NT2RP2001480: 
NT2RP2001878: 



HEMBA1 000275, 
HEMBA1000713, 
HEMBA1001296, 
HEMBA1002163, 
HEMBA1 002239, 
HEMBA1 002985, 
HEMBA1 003230, 
HEMBA1 003530, 
HEMBA1 004391, 
HEMBA1 005070. 
HEMBA1 005430, 
HEMBA1 005945, 
HEMBA1 006357, 
HEMBA1 006707, 
HEMBA1 006960, 
HEMBB1000106, 

HEMBB1001407, 
HEMBB1002039, 
HEMBB1 002427, 
MAMMA1000102, 
MAM MA1 000449, 
MAM MAI 000652, 
MAM MAI 000881, 
MAMMA1001141, 
MAMMA1001532, 
MAMMA1001957, 
MAMMA1002165. 
NT2RM1 000462, 
NT2RM2000306, 
NT2RM2000582, 
NT2RM2001792, 
NT2RM4000761. 

NT2RP1000181, 
NT2RP1 000740, 
NT2RP2000447, 
NT2RP2000739, 
NT2RP2001514. 
NT2RP2001903, 
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NT2RP2001 921 , NT2RP2001 956, NT2RP200201 5, 

NT2RP2002409, NT2RP200251 0, NT2RP2002527, 

NT2RP2002824, NT2RP2002942, NT2RP2002974. 

NT2RP2003302, NT2RP2003369, NT2RP2003383, 

NT2RP2003599, NT2RP2003655, NT2RP2003940, 

NT2RP2004U1 , NT2RP2004179, NT2RP2004205, 

NT2RP2004606, NT2RP2004648, NT2RP2004794, 

NT2RP2005069, NT2RP20051 63, NT2RP20051 81 , 

NT2 R P2005425 , NT2 R P 2005463 , NT2 R P2005535 , 

NT2RP2005666. NT2RP2005774, NT2RP2005878, 

NT2RP2006042, NT2RP2006092, NT2RP2006099, 

NT2RP3000059. NT2RP3000063, NT2RP30001 25, 

NT2RP3000201 , NT2RP3000232, NT2RP3000304, 

NT2RP3000645, NT2RP3000652. NT2RP3000676. 

NT2RP3000818. NT2RP3000820, NT2RP3000838. 

NT2RP3001 1 59. NT2RP3001 1 70, NT2RP30011 95, 

NT2RP3001 592, NT2RP3001 585, NT2RP3001 738, 

NT2RP300201 5, NT2RP30021 60, NT2RP3002281 , 

NT2RP3002409, NT2RP3002411 , NT2RP3002721 , 

NT2RP3002900, NT2RP3002958, NT2RP3003000, 

NT2 R P3003469 , NT2 R P3003473 , NT2 R P3003532 , 

NT2RP3003874, NT2RP3003939, NT2RP3003963, 

NT2RP3004090, NT2RP300411 9, NT2RP3004130, 

NT2RP3004309, NT2RP3004321 , NT2RP3004355, 

NT2RP3004552, NT2RP3004557, NT2RP3004625, 

NT2RP4000634, NT2RP4001 877, NT2RP4001 879, 

OVARC1 000090, 0VARC1 0001 05, OVARC1 0001 37, 

OVARC1 000439, 
0VARC1 000873, 

0VARC1 001 049, 0VARC1 001 086, 



OVARC1 000331 , 0VARC1 00041 0^ 
OVARC1 000775, 0VARC1 000853 
OVARC1001030, 
OVARC1001569, 
PU\CE1 000231, 
PLACE1001016, 
PLACE1001407, 
PLACE1 002080, 
PLACE1 002547, 
PLACE1 003407, 
PLACE1 003644, 
PLACE1004166, 
PLACE1 004441, 
PLACE1 004648, 
PLACE1 005410, 
PLACE1 005736, 
PLACE1 006073, 
PLACE1 007077, 
PLACE1 009067, 
PLACE1011045, 
PLACE1011708, 
PLACE4000455, 
THYR01 000866, 
THYRO1001237, 
THYRO1001523, 
THYRO1001725, 
Y79AA1 000270, 
Y79AA1 000967, 
Y79AA1001427, 
Y79AA1001787, 



OVARC1001570, 
PLACE1 000258, 
PLACE1001100, 
PLACE1 001500, 
PLACE1 002095, 
PLACE1 002726, 
PLACE1 003428, 
PLACE1 003772, 
PLACE1004168, 
PLACE1 004482, 
PLACE1004816, 
PLACE1 005426, 
PLACE1 005768, 
PLACE 1006079, 
PLACE1 007096, 
PLACE1 009527, 
PLACE1011116, 
PLACE1011978, 
SKNMC1000014, 
THYR01 000999, 
THYR01 001242, 
THYR01 001529, 
THYRO1001770, 
Y79AA1 000426, 
Y79AA1001013, 
Y79AA1 001430, 
Y79AA1001793, 



OVARC1001596, 
PLACE 1000442, 
PLACE1001114, 
PLACE1001516, 
PLACE1002153, 
PLACE1 002905, 
PLACE1 003438, 
PLACE1 003839, 
PLACE1004199, 
PLACE 1004492, 
PLACE1 004887, 
PLACE1 005539, 
PLACE1005815, 
PLACE1 006277, 
PLACE1 007626, 
PLACE1 009982, 
PLACE1011181. 
PLACE2000118, 
THYR01 000061. 



NT2RP2002063 

NT2RP2002533 

NT2RP2003138^ 

NT2RP2003390 

NT2RP2003950 

NT2RP2004447 

NT2RP2004837 

NT2RP2005247 

NT2RP2005541 

NT2RP2005887 

NT2RP2006269 

NT2RP3000148 

NT2RP3000378 

NT2RP3000677 

NT2RP3000907 

NT2RP3001271 

NT2RP3001754 

NT2RP3002311 

NT2RP3002737, 

NT2RP3003076 

NT2RP3003614 

NT2RP3004025 

NT2RP3004133^ 

NT2RP3004374 

NT2RP3004640 

NT2RP4002187 

0VARC1 000208^ 

OVARC1 000467, 

OVARC1000916, 

OVARC1001163 

OVARC1001807, 

PLACE1 000560 

PLACE1001183, 

PLACE1001655 

PLACE 1002329 

PLACE1 002911 

PLACE1 003460, 

PLACE1 003845, 

PLACE1 004279, 

PLACE1 004520, 

PLACE1 005005, 

PLACE 1005544, 

PLACE1 005878, 

PLACE1 006443, 

PLACE1 007702, 

PLACE1010078, 

PLACE1 011236 

PLACE2000219 

THYR01 000099 



THYR01 001 063, THYR01 001 1 1 3, 
THYR01 001 456. THYR01 001 457 



THYRO1001593, 
THYRO1001803, 
Y79AA1 000521. 
Y79AA1001090. 
Y79AA1001523. 
Y79AA1001799. 



THYRO1001608 
Y79AA1 000127, 
Y79AA1 000776 
Y79AA1001272 
Y79AA1001530 
Y79AA1001803 



NT2RP2002188, 
NT2RP2002564, 
NT2RP2003179, 
NT2RP2003469 
NT2RP2004069 
NT2RP2004524 
NT2RP2004847 
NT2RP2005378 
NT2RP2005597 
NT2RP2005941 
NT2RP3000011 
NT2RP3000171 
NT2RP3000436 
NT2RP3000721 
NT2RP3000921 
NT2RP3001388 
NT2RP3001858 
NT2RP3002324 
NT2RP3002738 
NT2RP3003354 
NT2RP3003729 
NT2RP3004067 
NT2RP3004202 
NT2RP3004406 
NT2RP3004647 
NT2RP4002715 
OVARC1 000255 
OVARC1 000529 
OVARC1 000956 
OVARC1001260 
OVARC10p1833 
PLACE1000912 
PLACE1001229, 
PLACE1001836 
PLACE1 002374 
PLACE1 002967, 
PLACE 1003529 
PLACE1 003852, 
PLACE1 004282, 
PLACE1 004630, 
PLACE1 005031, 
PLACE1 005569, 
PLACE1 005927, 
PLACE1006716 
PLACE 1008469 
PLACE1010251 
PLACE1011364 
PLACE3000181, 
THYR01 000584 
THYR0 1001 128 
THYR0 1001478 
THYRO1001700 
Y79AA1 000207 
Y79AA1 000777 
Y79AA1001328 
Y79AA1001592 
Y79AA1001863 



NT2RP2002232, 
NT2RP2002721, 
NT2RP2003210. 
NT2RP2003593. 
NT2RP2004108, 
NT2RP2004556, 
NT2RP2005027, 
NT2RP2005391 , 
NT2RP2005632, 
NT2RP2006004, 
NT2RP3000022. 
NT2RP3000172, 
NT2RP3000460, 
NT2RP3000789, 
NT2RP3001044, 
NT2RP3001560, 
NT2RP3001976, 
NT2RP3002353, 
NT2RP3002836, 
NT2RP3003448, 
NT2RP3003849, 
NT2RP3004083, 
NT2RP3004294, 
NT2RP3004481 , 
NT2RP4000108, 
NT2RP4002750, 
OVARC1000313, 
0VARC1 000553, 
OVARC1 000995, 
OVARC1001336, 
OVARC1001991, 
PLACE1 000927, 
PLACE1001340. 
PLACE1001918. 
PLACE1002518, 
PLACE1003163, 
FLACE1 003598. 
PLACE1 004078, 
PLACE1 004305, 
PLACE1 004637, 
PLACE1 005383, 
PLACE1 005725, 
PLACE1 006071, 
PLACE1 006809, 
PLACE1 008985, 
PLACE1010445, 
PLACE1011516, 
PLACE4000354, 
THYR01 000795, 
THYRO1001205, 
THYRO1001495, 
THYRO1001702. 
Y79AA1 000226., 
Y79AA1 000888, 
Y79AA1001426, 
Y79AA1001727, 
Y79AA1 002022, 



Y79AA1002213, Y79AA1 002373, Y79AA1 002376, Y79AA1 002381 . 
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[0207] Genes that were expressed in all the tissues tested are indicated below by the corresponding clone names: 
clone: BNGH41000020, HEMBA1000300. HEMBA1001390, HEMBA1 002239, HEMBA1 00231 6, HEMBA1 004007, 
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HEMBA1 006357, HEMBA1 006482, 
MAMMA1 000652, MAMMA1 00081 0, 



HEMBA1 004067, HEMBA1005145, HEMBA1 005230, HEMBA1 005929 
HEMBB1000567, HEMBB1001847, NEMBB1001 978, MAMMA1000614, 
MAMMA1000814, MAMMA1001 066, MAMMA1001094, MAMMA1001284, MAMMA1001310, MAMMA1 001 634, 

MAMMA1 002224, NT2RM1 000462 



MAMMA1 002165 
NT2RM2000423, 
NT2RP2001538, 
NT2RP2002510, 
-NT2RP2005163. 
NT2RP3001271, 
NT2RP3004647, 
OVARC1001049. 
PLACE1 003598, 
THYRO1001128, 



MAMMA1 002205, 
NT2RM4000761, 
NT2RP2001662, 
NT2RP2002533, 
NT2RP2005535, 
NT2RP3001754, 
0VARC1 000090, 
PLACE1 000231, 
PLACE1 004648, 
THYRO1001205, 



NT2RM4000997, 
NT2RP2001903, 
NT2RP2004556, 
NT2RP2006269, 
NT2RP3003076, 
0VARC1 000208, 
PLACE1 000258, 
PLACE1 006443, 
THYRO1001242, 



NT2RP1 000271, 
NT2RP2002015, 
NT2RP2004794, 
NT2RP3000171, 
NT2RP3003354, 
0VARC1 000553, 
PU\CE1001516, 
PLACE1 008469, 
THYRO1001803, 



NT2RM1 000855, 
NT2RP1 000325, 
NT2RP2002188, 
NT2RP2004847, 
NT2RP3000645, 
NT2RP3003614, 



NT2RM1 000858, 
NT2RP1 000465, 
NT2RP2002409, 
NT2RP2005069, 
NT2RP3000838, 
NT2RP3004640, 



OVARC1 000995, 0VARC1 001 030, 
PLACE1 002080, PLACE1002911 , 



PLACE1011708, 
Y79AA1 000207, 



PLACE2000118, 
Y79AA1001013, 



Y79AA1 001272, Y79AA1001328, Y79AA1 001 793, Y79AA1001 863, Y79AA1 002022, Y79AA1 002376. 

[0208] Genes that were expressed at low levels in any of the tissues tested are indicated below by the corresponding 

clone names: clone: HEMBA1000006, HEMBA1000128, HEMBA1000349, HEMBA1000590, HEMBA1000671 , 



HEMBA1 000732 
HEMBA1001297 
HEMBA1 003732 
H EM BA 1005522 
HEMBB1000276 
HEMBB1001547 



25 MAMMA1001623, MAMMA1001 978, MAMMA1 002080, MAMMA1 002087 



NT2RM1 000580 
NT2RM2001939 
NT2RM4000587 
NT2RP1 000448 
NT2RP1001020 
NT2RP2000663 
NT2RP2001755 
NT2RP2002674, 
NT2RP2004495, 
NT2RP2006134, 
NT2RP3000871 
NT2RP3002286 
NT2RP3002887, 
NT2RP3004075 
NT2RP4002451 
OVARC1001132, 
0VARC1 002058 
PLACE1001123 
PLACE1001788 
PLACE1 003737 
PLACE1 005250 
PLACE1 005745 
PLACE1 006786 
PLACE1 007591 
PLACE1 008359 
PLACE1009196, 
PLACE1 009279 
PI-ACE1010713 
PLACE3000213 
THYR0 1000580 
THYRO1001102 



HEMBA1 000745, HEMBA1 000907, HEMBA1 001 1 84, 
HEMBA1001878, HEMBA1 001 886, HEMBA1002420 
HEMBA1004785, HEMBA1004971 



HEMBA1 004250 
HEMBA1005913 
HEM BB1 000407 
HEMBB1002120, HEMBB1 002245, MAMMA1000141 



HEMBA1 006299, H EMBA1 006572 
HEMBB1 000668, HEMBB1 000679 



NT2RM1 000899, 
NT2RM4000100, 
NT2RM4000648, 
NT2RP 1000551, 
NT2RP1001031, 
NT2RP2000712, 
,NT2RP2001769, 
NT2RP2002976, 



NT2RM2000632, 
NT2RM4000115, 
NT2RM4002352, 
NT2RP1 000579, 
NT2RP1001563, 
NT2RP2000818, 
NT2RP2001817, 
NT2RP2003042, 



NT2RM2001643 
NT2RM4000284 
NT2RP1 000050 
NT2RP1000613 
NT2RP2000394 
NT2RP2000903 
NT2RP2001915 
NT2RP2003545 



NT2RP2004670, NT2RP2005514, NT2RP2005883, NT2RP2005994, 



NT2RP2006512, 
NT2RP3001012, 
NT2RP3002342, 
NT2RP3002983, 
NT2RP3004345, 
0VARC1 000003, 
OVARC1001222, 
OVARC1002178, 
PLAGE1001231, 
PLACE1001795, 
PLACE1 004028, 
PLACE1005519, 
PLACE1 006093, 
PLACE1 006959, 
PLACE 1007845, 
PLACE1 008549, 

PLACE1 009546, 
PLACE10107B4, 
SKNMC1 000004, 
THYR01 000678, 
THYRO1001266, 



NT2RP3000169, 
NT2RP3001061, 
NT2RP3002448, 
NT2RP3003527, 
NT2RP4000962, 
0VARC1 000275, 
0VARC1 001338, 
PLACE1 000033, 
PLACE1 001401, 
PLACE1001949, 
PLAGE1 004450, 
PLACE1 005601. 
PLACE1 006208, 
PLAGE1 007028, 
PLAGE1 007881, 
PLAGE1 008657, 

PLAGE1 009600, 
PLACE1010827, 
SKNMC1 000082, 



NT2RP3000444 
NT2RP3001240 
NT2RP3002571 
NT2RP3003535 
NT2RP4001001 
0VARC1 000298 
OVARC1001607, 
PLACE1 000740 
PLACE1001464 
PLACE1 002355, 
PLACE1004519, 
PUVCEI 005660, 
PLACE1006219, 
PLACE1 007040 
PLACE1 007971 
PLACE1008716 

PLACE1 009735 
PLACE1010968 
THYR01 000036 



HEMBA1001221 
HEMBA1 003497, 
HEMBA1 004982 
HEMBA1 006724, 
HEMBB1000881 
MAMMA1 000496 
MAMMA1 002234 
NT2PM2001818 
NT2RM4000326 
NT2RP1 000239 
NT2RP1 000679 
NT2RP2000514 
NT2RP2001276 
NT2RP2001948 
NT2RP2003664 



NT2RP3000481 
NT2RP3001322 
NT2RP3002664, 
NT2RP3003559 
NT2RP4001009 
0VARC1 000307, 
OVARC1001725 
PLAGE1 000914 
PLACE1001536, 
PLACE1003135, 
PLACE 1005003 
PLACE1 005659 
PLACE1 006290 
PLACE1 007081 
PLACE1 008282 
PLACE1 008744 

PLACE1010011 
PLACE1011407 
THYRO1000196 
THYR01 000956 
Y79AA1 000876, 



HEMBA1001272, 
HEMBA1 003602, 
HEMBA1 005267, 
HEMBA1 007241, 
HEMBB1001200, 
MAMMA1001237, 
MAMMA1 002633, 
NT2RM2001902, 
NT2RM4000417, 
NT2RP1 000261, 
NT2RP1001004, 
NT2RP2000649, 
NT2RP2001495, 
NT2RP2002304, 
NT2RP2003931 , 

NT2RP3000616, 
NT2RP3001542, 
NT2RP3002790, 
NT2RP3004000, 
NT2RP4001467, 
0VARC1 000811, 
OVARC1001727, 
PLACE1 000986, 
PLACE1001564, 
PLACE1 003573, 
PLACE1 005239, 
PLACE1 005682, 
PLACE1006515. 
PLACE1 007296, 
PLACE1 008297, 
PLACE1 008984, 

PLACE1010081, 
PLACE1011824, 
THYR01 000400, 
THYRO1001071, 
Y79AA1 000959, 



THYR01 000776, THYR01 000846 
THYR01 001 327, THYR01 001 471 
Y79AA1001056, Y79AA1 001062, Y79AA1 001264, Y79AA1001795. 

[0209] Genes exhibiting characteristic features in the expression thereof were selected by statistical analysis of these 
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data. Two examples are shown below to describe the selection of genes of which expression is varied greatly annong 
tissues. The .-actin gene is used frequently as a control in gene expression analysis. Genes of which expression is 
varied greatly among tissues as compared that of the .-actin gene were determined as follows. Specifically, sum of 
squared deviation was calculated in the signal intensity of .-actin observed in each tissue, which was divided by 7 
5 degrees of freedom to determine a variance S^^. Next, sum of squared deviation was calculated in the signal intensity 
of a compared gene in each tissue, which was divided by 7 degrees of freedom to detemnine a variance S^^. By taking 
variance ratio F as f-S^^^/S^^, genes with a significance level of 5% or more were extracted in the F distribution. Genes 
extracted are indicated below by the corresponding clone names: clone: BNGH41 000020, NT2RM4000761 , 
Y79AA1 002376. 

10 [0210] Gene of OVARC1000037{heterogeneous nuclear ribonucleoprotein (hnRNP)) which expression is varied little. 
Genes of which expression is varied greatly among tissues as compared that of the 0VARG1 000037 gene were de- 
termined as follows. Specifically, sum of squared deviation was calculated in the signal intensity of .-actin observed in 
each tissue, which was divided by 7 degrees of freedom to determine a variance S^^. Next, sum of squared deviation 
was calculated in the signal intensity of a gene to be compared observed in each tissue, which was divided by 7 degrees 

^5 of freedom to detemnine a variance S^^. By taking variance ratio F as F=S^^ySg^, genes with a significance level of 5% 
or more were extracted in the F distribution. Genes extracted are indicated below by the corresponding clone names: 
clone: BNGH41 000020, HEMBA1 000300, OVARC1001030, NT2RM4000761 , PLACE1 000231 , HEMBA1002316, 
NT2RP1000325, NT2RP1000271 , PLACE1004648, HEMBA1005145, HEMBA1 005929, NT2RP2002510, 
NT2RP2001538, NT2RP2002409, NT2RP2002188, NT2RP2001903. NT2RP2002533, NT2RP2002015, 

20 NT2RP2006269, NT2RP2004837, NT2RP2004205, NT2RP2005378, HEMBA1006357, HEMBB1000567, 
NT2RP2003940, NT2RP2004794, HEMBA1006912, NT2RP2004556, NT2RP2005163, NT2RP3000838, 
NT2RP3001271, PLACE2000118, NT2RP3000645, NT2RP3003076, HEMBB1002693, M AM MA1 000046, 
NT2RP3003354, THYR01 001205, MAMMA1000614, M AM MA1 000652, MAMMA1 0OOB10, THYRO1001242, 
MAMMA1001066, MAMMA1 002224, MAMMA1001634, MAMMA1001094, MAMMA1 002205, NT2RM1 000855, 

25 NT2RM1 000858, Y79AA1 002376, NT2RM2000423. 

[021 1 ] Thus, characteristic features in the expression of a gene are illustrated by comparing and statistically analyzing 
the expression of many genes. 

Analysis of disease-associated genes 

30 

[021 2] Non-enzymic protein glycation reaction is believed to be a cause of a variety of chronic diabetic complications. 
Accordingly, genes of which expression is elevated or decreased in a glycated protein-specific manner in the endothelial 
cells are associated with diabetic complications caused by glycated proteins. Vascular endothelial cells are affected 
with glycated proteins present in blood. Reaction products of non-enzymic protein glycation include amadori compound 

35 (glycated protein) as a mildly glycated protein and advanced glycation endproduct as a heavily glycated protein. Hence, 
a survey was carried out for genes of which expression levels are varied depending on the presence of these glycated 
proteins in endothelial cells. The mRNAs were extracted from endothelial cells that were cultured in the presence or 
absence of glycated protein. The mRNAs were converted into radiolabeled first strand cDNAs for preparing probes. 
The probes were hybridized to the above-mentioned DNA array. Signal of each DNA spot was detected by BAS2000 

40 and analyzed by ArrayGauge (Fuji Photo Film Co., Ltd.). 

[0213] Advanced glycation endproduct of bovine seoim albumin was prepared as follows: bovine serum albumin 
(BSA; Sigma) was incubated in a phosphate buffer solution containing 50 mM glucose at 37 for 8 weeks; and the 
resulting brownish BSA was dialyzed against a phosphate buffer solution. 

[0214] Human noniial pulmonary arterial endothelial cells (Cell Applications) were cultured in an Endothelial Cell 
45 Growth Medium (Cell Applications). The culture dish (Farcon) with the cells were incubated in a COg incubator (37., 
5% CO2, in a humid atmosphere). When the cells were grown to be confluent in the dish, 250.g/ml of bovine serum 
albumin (sigma), glycated bovine serum albumin (Sigma) or advanced glycation endproduct of bovine semm albumin 
was added thereto and the cells were incubated for 33 hours. The mRNA was extracted from the cells by using a 
FastTackf^'^) 2.0 kit (Invitrogen). The labeling of hybridization probe was earned out by using the mRNA according to 
50 the same procedure as described above. 

[0215] Table 185 shows the expression level of each cDNA in human pulmonary arterial endothelial cells cultured 
in a medium containing bovine serum albumin (sigma), glycated bovine serum albumin (Sigma) or advanced glycation 
endproduct of bovine serum albumin. Genes of which expression was detected in the endothelial cell are as follows: 
BNGH41 000020, BNGH41 000087, HEMBA1 000275, HEMBA1 000300, HEMBA1 000477. HEMBA1 000634, 
55 HEMBA1 000671, HEMBA1000713, HEMBA1 000745, HEMBA1 000835, HEMBA1 000875, HEMBA1 000940, 
HEMBA1001390, HEMBA1002131 , HEMBA1002163, HEMBA1002164, HEMBA1002195. HEMBA1002227, 
HEMBA1 002239, HEMBA1 002420, HEMBA1 002767, HEMBA1 002992, HEMBA1 003047, HEMBA1003120, 
HEMBA1 003294, HEMBA1 003315. HEMBA1 003602. HEMBA1 003945, HEMBA1 004007, HEMBA1 004067, 
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HEMBA1 004971, 
HEMBA1 005945, 
HEMBA1 006482, 
HEMBA1 007063, 

5 HEMBB1001573, 
HEMBB1 002693. 
MAMMA1000614 
MAMMA1001066 
MAMMA1 001893 

10 MAMMA1 002205 
NT2RM1 000789, 
NT2RM200024r 
NT2RM2000622, 
NT2RM4000587, 

15 NT2RM4001377, 
NT2RP1 000271 
NT2RP2000092 
NT2RP2000649 
NT2RP2001480 

20 NT2RP2001903, 
NT2RP2002409, 
NT2RP2002824, 
NT2RP2003593, 
NT2RP2004108 

25 NT2RP2004606: 
NT2RP2005069 
NT2RP2005541 
NT2RP2005878 
NT2RP3000171 

30 NT2RP3000652 
NT2RP3000907 
NT2RP3001592 
NT2RP3002353 
NT2RP3002836 

35 NT2RP3003532 
NT2RP3004075 
NT2RP3004294 
NT2RP3004640 
NT2RP4001467 

40 0VARC1 000003, 
OVARC1000313, 
0VARC1 000853, 
OVARC1001049, 
OVARC1001222, 

45 OVARC1001607, 
PLACE1 000740, 
PUVCE1001229, 
PLACE1001918, 
PUCE1 002547, 

50 PUCE1 003407, 
PLACE1 003839, 
PLACE1 004279, 
PLACE1 004887, 
PLACE1005519, 

55 PUCE1 005745, 
PLACE1 006290, 
PLACE1 007626, 
PLACE1009196, 



HEMBA1005145, 
HEMBA1006171, 
HEMBA1 006658, 



HEMBA1 005267, 
HEMBA1 006299, 
HEMBA1 006724, 



HEMBB1 000447, HEMBB1 000642, 
HEMBB1 001 847, HEMBB1 001 978, 
MAMMA1000102, MAMMA1000106, 
, MAMMA1 000652, MAMMA1 000810. 
, MAMMA1001237, MAMMA1001284, 
, MAMMA1001901, MAMMA1001957, 
, MAMMA1 002224, MAMMA1 002633 
NT2RM1 000855, NT2RM1 000858, 
NT2RM2000306, NT2RM200041 0 



NT2RM2000773 
NT2RM4000593 
NT2RM4001735 
NT2RP1 000300 
NT2RP2000240 
NT2RP2000663 
NT2RP2001495 
NT2RP2001948 
NT2RP2002510 
NT2RP2002942 
NT2RP2003599 
NT2RP2004179 
NT2RP2004648 
NT2RP2005163 



NT2RP2005632, NT2RP2005774 



NT2RP2006099 
NT2RP3000201 
NT2RP3000676 
NT2RP3001159 
NT2RP3001738 
NT2RP3002409 
NT2RP3002900 
NT2RP3003614 
NT2RP3004083, 
NT2RP3004309 
NT2RP3004647, 
NT2RP4001877, 
OVARC 1000090 
0VARC1 000331 
OVARC 1000873 



OVARC1001086. OVARC1001132 



OVARC1001260 
OVARC1001807, 
PLACE1 000927 
PLACE1001340 
PLACE1 002080 
PLACE1 002726 
PLACE1 003460 
PLACE 1003845 
PLACE1 004282 
PLACE 1005003 
PLACE 1005544 
PLACE 1005768 
PLACE 1006443 
PLACE 1007702 
PLACE 1009600 



NT2RM4000100 
NT2RM4000761 
NT2RM4001768 
NT2RP1 000325 
NT2RP2000479 
NT2RP2000712, 
NT2RP2001529, 
NT2RP2001956 
NT2RP2002527 
NT2RP2002976 
NT2RP2003664 
NT2RP2004205 
NT2RP2004794 
NT2RP2005247 



NT2RP2006134 
NT2RP3000232 
NT2RP3000721 
NT2RP3001195 
NT2RP3001754, 
NT2RP3002448, 
NT2RP3003076, 
NT2RP3003939, 
NT2RP3004090 
NT2RP3004345 
NT2RP4000108 
NT2RP4001879 
OVARC1000105 
OVARC1 000410 
OVARC1000916 



OVARC1001336 
OVARC1001991 
PLACE1001016, 
PLACE1001407, 
PLACE1 002095 
PLACE1 002905 
PLACE1 003573 
PLACE1 004078 
PLACE1 004441 
PLACE1 005005 
PLACE1 005660, 
PLACE1005815, 
PLACE1 006809, 
PLACE1 007845, 
PLACE1 003735, 



HEMBA1 005337, 
HEMBA1 006335, 
HEMBA1 006770, 
HEMBB1 000905, 
HEMBB1 002041, 
MAMMA1 000204, 
MAMMA1 000814, 
MAMMA1001344, 
MAMMA1 002087, 
MAMMA1003126 

NT2RM2000423 

NT2RM4000198 

NT2RM4000997 

NT2RM4001843 

NT2RP1 000465 

NT2RP2000533 

NT2RP2000903 

NT2RP2001538 

NT2RP2002015 

NT2RP2002533 

NT2RP2003138 

NT2RP2003931 

NT2RP2004495 

NT2RP2004837 

NT2RP2005378 

NT2RP2006269 

NT2RP3000436 

NT2RP3000818 

NT2RP3001240 

NT2RP3002015 

NT2RP3002721 

NT2RP3003354 

NT2RP3003963 

NT2RP3004119 

NT2RP3004374 

NT2RP4000634 

NT2RP4002187 

OVARC1000137, 

0VARC1 000439 

0VARC1 000956 

0VARC1 001569 
PLACE1 000231 
PLACE1001100 
PLACE1001464, 
PLACE1 002329, 
PLACE 10029 11 
PLACE1 003598 
PLACE10041 66 
PLACE1 004482 
PLACE1 005031 
PLACE1 005669 
PLACE1 006073 
PLACE1 006959 
PLACE1 008282 
PLACE1010081 



HEMBA1 005698 
HEMBA1 006357 
HEMBA1006912 
HEMBB1001026, 
H EM BB1 002427, 
MAMMA1 000403, 
MAMMA1 000881 
MAMMA1001615 
MAMMA1 002095 
NT2RM 1000462 

NT2RM2000582 
NT2RM4000284 
NT2RM4001321 
NT2RP1 000002, 
NT2RP1 000740, 
NT2RP2000610, 
NT2RP2001276, 
NT2RP2001662, 
NT2RP2002188, 
NT2RP2002564 
NT2RP2003210 
NT2RP2003940 
NT2RP2004524 
NT2RP2004847 
NT2RP2005425 

NT2RP2006512 
NT2RP3000460, 
NT2RP3000820, 
NT2RP3001271 
NT2RP3002324, 
NT2RP3002737, 
NT2RP3003448 
NT2RP3004025 
NT2RP3004130 
NT2RP3004557 
NT2RP4001001 
NT2RP4002451 
OVARC1 000208 
OVARC1 000553 
0VARC1 000995 

OVARC1001570 
PLACE1 000258 
PLACE1001114 
PLACE1001788, 
PLAC El 002374, 
PLACE1 002967 
PLACE1 003644 
PLACE1004168 
PLAC E1 004492 
PLACE1 005250 
PLACE1 005725 
PLACE1 006208 
PLACE1 007028 
PLACE1 008469 
PLACE1010251 



HEMBA1 
HEMBA1 
HEMBA1 
HEMBB1 
HEMBB1 
MAMMA1 
MAMMA1 
MAMMA1 
MAMMA1 
NT2RM1 



005929, 
006430, 
006960, 
001048, 
002663, 
000449, 
000986, 
001634, 
002165, 
000580, 



NT2RM2000589, 
NT2RM4000444, 
NT2RM4001325, 
NT2RP1000181, 
NT2RP1 000981, 
NT2RP2000616, 
NT2RP2001388, 
NT2RP2001878, 
NT2RP2002232, 
NT2RP2002721 , 
NT2RP2003390, 
NT2RP2004069, 
NT2RP2004556, 
NT2RP2005027, 
NT2RP2005535, 

NT2RP3000011, 
NT2RP3000645, 
NT2RP3000838, 
NT2RP3001388, 
NT2RP3002342, 
NT2RP3002738, 
NT2RP3003473, 
NT2RP3004067, 
NT2RP3004133, 
NT2RP3004625, 
NT2RP4001009, 
NT2RP4002715, 
0VARC1 000298, 
0VARC1 000775, 
OVARC1001030, 

OVARC1001596, 
PLACE1 000442, 
PLACE1 001123, 
PLACE1001795, 
PLACE1002518, 
PLACE1003163, 
PLACE1 003772, 
PLACE1004199, 
PLACE1 004637, 
PLACE1 005410, 
PLACE1 005736, 
PLACE1006219, 
PLACE1 007296, 
PLACE1 008657, 
PLACE1010713, 
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PLACE1011116, PLACE1011181, 

PLACE1011236, PLACE1011516, PLACE1011708, PLACE1011824, PLACE1011978, PLACE2000118, 
PLACE3000181, SKNMC1000004, SKNMC1000014, THYRO1000584, THYR01 000866, THYRO1001113, 
THYRO1001128, THYRO1001205, THYRO1001242, THYRO1001495, THYRO1001523, THYR01 001529, 

5 THYRO1001593, THYRO1001 608, THYRO1001702, THYRO1001725, THYRO1001770. THYRO1001803, 
Y79AA1000117. Y79AA1 000207, Y79AA1000226. Y79AA1000270, Y79AA1 000426. Y79AA1000777, 
Y79AA1 000876, Y79AA1 000888, Y79AA1 000959, Y79AA1001013, Y79AA1 001056, Y79AA1001 090, 
Y79AA1001264, Y79AA1001272, Y79AA1001328, Y79AA1001427, Y79AA1001430, Y79AA1001530, 
Y79AA1001592, Y79AA1001727, Y79AA1001793, Y79AA1 001 799, Y79AA1001863, Y79AA1002022, 

10 Y79AA1 00221 3, Y79AA1 002373, Y79AA1 002376, Y79AA1 002381 . 

[0216] Signal ratios of EC_AGE_BSA to EC_BSA and of EC_glycated_BSA to EC_BSA were calculated for each 
gene. Genes with high signal ratios were selected. In the case of calculating the ratio of signal value of 40 or less to 
that of more than 40, such signal values were, for convenience, taken as 40 instead of the real values. When the ratio 
EC_AGE_BSA/EC„BSA is 2 or nnore, expression of the genes exhibiting such ratio is expected to be elevated due to 

15 advanced glycation endproductof bovine serum albumin. The higher the value is, the higher the gene expression level 
is. When the ratio EC_AGE_BSA/EC_BSA ranges from 0.5 to 2, expression of the genes exhibiting such ratio is ex- 
pected to be unaffected due to advanced glycation endproduct of bovine serum albumin. When the ratio EC_AGE_BSA/ 
EC_BSA is less than 0,5, expression of the genes exhibiting such ratio value is expected to be decreased due to 
advanced glycation endproductof bovine serum albumin. The lower the value is, the lowerthe gene expression level is. 

20 [0217] Clone with EC_AGE_BSA/BC_BSA ratio of 2 or higher are as follows: NT2RP2001538, NT2RP4001001 and 
Y79AA1 000967. 

[0218] These cDNAs are associated with diabetes. 
Analysis of genes associated with neural cell differentiation 

25 

[0219] Genes involved in neural cell differentiation are useful for treating neurological diseases. It is possible that 
genes with varying expression levels in response to induction of cellular differentiation in neural cells are associated 
with neurological diseases. 

[0220] A survey was perfomned for genes of which expression levels are varied in response to induction of differen- 
ce? tiation (stimulation by retinoic acid (RA)) in cultured cells of a neural strain, NT2. 

[0221] The NT2 cells were treated basically according to supplier's instruction manual. "Undifferentiated NT2 cells" 
means NT2 cells successively cultured in an Opti-MEM I (GIBCO-BRL; catalog No. 31985) containing 10%(v/v) fetal 
bovine serum and 1%(v/v) penicillin-streptomycin (GIBCO BRL). "NT2 cells cultured in the presence of retinoic acid" 
means the cells resulted from transferring undifferentiated NT2 cells into a retinoic acid-containing medium, which 
35 consists of D-MEM (GIBCO BRL; catalog No. 11965), 10%(v/v) fetal bovine serum, 1%(v/v) penicillin-streptomycin and 
10.M retinoic acid (GIBCO-BRL), and the subsequent successive culture therein for 5 weeks. "NT2 cells that were 
cultured in the presence of retinoic acid and then further cultured in the presence of cell-division inhibitor added" means 
NT2 cells resulted from transferring NT2 cells cultured in the presence of retinoic acid for 5 weeks into a cell-division 
inhibitor-containing medium, which consisted of D-MEM (GIBCO BRL; catalog No.1 1 965), 1 0%(v/v) fetal bovine serum, 
40 ^%{v/v) penicillin-streptomycin, 10. M retinoic acid, 10. M FudR (5-fluoro-2'-deoxyuridine: GIBCO BRL), 10. M Urd 
(Uridine: GIBCO BRL) and 1 .M araC (Cytosine.-D-Arabinofuranoside: GIBCO BRL), and the subsequence successive 
culture for 2 weeks. Each of the cells were treated with trypsin and then harvested. Total RNAs were extracted from 
the cells by using S.N.A.P.^™) Total RNA Isolation kit (Invitrogen). The labeling of probe used for hybridization was 
carried out by using 1 0.g of the total RNA according to the same methods as described above. The data were obtained 
45 in triplicate (n=3). The data of signal value representing gene expression level in the cells in the presence of stimulation 
for inducing differentiation were compared with those in the absence of the stimulation. The comparison was performed 
by statistical treatment of two-sample t-test. Clones with significant difference in the signal distribution were selected 
under the condition of p<0.05. In this analysis, clones with the difference can be statistically detected even when the 
signals were low. Accordingly, clones with signal value of 40 or less were also assessed for the selection. 
50 [0222] Tables 186-365 show the expression level of each cDNA in undifferentiated NT2 cells, NT2 cells cultured in 
the presence of RA, and NT2 cells that were cultured in the presence of RA and that were further cultured in the 
presence of cell-division inhibitor added. 

[0223] Averaged signal values (M.,, M2) and sample variances (s^^, Sg^) were calculated for each gene in each of 
the cells, and then, the pooled sample variances s^ were obtained from the sample variances of the two types of cells 
55 to be compared. The t values were detennined according to the following fomnula: t=(M1-M2)/s/(1/3+1/3)''^2 When the 
determined t-value was greater than a t-value at P, which means the probability of significance level, of 0.05 or 0.01 
in the t-distribution table with 4 degrees of freedom, the difference was judged to be found in the expression level of 
the gene between the two types of cells at p<0.05 or p<0.01 , respectively. The tables also include the information on 
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an increase (+) or decrease (-) in the expression level of a gene in the treated cells when the level is compared with 
that of untreated undifferentiated cells. 

[0224] Clones of which expression levels increased by RA are as follows: HEMBA1 000121 



10 



20 



25 



30 



35 



50 



55 



HEMBA1 000300, HEMBA1 000634, HEMBA1 000671 

HEMBA1 001 886. HEMBA1 0021 63, HEMBA1 002227 

HEMBA1 0031 20, HEMBA1 003294. HEMBA1 003497, 

HEMBA1 004444, HEMBA1 005230, HEMBA1 005246 

HEMBA1 006299, HEMBA1 006357, HEMBA1006517 

HEMBA1 007063, HEMBA1 007241 , HEMBB1 000447, 

HEMBB1 000668. HEMBB1 001 026, HEMBB1 001 847, 

HEMBB1 002693, MAMMA1000106, MAMMA1 000141 

MAMMA1 000881, MAMMA1001634, MAMMA1001957, 

NT2RM2000497, NT2RM2000582. NT2RM2001126, 

NT2RM4000593, NT2RM4001321 , NT2RP1000002, 

NT2RP1 000465, NT2RP1 000468, NT2RP1 000579 

NT2RP2000610, NT2RP2000663, NT2RP2000694, 

NT2RP2001 878, NT2RP2001 01 5, NT2RP2002304, 

NT2RP2002974. NT2RP2002976, NT2RP20031 79 

NT2RP2003664, NT2RP2003940. NT2RP2004069 

NT2RP2004670, NT2RP2005069. NT2RP2005247, 

NT2RP2005535, NT2RP2005541 . NT2RP2005774, 

NT2RP2005099, NT2RP20061 34, NT2RP300001 1 

NT2RP3000460, NT2RP3000481 , NT2RP3000652, 

NT2RP3001 044, NT2RP3001 061 , NT2RP3001 1 70 

NT2RP3001 542, NT2RP3001 592, NT2RP3001 976 

NT2RP3003000, NT2RP3003354, NT2RP3003532 

NT2RP3004025, NT2RP3004083, NT2RP3004090 

NT2RP3004640, NT2RP4000108, NT2RP4000634, 

0VARC1 000208, OVARC1 000275. OVARC1 000553 

0VARC1 00091 6, OVARC1 000995, 0VARC1 001 030, 

0VARC1 0021 78, PLACE1 000258. PLACE1 000442 

PLACE1 001 1 23, PLACE1 001 795, PL^CEI 00251 8, 

PLACE1 003428, PLACE1 003644, PLACE1 003839 

PLACE1 005669, PLAC El 005682, PLACE1 005736 

PLACE1 006208, PLACE 1 007296, PLACE1 007626 

PLACE1 01 0445, PLACE1 01 1 708, PLACE1 01 1 978, 

THYR01 000580, THYR01 000776, THYR01 000999. 

TH YR0 1 001 327. THYR01 001 523 , TH YR0 1 001 725 

Y79AA1 000270, Y79AA1001056, Y79AA1001062, 
Y79AA1 002381. 

[0225] Clones of which expression levels decreased by RA are as follows 
NT2RP2005027. NT2RP3003473, Y79AA1 002376. 

[0226] Clones of which expression levels Increase by RA/inhibitor are as follows 



HEMBA1 000875, 
HEMBA1 002420, 
H EM BA1 004007, 
HEMBA1 005267, 
HEMBA1 006544: 
HEMBB1 000542, 
HEMBB1 002051, 
MAMMA1 000473, 
MAMMA1 002205, 
NT2RM2001902, 
NT2RP1 000050, 
NT2RP1 000679, 
NT2RP2000903, 
NT2RP2002721 
NT2RP2003302, 
NT2RP2004108, 
NT2RP2005425, 
NT2RP2005878, 
NT2RP3000125, 
NT2RP3000677, 
NT2RP3001240, 
NT2RP30b2790, 
NT2RP3003729, 
NT2RP3004130, 
NT2RP4002451 
0VARC1 000775, 
OVARC1001049, 
PLACE1 000927, 
PLACE1 002547, 
PLACE1 004078, 
PLACE1 005768, 
PLACE1 008282, 
PLACE4000455. 
THYRO1001063, 
THYRO1001770, 
Y79AA1001090. 



HEMBA1001184 
H EM BA1 002421 
HEMBA1004110 
HEMBA1 005489, 
HEMBA1 006658, 
HEMBB1 000567, 
HEMBB1002120, 
MAMMA1 000528, 
MAMMA1 002224 
NT2RM4000198 
NT2RP1000181 
NT2RP2000092 
NT2RP2001388 
NT2RP2002824 
NT2RP2003383 
NT2RP2004524 
NT2RP2005463 
NT2RP2005883 
NT2RP3000171 
NT2RP3000818 
NT2RP3001322 
NT2RP3002900 
NT2RP3003874 
NT2RP3004202 
NT2RP4002715, 
OVARC1 000853 
OVARC1001132 
FLACE1 000986 
PLACE1 002967, 
PLACE1 004441, 
PLACE1005815, 
PLACE1 008984, 
SKNMC1 000004, 
THYRO1001128, 
Y79AA1 000207, 
Y79AA1001727, 



HEMBA1 000275, 
HEMBA1001390, 
HEMBA1 003072, 
HEMBA1 004391, 
HEMBA1005913, 
HEMBA1 006749. 
HEMBB1 000642. 
HEMBB1 002228, 
MAMMA1000810, 
NT2RM2000423, 
NT2RM4000284, 
NT2RP1 000261, 
NT2RP2000479, 
NT2RP2001538, 
NT2RP2002942, 
NT2RP2003469, 
NT2RP2004556, 
NT2RP2005514, 
NT2RP2005887, 
NT2RP3000232, 
NT2RP3000820, 
NT2RP3001388, 
NT2RP3002983, 
NT2RP3003939, 
NT2RP3004294, 
0VARC1 000090, 
0VARC1 000873, 
OVARC1001596, 
PLj^CEIOOIIOO. 
PLACE1 003407, 
PLACE1 004450, 
PLACE1 006073, 
PLACE1 008985, 
THYR01 000036, 
THYRO1001205, 
Y79AA1 000226, 
Y79AA1002213, 



BNGH41 000020, HEMBA1 005070, 



HEMBA1000128, 

HEMBA1 004391, 

HEMBA1 006335, 

MAMMA1 001344, 

NT2RP2001388, 

NT2RP2004837, 

NT2RP2005887, 

NT2RP3002721, 

NT2RP3004294, 

0VARC1 000467, 

OVARC1001030, 

PLACE1001123, 

PLACE1 003407, 

PLACE1 005601, 

PLACE1006716, 



HEMBA1 000875, 
HEMBA1 004454, 
HEMBA1 006544, 
NT2RM2000582, 
NT2RP2002674, 
NT2RP2005069, 
NT2RP3000460. 
NT2RP3002738, 
NT2RP3004640, 
OVARC 1000553, 
OVARC1001222, 
PLACE1001407, 
PLACE1 003644, 
PLACE1 005725, 
PLACE1 007296, 



HEMBA1001390, 
HEMBA1 004785, 
HEMBA1 007241, 
NT2RP1001004, 
NT2RP2002974, 
NT2RP2005425, 
NT2RP3000838, 
NT2RP3003469, 
NT2RP4000108, 
OVARC 1000853, 
OVARC1001596, 
PLACE1001464, 
PLACE1 003845, 
PLACE1 005736, 
PLACE1 007626, 



HEMBA1002163, 
HEMBA1005913. 
HEMBB1 000447, 
NT2RP2000663, 
NT2RP2003383, 
NT2RP2005463, 
NT2RP3001044, 
NT2RP3004083. 
NT2RP4002451, 
OVARC1 000873, 
0VARC1 002058, 
PLACE1 001564. 
PLACE1 004441. 
PLACE1 006093. 
PLACE1 008359. 



H EM BA1 002227, 
HEMBA1006171, 
HEMBB1 000668, 
NT2RP2000694, 
NT2RP2004069, 
NT2RP2005541, 
NT2RP3001240, 
NT2RP3004130, 
NT2RP4002715, 
OVARC1000916, 
OVARC1002178, 
PLACE1001795, 
PLACE1 004482, 
PLACE1006219, 
PLACE1010968, 



HEMBA1 002421, 
H EM BA 1006299, 
MAM MAI 000994, 
NT2RP2000903, 
NT2RP2004606, 
NT2RP2005883. 
NT2RP3001388, 
NT2RP3004202, 
0VARC1 000275, 
0VARC1 000995, 
PLACE1 000927, 
PLACE1 002547, 
PLACE1 005410, 
PLACE1 006290, 
PLACE1011364, 



111 



EP 1 130 094 A2 



PLACE1011824, THYRO1000678, THYRO1000776, THYR01 000999, THYRO1001113, THYRO1001237, 
THYRO1001523, Y79AA1000226, Y79AA1000888, Y79AA1001430. 

[0227] Clones of which expression levels decrease by RA/inhibitor are as follows: HEMBA1 000349, 

HEMBA1001297, HEMBA1 001 878, HEMBA1 005070, HEMBA1006482, HEMBB1001959, NT2RM2001 939. 

5 NT2RP1 000981, NT2RP2001469, NT2RP3003473, OVARC1001132, PLACE1001655, Y79AA1 000127, 
Y79AA1 002381. 

[0228] Clones of which expression levels increase in the presence of both RA and RA/inhibitor are as follows: 

HEMBA1 000875, HEMBA1001390, HEMBA1002163, HEMBA1 002227, HEMBA1 002421 , HEMBA1 004391 , 

HEMBA1005913, HEMBA1 006299, HEMBA1 006544. HEMBA1 007241 , HEMBB1 000447, HEMBB1 000668, 

10 NT2RM2000582, NT2RP2000663. NT2RP2000694, NT2RP2000903, NT2RP2001388, NT2RP2002974, 

NT2RP2003383, NT2RP2004069. NT2RP2005069, NT2RP2005425, NT2RP2005463, NT2RP2005541 , 

NT2RP2005883, NT2RP2005887, NT2RP3000460, NT2RP3001 044, NT2RP3001240. NT2RP3001388, 

N12RP3004083, NT2RP3004130, NT2RP3004202, NT2RP3004294, NT2RP3004640, NT2RP40001 08, 

NT2RP4002451, NT2RP4002715, 0VARC1 000275, 0VARC1 000553, 0VARC1 000853, 0VARC1 000873, 

15 OVARC1000916. 0VARC1 000995, OVARC1001030, OVARC1001596, OVARC1002178. PLACE1 000927, 

PLACE1001123, PLACE1001795, PLACE1 002547, PUCE1 003407, PLACE1 003644, PLACE1 004441 , 

PLACE1 005736, PLACE1 007296, PLACE1 007626, THYR01 000776, THYR01 000999, THYR01 001 523. 
Y79AA1 000226. 

[0229] Clones of which expression levels decrease in the presence of both RA and RA/inhibitor are as follows: 
20 HEMBA1 005070 and NT2RP3003473. 

[0230] These are neurological disease-associated clones. 



Analysis of rheumatoid arthritis-associated genes 



25 [0231] The onset of rheunnatoid arthritis is thought to be involved in the proliferation of synovial cells covering inner 
surfaces of joint cavity and in inflannnnatory reaction resulted fronn the action of cytokines produced by leukocytes 
infiltrating into thejoint synovial tissues (Rheumatisnn Infonnation Center.http://www.rheunna-net.or.jp/). Recent studies 
have also revealed that tissue necrosis factor (TNF)-. participates in the onset (Current opinion in immunology 1999, 
11 , 657-662). When the expression of a gene exhibits responsiveness to the action of TNF on synovial cells, the gene 

30 is considered to be involved in rheumatoid arthritis. 

[0232] A survey was performed for genes of which expression levels are varied in response to TNF-. in the primary 
cell culture of synovial tissue. The primary cultured cells of the smooth muscle (Cell Applications) were grown to be 
confluent in a culture dish, and then, human TNF-. (Boehringer-Mannheim) was added at a final concentration of 10 
ng/ml thereto. The culture was further continued for 24 hours. 

35 [0233] Total RNA was extracted from the cells by using S.N.A.P.f™) Total RNA isolation kit (Invitrogen). The labeling 
of probe used for hybridization was carried out by using lO.g of the total RNA according to the same methods as 
described above. The data were obtained in tripricate (n=3). The data of signal value representing gene expression 
level in the cells in the presence of TNF stimulation were compared with those in the absence of the stimulation. The 
comparison was perfomned by statistical treatment of two-sample t-test. Clones with significant difference in the signal 

40 distribution were selected under the condition of p<0.05. In this analysis, clones with the difference can be statistically 
detected even when the signals were low. Accordingly, clones with signal value of 40 or less were also assessed for 
the selection. 

[0234] Table 366 shows the expression level of each cDNA in synovial cells cultured in the absence or presence of 
TNF 

45 [0235] Averaged signal values (M.,, M2) and sample variances (s-i^, Sg^) for each gene were calculated in each of 
the cells, and then, the pooled sample variances s^ were obtained from the sample variances of the two types of celts 
to be compared. The t-values were detemnined according to the following formula: t=(M^-M2)/s/(1/3+1/3)"'^. When the 
determined t-value was greater than a t-value at P, which means the probability of significance level, of 0.05 or 0.01 
in the t-distribution table with 4 degrees of freedom, the difference was judged to be found in the expression level of 

50 the gene between the two types of cells at p<0.05 or p<0.01 , respectively. The tables also include the information of 
an increase (+) or decrease (-) in the expression level of a gene in the stimulated cells when the level is compared 
with that of unstimulated cells. 

[0236] Clones of which expression levels are elevated by TNF-. are as follows: 

BNGH41 000020, HEMBA1 000349, HEMBA1 000634, HEMBA1 000671 . HEMBA1 000835, HEMBA1 000962, 
55 HEMBA1002178, HEMBA1002195, HEMBA1 002239, HEMBA1 002420, HEMBA1 002524, HEMBA1 002992, 
HEMBA1003315, HEMBA1 003392, HEMBA1 003487, HEMBA1 003602, HEMBA1 004067, HEMBA1 004797. 
HEMBA1 005337, HEMBA1 005489, HEMBA1006916. HEMBB1 000668, HEMBB1 000905. HEMBB1001547, 
. HEMBB1001573, HEMBB1002041 , HEMBB1002663, MAMMA1000652, MAMMA1000810, MAMMA1001 634, 
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MAMMA1 002091, 
NT2RP1 000740, 
NT2RP2005163, 
NT2RP3001976, 
NT2RP3004647, 
0VARC1 000275, 
PLACE1001100. 
PLACE1 003644. 
PLACE1 006809, 
Y79AA1 000270, 



MAMMA1 002234? 
NT2RP2000694, 
NT2RP2005463, 
NT2RP3003473, 
NT2RP4000108, 
0VARC1 000439, 
PLACE1 001464, 
PLACE1004519, 
PLACE1008716, 
Y79AA1 000876, 



NT2RM2000306, 
NT2RP2001921, 
NT2RP2006134, 
NT2RP3003874, 
NT2RP4001001, 
OVARC1001607, 
PLACE1001500, 
PLACE 1005031, 
PLACE1010081. 
Y79AA1001013, 



NT2RM4000417, 
NT2RP2002527. 
NT2RP3000171, 
NT2RP3004090, 
NT2RP4001877, 

PLACE1 000740, 
PLACE1001918, 
PLACE1 005410, 
THYRO1001770, 
Y79AA1001264, 



NT2RP1 000002, 
rsrr2RP2004495, 
NT2RP3000652. 
NT2RP3004294, 
OVARC1 000090, 
PLACE1 000927, 
PLACE1 002095, 
PLACE1 005736, 
Y79AA1000127, 
Y79AA 100 1272, 



15 



Y79AA1 001 430, Y79AA1 001 530, Y79AA1 001 799. 

[0237] Clones of which expression levels decrease by TNF-. are as follows: 
NT2RM4000326, NT2RP1 000300, NT2RP200051 4. NT2RP2001 755, 
NT2RP3002790. These are rheumatoid arthritis-associated clones. 

EXAMPLE 16 



NT2RP1000181, 
NT2RP2004606, 
NT2RP3001195, 
NT2RP3004557, 
OVARC1000105, 
PLACE1001016, 
PLACE1 002547, 
PLACE1006219, 
Y79AA1 000207, 
Y79AA1001328, 



NT2RP2006042, NT2RP3000481 , 



Search for a signal sequence, transmembrane region and functional domain in deduced amino acid sequences 

20 [0238] The deduced amino acid sequences from the full-length nucleotide sequences were examined to predict the 
presence of a signal sequence in their amino-termini as well as the presence of a transmembrane region. The amino 
acid sequences were also searched for a protein functional domain (motif). The examinations for a signal sequence 
in the amlno-temninus, for a transmembrane region and for a functional domain were perfomned by using PSORT [K. 
Nakai & M. Kanehisa, Genomics, 14:897-911 (1992)], SOSUI [T. Hirokawa et al., Bioinfonnatics, 14:378-379 (1998)] 

25 (Mitsui Knowledge Industry Co., Ltd.) and Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml ), respectively. 
When the presence of a signal sequence or a transmembrane region in the amino-tenninus was predicted in the amino 
acid sequence by PSORT or SOSUI, the protein was predicted to be a secretory protein or a transmembrane protein. 
When the amino acid sequence matched a functional domain in the Pfam search for a functional domain, the function 
of the protein is predictable based on the matching data, for example, by referring to the functional categories in 

30 PROSITE (http://www.expasy.ch/cgi-bin/prosite-list.pl ). The functional domain search can be performed by using 
PROSITE instead of Pfam. 

[0239] Search results obtained by using the respective software programs are indicated below. 

[0240] Clones whose deduced amino acid sequences were predicted to have signal sequences by PSORT search 

are as follows: 

35 HEMBA1000713, HEMBA1 002420, HEMBA1002421 , HEMBA1003101. HEMBA1 00411 0, HEMBA1006707, 
HEMBA1006902, HEMBB1 001530, HEMBB1001573, HEMBB1001978, HEMBB1 0021 62, HEMBB1002245, 
HEMBB1002427, MAMMA1000102, MAMMA1 00011 8, MAMMA1000457, MAMMA1 001043, MAMMA1 001344, 
MAMMA1001893, MAMMA1 002070, MAMMA1 0021 65, MAMMA1 002633, NT2RM2000241 . NT2RM2000410, 
NT2RM2001941, NT2RM4001325, NT2RP1001563, NT2RP2001495, NT2RP2002063, NT2RP2002721 , 

40 NT2RP2003383, NT2RP2003593, NT2RP2003655, NT2RP2003664, NT2RP20041 79, NT2RP2004205, 
NT2RP2004524, NT2RP2005463, NT2RP3000460, NT2RP3001012, NT2RP3001858, NT2RP3002836, 
NT2RP3003076, NT2RP3003532, NT2RP3004133, NT2RP3004309, NT2RP4001467, NT2RP4002451 , 
OVARC1000298, 0VARC1 000811 , PLACE1000231, PLACE1000740, PLACE1001183, PLACE1001536, 
PLACE1001564, PLACE1002095, PLACE1002374, PLACE1003839, PLACE1 001482, PLACE1005005, 

45 PLACE1 005250, PLACE1 005383, PLACE1 005410, PLACE1 005544, PLACE1 005569, PLACE1 006093, 
PLACE1 006277. PLACE1 006809, PLACE1 007626, PLACE1 008359, PLACE1 009067, PLACE1010251 , 
PLACE1011236, ■ SKNMC1 000004, SKNMC1000014, THYRO1000099, THYR01 000196, THYRO1001237, 
THYRO1001327, THYR01 001523, THYRO1001702, THYRO1001725, Y79/VA 1000426, Y79AA1000521 , 
Y79/^1000959, Y79/VA1001013, Y79/VA1001264, Y79/VA1001328, Y79/\A1001427, Y79/VA1001430, 

50 Y79PiA1 001 795, Y79AA1 001 803, Y79AA1 002022, 

[0241] Clones whose deduced amino acid sequences were predicted to have transmembrane regions by SOSUI 
search are as follows: BNGH41 000091 , HEMBA1 000121 , HEMBA1 000349, HEMBA1 000477. HEMBA1000713, 
HEMBA1000940, HEMBA1 000962, HEMBA1001 221 . HEMBA1001228. HEMBA1 001621 , HEMBA1002167, 
HEMBA1002195. HEMBA1 002227, HEMBA1 002421 . HEMBA1003101 , HEMBA1 003392, HEMBA1 003530, 

55 HEMBA1 003732. HEMBA1 003945, HEMBA1 004391 , HEMBA1 004454. HEMBA1 004797, HEMBA1 004982, 
HEMBA1 005449, HEMBA1 005522, HEMBA1 005545, HEMBA1 005698, HEMBA1 006171 , HEMBA1 006299, 
HEMBA1006311, HEMBA1 006335, HEMBA1006357, HEMBA1006430. HEMBA1 006724, HEMBA1006960, 
HEMBB1 000407. HEMBB1 000447, HEMBB1 000567, HEMBB1 000679, HEMBB1 000905, HEMBB1001026, 
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15 



20 



25 



35 



40 



45 



HEMBB1 001 407, HEMBB1 001 573, HEMBB1 001 978, HEMBB1 002041 

HEMBB1002427, HEMBB1002693, MAMMA1 000102, MAMMA1000106 

MAMMA1 000204, MAMMA1 000226, MAMMA1 000457, MAMMA1 000473 

MAMMA1000810, MAMMA1000986, MAMMA1001043. MAMMA1001141 

MAMMA1001893. MAMMA1001 957, MAMMA1 001 978, MAMMA1 002070 

MAMMA1 002633, NT2RM1 000580, NT2RM1 000855, NT2RM 1 000858 

NT2RM2001 626, NT2RM2001 939, NT2RM2001 941 , NT2RM4000444 

NT2RM4000997, NT2RM4001 325, NT2RM4001 735, NT2RM4001 768, 

NT2RP1 0001 81 , NT2RP1 000261 , NT2RP1 000300, NT2RP1 000448 



10 NT2RP1 000981, NT2RP1 001 563. NT2RP2000479, NT2RP2000533, NT2RP2000649 



NT2RP2000663, 
NT2RP2001495, 
NT2RP2002533, 
NT2RP2003390, 
NT2RP2004179. 
NT2RP2004648, 
NT2RP2005666, 
NT2RP2006580, 
NT2RP3000721 , 
NT2RP3001240, 
NT2RP3001650, 
NT2RP3002790, 
NT2FP3003532, 
NT2RP3004090, 
NT2RP3004481 , 
NT2RP4002187, 



NT2RP2000694, 
NT2RP2001915, 
NT2RP2002721, 
NT2RP2003469, 
NT2RP2004205, 
NT2RP2004794, 
NT2RP2005883, 
NT2RP3000169, 
NT2RP3000818, 
NT2RP3001271, 
NT2RP3001738, 
NT2RP3002836, 
NT2RP3003535, 
NT2RP3004130, 
NT2RP3004552, 
NT2RP4002451, 



NT2RP2000818, 
NT2RP2001956, 
NT2RP2002824, 
NT2RP2003593, 
NT2RP2004495, 
NT2RP2005163, 
NT2RP2005994, 
NT2RP3000171, 
NT2RP3000907, 
NT2RP3001322, 
NT2RP3002015, 
NT2RP3002900, 
NT2RP3003614, 
NT2RP3004294, 
NT2RP4001001, 
NT2RP4002750, 



NT2RP2000903 
NT2RP2002188 
NT2RP2002942 
NT2RP2003655 
NT2RP2004524 
NT2RP2005181 
NT2RP2006004 
NT2RP3000304 
NT2RP3000921 
NT2RP3001388 
NT2RP3002311 
NT2RP3002958 
NT2RP3004025 
NT2RP3004309 
NT2RP4001009 
OVARC1 000003, 



0VARC1 000439, OVARC1 000553, OVARC1 001030, OVARC1 001336, 



OVARC1001570, 
PLACE1 000927, 
PLACE1001464, 
PLACE1001949, 
PLACE1 003839, 
PLACE1 004637, 
PLACE1 005410, 
PLACE1 005927, 
PLACE1 007626, 
PLACE1009196, 
PLACE1010078, 
PLACE1011516, 
THYRO1001102, 



PLACE1 000231, 
PLACE1001016, 
PLACE1001536, 
PLACE1002518, 
PLACE1 003845. 
PLACE1 004648, 
PLACE1 005544, 
PLACE1 006290, 
PLACE1 007881, 
PLACE1 009279. 
PLACE1010445, 
PLACE3000181, 



PLACE 1000560, 
PLACE1 001183, 
PLACE1 001564, 
PLACE1 002726, 
PLACE1 003852, 
PLACE1004816. 
PLACE1 005569, 
PLACE1 006443, 
PLACE1 008359, 
PLACE1 009527, 
PLACE1010713, 



PLACE 1000740, 
PLACE1001231 
PLACE1001655 
PLACE1 002967, 
PLACE1 004279 
PLACE 1004887, 
PLACE1 005660 
PLACE1 006959 
PLACE1 008469 
PLACE1 009546 
PLACE1010784 



THYR01 000400, THYR01 000678 
THYRO1001237, 



HEMBB1002162 
MAMMA1 000118 
MAMMA1 000591 
MAMMA1001237 
MAMMA1 002091 
NT2RM2000410 
NT2RM4000587 
NT2RM4002352 
NT2RP1 000551 



NT2RP2001200 
NT2RP2002232 
NT2RP2002976 
NT2RP2003664 
NT2RP2004556 
NT2RP2005463 
NT2RP2006269 
NT2RP3000460 
NT2RP3001159 
NT2RP3001560, 
NT2RP3002342, 
NT2RP3003000 
NT2RP3004075 
NT2RP3004345 
NT2RP4001467, 
OVARC1000105 

PLACE1000912, 
PLACE1001401 
PLACE1001836, 
PLACE1 003573, 
PLACE1 004282 
PLACE1 005003, 
PLACE1 005725 
PLACE1 007096, 
PLACE1008716 
PLACE1 009600 
PLACE1010968 
THYR0 1000776 
THYRO1001242, 
THYRO1001702 
Y79AA 1000888 
Y79AA1001427, 



HEMBB1 002245, 
MAMMA1000141, 
MAMMA1 000681. 
MAMMA1001344, 
MAMMA1 002095, 
NT2RM2000565, 
NT2RM4000648, 
NT2RP1 000050. 
NT2RP1000613, 

NT2RP2001276, 
NT2RP2002527, 
NT2RP2003042, 
NT2RP2003950, 
NT2RP2004606, 
NT2RP2005597, 
NT2RP2006512, 
NT2RP3000616, 
NT2RP3001195, 
NT2RP3001592, 
NT2RP3002411, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP3004406, 
NT2RP4001879, 
0VARC1 000307, 

PLACE1000914, 
PLACE1001407, 
PLACE1001918, 
PLACE1 003737, 
PLACE1 004441, 
PLACE1 005005, 
PLACE1 005745, 
PLACE1 007296, 
PLACE1 008985, 
PLACE1010011, 
PLACE1 011236, 
THYR01 000956, 
THYR01 001266, 
THYRO1001725, 
Y79AA1001013, 
Y79AA1001727, 



THYRO1001113, THYRO1001205 
THYR01 001 327, THYR01 001 478, THYR01 001 523, THYR01 001 641 
Y79AA1 000207, Y79AA1 000226, Y79AA1 000270, Y79AA1 000521 
Y79AA1 001 21 2, Y79AA1 001 264, Y79AA1 00 1 328, Y79AA1 00 1 426 
Y79AA1001787, Y79AA1 001 795, Y79AA1001 803, Y79AA1 002058, 
Y79AA1002129, Y79AA1002213, Y79AA1 002373, 

[0242] Names of clones whose deduced amino acid sequences were predicted to have functional domains by Pfam 
search, and names of the matched functional domains are shown below. When multiple functional domains matched 
a clone, each domain name was indicated, separated by a double-slash mark,//. 



50 HEMBA1 000006//Src homology domain 3 

HEMBA1000128//SCP-like extracellular Proteins 
HEMBA1000349//ABC transporters 

HEMBA1000462//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1 000590//EGF-like domain//von Willebrand factor type A domain 
55 HEMBA1 000671//Zinc finger, C2H2 type 

HEMBA1000732//EGF-like domain 
HEMBA1 000940//Connexin 

HEMBA1001221//EGF-like domain//Kazal-type serine protease inhibitor domain 
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HEMBA1001621//7 transmembrane receptor (rhodopsin family) 
HEMBA1001878//WD domain, G-beta repeats 
HEMBA1002048//Zinc finger, C2H2 type 
HEIVIBM 0021 67//Carboxylesterases 
HEIVIBA1002551//WD domain, G-beta repeats 
HEIVIBA1002992//Ubiquitin family 
HEMBA1003047//CUB domain 
HEMBA1003120//Zinc finger, C2H2 type 
HEMBA1003230//EGF-like domain 

HEIVIBA1003392//Low-density lipoprotein receptor domain class A 
HEMBA1003497//Zinc finger, C2H2 type 
HEMBA1 004250//Cadherin 

HEMBA1 004391 //Fibronectin type III domain//IG superfamily 

HEMBA1 004454//4 transmembrane segments integral membrane proteins 

HEMBA1004785!/'chromo' (CHRromatin Organization Modifier) domain 

HEMBA1005246//2inc finger, C2H2 type 

HEMBA1005267//Ank repeat 

HEMBA1005545//7 transmembrane receptor (rhodopsin family) 
HEMBA1005929//Eukaryotic protein kinase domain 
HEMBA1005945//Mitochondrial carrier proteins 
HEMBA1006572//Zinc finger, C2H2 type 

HEMBA1006707//EGF-like domain//von Willebrand factor type A domain 
HEMBA1006749//EGF-like domain//von Willebrand factor type A domain 
HEMBA1006770//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1006902//EGF-like domain//von Willebrand factor type A domain 
HEMBB1000ia6//Zinc finger, CCHC class 
HEMBB1000668//WD domain, G-beta repeats 
HEMBB1000881//Thrombospondin type 1 domain 
HEMBB1000905//WD domain, G-beta repeats 

HEMBB1002041//EGF-like domain//Kazal-type serine protease inhibitor domain 
HEMBB1002245//IG superfamily 
HEMBB1002302//Zinc finger, CCHC class 
HEMBB1 002465//Acyl-CoA dehydrogenases 
HEMBB1002661//Helix-loop-helix DNA-binding domain 
MAMMA1000204//C2 domain 

MAMMA1000457//FAD/NAD-binding domain in ox i do reductases 

MAMMA1 000681 //7 transmembrane receptor (itiodopsin family) 

MAMMA1 000881 //Eukaryotic protein kinase domain/ZProtein kinase C terminal domain 

MAMMA1001150//Phorbol esters / diacylglycerol binding domain/ZEukaryotic protein kinase domain 

MAMMA1001310Z/WD domain, G-beta repeats 

MAMMA1001532ZZZinc finger, C2H2 type 

MAMMA1 001 61 5ZZHelix-l6op-helix DNA-binding domain 

MAMMA1002070ZZKringle domain 

MAMMA1002080ZZRas family (contains ATPZGTP binding P-loop) 
MAMMA1002095ZZE1-E2 ATPases 

l\/IAI\/IMA1002165ZZInsulin-like gro\Arth factor binding proteins 

NT2RM1000789ZZHMG (high mobility group) box 

NT2RM1000855ZZeu bacterial secY protein 

NT2RM1000899ZZMitochondrial carrier proteins 

NT2RM2000589ZZPH (pleckstrin homology) domain 

NT2RM2000632ZZHelicases conserved C-terminal domain 

NT2RM2001 792ZZFibrinogen beta and gamma chains, C-terminal globular domain 

NT2RM2001902ZZEukaryotic protein kinase domain 

NT2RM2001 939ZZ7 transmembrane receptor (rhodopsin family) 

NT2RM2001 941 ZZ7 transmembrane receptor (rhodopsin family) 

NT2RM4000284ZZCIass I Histocompatibility antigen, domains alpha 1 and 2 

NT2RM4000326ZZZinc finger, C2H2 type 

NT2RM4000417ZZC2 domain 
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NT2RM4000444//ABC transporters 

NT2RM4001377//PH (pleckstrin homology) domain 

NT2RM4001768//Alcohol/other dehydrogenases, short chain type 

NT2RM4002352//Low-density lipoprotein receptor domain class A 
5 NT2RP1 0001 81//Heme-binding domain in cytochrome b5 and oxidoreductases 

NT2RP1 000271 //Zinc finger, C2H2 type 

NT2RP1 000325//Mitochondrial carrier proteins 

NT2RP1 00061 3//Eukary otic-type carbonic anhydrases 

NT2RP1000981//IG superfamily 
>o NT2RP1001004//Thrombospondin type 1 domain 

NT2RP1001020//Eukaryotic protein kinase domain 

NT2RP1001031//WD domain, G-beta repeats 

NT2RP1001563//EGF-like domain/ZLectin C-type domain short and long forms//SCP-like extracellular Proteins 

NT2RP2000092//Zinc finger, C2H2 type 
15 NT2RP2000514//Fibronectin type III domain//IG superfamily 

NT2RP2000649//Zlnc-blnding metalloprotease domain 

NT2RP2000712//Zinc finger, C2H2 type 

NT2RP2000739//Zlnc finger, C2H2 type 

NT2RP2001514//E1-E2 ATPases 
20 NT2RP2001529//Eukaryotic protein kinase domain 

NT2RP2001755//Thrombospondin type 1 domain 

NT2RP2001769//Eukaryotic protein kinase domain 

NT2RP20021 88//Carboxylesterases 

NT2RP2002527//Heme-binding domain in cytochrome b5 and oxidoreductases 
25 NT2RP2002564//Zinc finger, C2H2 type 

NT2RP2002942//IG superfamily 

NT2RP2003179//Eukaryotic protein kinase domain 

NT2RP2003302//Zinc finger, C2H2 type 

NT2RP2003390//DnaJ, prokaryotic heat shock protein 
30 NT2RP2003469//Sugar (and other) transporters 

NT2RP2003545//Eukaryotic protein kinase domain 

NT2RP2003593//Thioredoxins 

NT2RP2003940//Zinc finger, C2H2 type 
■ NT2RP20041 08//Zinc finger, C2H2 type 
35 NT2RP2004205//IG superfamily 

NT2RP2004670//Eukaryotic protein kinase domain 

NT2RP2004847//Zinc finger, C2H2 type 

NT2RP20051 81 //Amino acid penneases 

NT2RP2005247//Zlnc finger, C3HC4 type (RING finger) 
40 NT2RP2005391//Flbronectin type III domain 

NT2RP2005535//Zlnc finger, C2H2 type 

NT2RP2005774//Zlnc finger, C2H2 type 

NT2RP2005878//Alcohol/other dehydrogenases, short chain type 

NT2RP2005941//Homeobox domain/Z'Paired box' domain 
45 NT2RP2006004//Flbronectln type III domain 

NT2RP3000011//WD domain, G-beta repeats 

NT2RP3000022//Eukaryotic protein kinase domain 

NT2RP3000063//Zlnc finger, C2H2 type 

NT2RP3000148//Zlnc finger, C2H2 type 
50 NT2RP30001 72//Eukaryotlc protein kinase domain 

NT2RP3000201//Eukaryotic protein kinase domain 

NT2RP3000232//Zlnc finger, C2H2 type 

NT2RP3000304//Low-density lipoprotein receptor domain class A//Low-denslty lipoprotein receptor domain class 
B 

55 NT2RP3000436//Thioredoxins 

NT2RP3000460//eubacterial secY protein 
NT2RP3000616//Flbronectin type III domain 
NT2RP3000652//Zlnc finger, C2H2 type 
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NT2RP3000676//Mitochondrial carrier proteins 
NT2RP3000789//KH domain family of RNA binding proteins 
NT2RP3000820/WD domain, G-beta repeats 
NT2RP3000838//PH (pleckstrin homology) domain 
NT2RP3000907//E1-E2 ATPases 
NT2RP3000921//IG superfamily 
NT2RP3001195//Sugar (and otiier) transporters 
NT2RP3001240//eubacterial secY protein 
NT2RP3001388//C2 domain 

NT2RP3001650//GUB domain//Low-density lipoprotein receptor domain class A 
NT2RP3001738//Heme-binding domain in cytochrome b5 and oxidoreductases 
NT2RP3001976//Zinc finger, C2H2 type 

NT2RP3002281//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RP30024 11 //Alcohol/other dehydrogenases, short chain type 
NT2RP3002721 //Citrate synthase 
NT2RP3003000//lon transport proteins 
NT2RP3003527//Eukaryotic protein kinase domain 
NT2RP3003535//TPR Domain 
NT2RP3003849//C2 domain 
NT2RP3004067//Src homology domain 3 
NT2RP3004090//Zinc finger, C3HC4 type (RING finger) 
NT2RP3004481//IG superfamily 
NT2RP3004552//CUB domainZ/Sushi domain 
NT2RP3004647//Mitochondrial carrier proteins 
NT2RP4000108//lntermediate filament proteins 
NT2RP4000634//Eukaryotic protein kinase domain 
NT2RP4000962//Eukaryotic protein kinase domain 
NT2RP4001 009//Zinc-binding metal loprot ease domain 
NT2RP4001877//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
NT2RP40021 87//Alcohol/other dehydrogenases, short chain type 
NT2RP4002750//Amino acid pemneases 
0VARC1 0001 05//Ubiquitin-conjugating enzymes 
OVARC1000255//Eukaryotic protein kinase domain 
OVARC1 00031 3//Thioredoxins 

0VARC1 00041 0//Fibrinogen beta and gamma chains, C-terminal globular domain 

OVARC1000529//Eukaryotic protein kinase domain 

OVARC1 000811 //CUB domaln/ZKringle domain 

OVARCI 00091 6//Eukary otic protein kinase domain 

OVARC1001049//Helix-loop-helix DNA-binding domain 

OVARC1 001 338//Eukary otic protein kinase domain 

OVARCI 001 569//Eukaryotic protein kinase domain 

OVARCI 001 570//Eukaryotic aspartyl proteases 

PLACE1 000231 //WAP-type (Whey Acidic Protein) four-disulfide core' 

PLACE1000258//2inc finger, C2H2 type 

PLACE1000740//EGF-like domain 

PLACE1000907//Zinc finger, C2H2 type 

PLACE1001016//lon transport proteins 

P LAC El 001 500//H el leases conserved C-termtnal domain 

PLACE1001655//lon transport proteins 

PLACE1001795//SCP-like extracellular Proteins 

PLACE1 001 949//E1 -E2 ATPases 

PLACE1002329//Src homology domain 3 

PLACE 1002355//Alpha-2-macroglobulin family//Kazal-type serine protease inhibitor domain 

PLACE1002374//Cysteine proteases 

PLACE1 00251 8//Zinc finger, C3HC4 type (RING finger) 

PLACE1 00291 1//IG superfamily 

PLACE1003135//Eukaryotic protein kinase domain 

PLACE 1 0031 63//Enoyl-CoA hydratase/isomerase 
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PLACE1003573//Lectin C-type domain short and long fonns 
PLACE1 0041 66//Bronrtcdomain 

PLACE1004305//Ras family (contains ATP/GTP binding P-loop) 

PLACE1 004441 //7 transmembrane receptor (rhodopsin family) 
5 PLACE1 004520//IG superfamily 

PLACE1 00481 6//Fibrinogen beta and gamma chains, C-terminal globular domain 

PLACE1 004887//Zinc finger. C3HC4 type (RING finger) 

PLACE1 005003//Trypsin 

PLACE1005383//EGF-like domain 
10 PLAGE1 00541 0//eubacterial secY protein 

PLACE1005426//IG superfamily 

PLACE 1 00551 9//Eukaryotic protein kinase domain 

PLACE1005539//Heat shock hsp20 proteins 

PLACE1005544//IG superfamily 
15 PLAGE1 005569//IG superfamily 

PLACE1005682//2inc finger, C3HC4 type (RING finger) 

PLACE1005736//PH (pleckstrin homology) domain 

PLACE1 006079//Homeobox domain 

PLACE1 00671 6//C1q domain 
20 PLACE1 008282//Eukaryotic protein kinase domain 

PLACE1 008549//Ets-domaln 

PLACE1008744//EGF-like domainZ/Sushi domain 

PLACE1009067//Src homology domain 3 

PLACE1010081//Eukaryotic protein kinase domain 
25 PLACE1010251//EGF-like domain 

PLACE1010713//Alcohol/other dehydrogenases, short chain type 

PLACE1010784//7 transmembrane receptor (rhodopsin family) 

PLACE1010968//Fibronectintype III domain 

PLACE1011181//ATPases associated with various cellular activities (AAA) 
30 PLACE1011364//Eukaryotic protein kinase domain 

PLACE1011407//Zinc finger, C2H2 type 

PLACE1 011 708//CUB domain 

PLACE 1 01 1824//Eukaryotic protein kinase domain 

PLACE1 011 978//Zinc finger, C2H2 type 
35 PLACE3000181//Cadherin 

PLACE3000213//Sushi domain 

PLACB4000354//BGF-like domain/ZSushi domain 

SKNMC1000082//Mitochondrial carrier proteins 

THYR01 0001 96//Cadherin 
40 THYR01 000580//2inc finger, C2H2 type 

THYR01 000678//Connexin 

THYRO1000795//Mitochondrial carrier proteins 

THYR01 000956//7 transmembrane receptor (rhodopsin family) 

THYR01 00111 3//C2 domain 
45 THYRO1001266//Sodium:solute symporter family 

THYRO1001457//Phorbol esters / diacylglycerol binding domain/ZBukaryotic protein kinase domain 

TH YR01 001 478//EF hand 

THYRO1001593//Eukaryotic protein kinase domain 

THYRO1001700//Eukaryotic protein kinase domain 
50 THYR01 001 770//Eukaryotic protein kinase domain 

Y79AA1000030/A/VW/rsp5A/VWP domain containing proteins 

Y79AA1000426//Transforming growth factor beta like domain 

Y79AA1000777//WD domain, G-beta repeats 

Y79AA1 000876//Thioredoxins 
55 Y79AA1 00096 7//Eukaryotic protein kinase domain 

Y79AA1001090//Ank repeat 

Y79AA1001264//DnaJ, prokaryotic heat shock protein 
Y79AA1001328//EGF-like domain 
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Y79AA1001427//FAD/NAD-binding domain in oxidoreductases 
Y79AA1001523//Bromodomain//Zinc finger, C3HC4type (RING finger) 
Y79AA1001530//Tubulin 
Y79AA1001727//1G superfannily 
5 Y79AA1 001 787//E1 -E2 ATPases 

Y79AA1001799//Mitochondrial carrier proteins 

Y79AA1 002022//IG superf amily 

Y79AA1 002381 //Eukary otic protein kinase domain 



10 EXAMPLE 17 



Functional categories based on the full-length nucleotide sequences 



[0243] Prediction of functions of proteins encoded by the clones and the categorization thereof were performed based 
15 on the results of homology search (see homology search result 1 0) of the databases, GenBank, Swiss-Prot and Uni- 
Gene for the full-length nucleotide sequences of 826 clones as well as based on the results of domain search (see 
Example 16) of the deduced amino acid sequences encoded by the full-length nucleotide sequences. 
(HEMBA1 005337. NT2RM1 000407, NT2RM2001 767. and NT2RP3003939 were excluded because of the absence of 
full-length sequence.) 

20 [0244] There are 611 clones that presumably encode proteins belonging to any of categories of secretory and/or 
membrane proteins, glycoprotein-associated proteins, signal transduction-associated proteins, transcription-associat- 
ed proteins and disease-associated proteins. 

[0245] The clones presumably encoding proteins categorized into secretory and/or membrane proteins are those 
which matched the full-length sequences of Swiss-Prot database with keywords "growth factor", "cytokine", "hormone", 

25 "signal", "transmembrane", "membrane", "extracellular matrix", "receptor", "G-protein coupled receptor", "ionic chan- 
nel", "voltage-gated channel", "calcium channel", "cell adhesion", "collagen" or "connective tissue"; those which 
matched the data, suggesting that the proteins are secretory and/or membrane proteins; or those which matched the 
full-length sequences of GenBank or UniGene database with similar description; and, further, those predicted to have 
an N-terminal signal sequence or a transmembrane region as a result of domain search for the amino acid sequences 

30 deduced from the full-length nucleotide sequences. 

[0246] The clones presumably encoding proteins categorized into glycoprotein-associated proteins are those which 
matched the full-length sequences of Swiss-Prot database with the keywords "glycoprotein"; those which matched the 
data, suggesting that the proteins are glycoprotein; or those which matched the full-length sequences of GenBank or 
UniGene database. 

35 [0247] The clones presumably encoding proteins categorized into signal transduction-associated proteins are those 
which matched the full-length sequences of Swiss-Prot database with the keywords "serine/threonine-protein kinase", 
"tyrosine-protein kinase" or "SH3 domain"; those which matched the data, suggesting that the proteins are signal 
transduction-associated proteins (for example, "ADP-ribosylation factor"); or those which matched the the full-length 
sequences of GenBank or UniGene database with similar description. 

40 [0248] The clones presumably encoding proteins categorized into transcription-associated proteins are those which 
matched the full-length sequences of Swiss-Prot database with the keywords "transcription regulation", "zinc finger" 
or "homeobox"; those which matched the data, suggesting that the proteins are transcription-associated proteins; or 
those which matched the full-length sequences of GenBank or UniGene database with similar description. 
[0249] The clones presumably encoding proteins categorized into disease-associated proteins are those which 

45 matched the full-length sequences of Swiss-Prot database with the keywords "disease mutation" or "syndrome"; those 
which matched the data, suggesting that the proteins are disease-associated proteins; or those which matched the 
full-length sequences of Swiss-Prot database and GenBank or UniGene database where the matched sequences are 
those of genes or proteins which had been deposited in the database of Online Mendelian Inheritance in Man (OMIM) 
(http:l/www. ncbi.nlm.nih.gov/Omim/), which is a database of human genes and diseases. 

50 [0250] The following 437 clones were categorized into secretory and/or membrane proteins. 

BNGH41000020. BNGH41 000087, BNGH41 000091 , HEMBA1 000121 , HEMBA1000128, HEMBA1000349, 
HEMBA1000477, HEMBA1000590, HEMBA1000713, HEMBA1 000732, HEMBA1000745, HEMBA1000835, 
HEMBA1000940, HEMBA1000962, HEM8A1001221, HEMBA1 001228, HEMBA1001621 , HEMBA1002131 , 
HEMBA1002163, HEMBA1002167, HEMBA1002178, HEMBA1 002195, HEMBA1 002227, HEMBA1 002420, 

55 HEMBA1 002421, HEMBA1 002767, HEMBA1 003047, HEMBA1 003101 , HEMBA1 003230, HEMBA1 003392. 
HEMBA1003530, HEMBA1003602, HEMBA1003732, HEMBA1 003945, HEMBA100411 0, HEMBA1004250. 
HEMBA1 004391. HEMBA1 004444, HEMBA1 004454, HEMBA1 004505, HEMBA1 004797, HEMBA1 004982, 
HEMBA1005070, HEMBA1005449, HEMBA1005522, HEMBA1005545, HEMBA1005698, HEMBA1005945, 
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10 



15 



20 



25 



30 



35 



40 



50 



55 



HEMBA1006171, HEMBA1006299. HEMBA1 006311 , HEMBA1006335, 

HEM8A1006482, HEMBA1 006707, HEMBA1006724, HEMBA1006749, 

HEMBA1007241, HEMBB1000407, HEMBB1 000447, HEMBB1000567, 

HEMBB1 001 026, HEMBB1 001 048, HEMBB1 001 407, H EMBB1 001 530. 

HEMBB1001978. HEMBB1002041 , HEMBB1002162, HEMBB1002245, 

MAMMA1000102, MAMMA10001 06. MAMMA1000118. MAMMA1000141 , 

MAMMA1000457, MAMMA1000473, MAMMA1000496, MAMMA1000591 , 

MAMMA1000986, MAMMA1000994, MAMMA1001043, MAMMA1 001141 , 

MAMMA1001418, MAMMA1001893, MAMMA1 001 957, MAMMA1001 978, 

MAMMA1 002070, MAMMA1 002091 , MAMMA1 002095, MAMMA1002165, 

MAMMA1 002633, MAMMA1 003126, NT2RM1 000462, NT2RM1 000542, 

NT2RM1 000858, NT2RM 1 000899, NT2RM2000241 , NT2RM200041 0, 

NT2RM2001 626. NT2RM2001 792, NT2RM2001 939, NT2RM2001 941 , 

NT2RM400041 7, NT2RM4000444, NT2RM4000587, NT2RM4000593, 
NT2RM4001325, 



HEMBA1 
HEMBA1 
HEMBB1 
HEMBB1 
HEMBB1 
MAMMA1 
MAMMA1 
MAM MAI 



006357, 
006902: 
000679: 
001573: 
002427: 
000204 
000681 
001237 



NT2RM4000997 
NT2RP1 000050, 
NT2RP1 000551, 
NT2RP2000533, 
NT2RP2000903, 
NT2RP2001755, 
NT2RP2002527, 
NT2RP2003042, 
NT2RP2003655, 
NT2RP2004524, 
NT2RP2005163, 



NT2RP1000181, 
NT2RP1000513, 
NT2RP2000616, 
NT2RP2001200, 
NT2RP2001915, 
NT2RP2002533, 
NT2RP2003210, 
NT2RP2003664, 
NT2RP2004556, 
NT2RP2005181, 



NT2RM4001735, 
NT2RP1 000261, 
NT2RP1 000981, 
NT2RP2000649. 
NT2RP2001276, 
NT2RP2001956, 
NT2RP2002721, 
NT2RP2003383, 
NT2RP2003950, 
NT2RP2004606, 
NT2RP2005378, 



NT2RM4001768, 
NT2RP1 000300, 
NT2RP1001004, 
NT2RP2000663, 
NT2RP2001480, 
NT2RP2002063, 
NT2RP2002824, 
NT2RP2003390, 
NT2RP2004179, 
NT2RP2004648, 
NT2RP2005463, 



NT2RP2005666, NT2RP2005883, NT2RP2005994, NT2RP2006004, 



NT2RP2006042, NT2RP2006269, NT2RP2006512, 

NT2RP3000304, . NT2RP3000436, NT2RP3000460, 

NT2RP300081 8. NT2RP3000907, NT2RP3000921 , 

NT2 R P300 1 240 , NT2 R P300 1 27 1 , NT2 R P300 1 322 , 

NT2RP3001 650, NT2RP3001 738, 

NT2RP3002342, NT2RP3002411 , 

NT2RP3002958, NT2RP3003000, NT2RP3003076, 

NT2RP300361 4, NT2RP3004025, NT2RP3004075, 
NT2RP3004309 
NT2RP3004647 

NT2RP4002451 , NT2RP4002750, 

OVARC1000313, 0VARC1 000410, 

OVARC1 000956, OVARC1001 030, 

OVARC1 001 725, 0VARC1 001 991 , 

PLACE1 00091 2. PLACE1 00091 4. PLACE1 000927, PLACE1 001 01 6, 

PLACE1 001 231 , PLACE1 001 340, PLACE1 001 401 , PLACE1 001 407, 
PLACE1001536, PLACE1 001564, PLACE1001655, PLACE1001 795, 



NT2RP3004345, NT2RP3004406, 
NT2RP4001 001 , NT2RP4001 009, 
OVARC1 000003, 
0VARC1 000439, 



NT2RP2006580, 
NT2RP3000616, 
NT2RP3001012, 
NT2RP3001388, 
NT2RP3001 858, NT2RP300201 5, 
NT2RP3002737. NT2RP3002790, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP3004481, 
NT2RP4001467, 
OVARC1000105, 
0VARC1 000553, 



OVARC1 001 1 63, OVARC1 001 336, 
PLACE1 000033, PLACE1 000231 , 



PLACE1001836, 
PLACE1 002374, 
PLACE1 002967, 
PLACE1 003845, 
PLACE1 004482, 
PLACE1 005003, 
PLACE1 005544, 
PLACE1 005927, 
PLACE1 006443, 
PLACE1 007296, 
PLACE1008716, 
PLACE1 009527, 
PLACE1010251, 
PLACE1011116. 



PLACE1001918, 
PLACE1002518. 
PLACE 1003407, 
PLACE1 003852, 
PLACE 1004520, 
PLACE1 005005, 
PLACE1 005569, 
PLACE1 006071, 
PLACE1006716, 
PLACE1 007626, 
PLACE1 008744, 
PLACE1 009546, 
PLACE1010445, 
PLACE1011181, 



PLACE1001949, 
PLACE1 002547, 
PLACE1 003573, 
PLACE 1004279, 
PLACE1 004630, 
PLACE1 005031, 
PLACE1 005660, 
PLACE1 006093, 
PLACE1 006809, 
PLACE1 007845, 
PLACE1 008985, 
PLACE1 009600, 
PLACE1010713, 
PLACE1011236, 



PLACE1 002080, 
PLACE1 002726, 
PLACE 1003737, 
PLACE1 004282, 
PLACE1 004637, 
PLACE1 005383, 
PLACE1 005725, 
PLACE 1006208, 
PLACE1 006959, 
PLACE1 007881, 
PLACE1 009067, 
PLACE1 009982, 
PLACE1010784, 
PLACE1011516, 



MAMMA1 002234 
NT2RM 1000580 
NT2RM2000423 
NT2RM4000198 
NT2RM4000648 
NT2RM4001843 
NT2R PI 000325: 
NT2RP1001563 
NT2RP2000694 
NT2RP2001495: 
NT2RP2002188 
NT2RP2002942: 
NT2RP2003469 
NT2RP2004205: 
NT2RP2004794 
NT2RP2005541: 

NT2RP3000169 
NT2RP3000676: 
NT2RP3001159 
NT2RP3001560 
NT2RP3002160 
NT2RP3002836 
NT2RP3003532 
NT2RP3004130 
NT2RP3004552 
NT2RP4001879 
OVARC1 000298: 
OVARC1 000811 
OVARC1001570 
PLACE1 000560 
PLACE1001123: 
PLACE1001464 



PLACE300021 3, PLACE4000354, SKNMC1 000004, SKNMC1 00001 4, 



PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PL AC El 
PLACE1 
SKNMC1 



002095 
002905 
003772 
004441: 
004648 
005410 
005745 
006277 
007081 
008359 
009196 

010011: 

010827 
011708, 
000082 



HEMBA1 
HEMBA1 
HEMBB1 
HEMBB1 
HEMBB1 
MAMMA1 
MAMMA1 
MAMMA1 



006430, 
006960, 
000881, 
001 847, 
002693, 
000226, 
000810, 
001344, 



MAMMA1 002586, 
NT2RM1 000855, 
NT2RM2000565, 
NT2RM4000284, 
NT2RM4000761, 
NT2RM4002352, 
NT2RP1 000448, 
NT2RP2000479. 
NT2RP2000818, 
NT2RP2001514, 
NT2RP2002232, 
NT2RP2002976, 
NT2RP2003593, 
NT2RP2004495, 
NT2RP2005027, 
NT2RP2005597, 

NT2RP3000171, 
NT2RP3000721, 
NT2RP3001195, 
NT2RP3001592, 
NT2RP3002311, 
NT2RP3002900, 
NT2RP3003535, 
NT2RP3004133, 
NT2RP3004625, 
NT2RP4002187, 
0VARC1 000307, 
0VARC1 000873, 
OVARC1001607, 
PLACE1 000740, 
PLACE1001183, 
PLACE1001516, 

PLACE1 002355, 
PLACE1 002911, 
PLACE1 003839, 
PLACE1 004450, 
PLACE1004816, 
PLACE1 005426, 
PLACE1 005878, 
PLACE1 006290, 
PLACE1 007096, 
PLACE1 008469, 
PLACE1 009279, 
PLACE1010078, 
PLACE1010968, 
PLACE3000181, 
THYR01 000036, 
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THYR01 000099, THYR01 0001 96, THYR01 000400. THYR01 000584, THYR01 000678 
THYRO1000795, THYR01 000956, THYR01 0011 02. THYRO1001113, 

THYR01 001 205, THYR01 001 237, THYR01 001242, THYR01 001 266 

THYR01 001 523, THYR01 001 529, THYR01 001 641 
Y79AA1 000270, 
Y79AA1001013, 
Y79AA1001430, 
Y79AA1 002022, 



THYR01 000776, 



THYRO1001478 
Y79AA1 000207, 
Y79AA1 000888, 
Y79AA1 001426, 
Y79AA1001799. 
Y79AA1 002373, 

[0251 ] The following 1 46 clones were categorized into glycoprotein -associated proteins. 



Y79AA1 000226, 
Y79AA1 000959, 
Y79AA1001427, 
Y79AA1001803, 



Y79AA1 000426, 
Y79AA1001212, 
Y79AA1001727, 
Y79AA1 002058, 



THYRO1001327, 
THYRO1001702, 
Y79AA 1000521, 
Y79AA1001264, 
Y79AA1001787, 
Y79AA1002129, 



THYR01 
THYR01 
Y79AA1 
Y79AA1 
Y79AA1 
Y79AA1 



BNGH41 000087, BNGH41 000091 . HEMBA1 000349, HEMBA1 000590, 

HEMBA1002131, 



HEMBA1 000745, 

HEMBA1001221, HEMBA1001228, HEMBA1001621 , HEMBA1002131 , HEMBA10021 78, 
HEMBA1002767, HEMBA1003230, HEMBA1003392, HEMBA1 004250, HEMBA1004391 , 
HEMBA1004505, HEMBA1 005449, HEMBA1005522, HEMBA1005545, HEMBA1006707, 
HEMBA1 006902, HEMBB1000679, HEMBB1000881 , HEMBB1001048, HEMBB1002120, 
HEMBB1 002427, MAMMA1000102, MAMMA1 000591 , MAMMA1 000681 , MAMMA1001043, 
MAMMA1002070, MAMMA1 002586, MAMMA1003126, NT2RM1 000462, NT2RM1000580, 
NT2RM2001 818, NT2RM2001 939, NT2RM2001 941 , NT2RM40001 98, NT2RM4000284. 
NT2RM4000997, NT2RM4001325, 
NT2RP2000694, 



NT2RM4000648, 

NT2RP1001004, NT2RP2000616, 

NT2RP2002533, NT2RP2003042, NT2RP200321 0, 

NT2RP20051 81 , NT2RP2005541 , NT2RP2005597, 

NT2RP2006269, NT2RP3000304, NT2RP300061 6, 

NT2 R P3002737 , NT2 R P3002958 , NT2 R P3003000 , 

NT2RP3004481 , NT2RP3004552, NT2RP3004640. 

0VARC1 000003, 0VARC1 000553, OVARC1 00081 1 , 



NT2 R M40 02352 , NT2 R P 1 0006 1 3 , 
NT2RP2000903, NT2RP2001480, 



NT2RP2004205, 
NT2RP2005883, 
NT2RP3000921, 
NT2RP3003532, 
NT2RP4000108, 
0VARC1 000873, 



OVARC1001991, PLACE1 000033, PLAC El 000740, PLACE1001016, 



PLACE1001123, 
PLACE1 002374, 
PLACE1 003839, 
PLACE1 005003, 
PLACE1 007845, 
PLACE1010968, 
THYR0 10001 96, 



PLACE1 001231, 
PLACE1 002905, 
PLACE1 004282, 
PLACE1 005426, 
PLACE1008716, 
PLACE1011116, 
THYR01 000584, 



PLACE1 001 464, PLACE1 001 655, 
PLACE1 00291 1 , PLACE1 003573, 



PLACE1 004441, 
PLACE1 006071, 
PLACE1 008744, 



PLACE1 004450, 
PLACE1 006073, 
PLACE1 008985, 



PLACE3000181, PLACE3000213, 
THYR01 000956, THYR01 001 265, 



NT2RP2004606, 
NT2RP2006004, 
NT2RP3001650, 
NT2RP3004130, 
NT2RP4001467, 
OVARC1001336, 

PLACE1001836, 
PLACE1 003737, 
PLACE1 004520, 
PLACE1 006290, 
PLACE1010251, 
PLACE4000354, 
Y79AA1 000270, 



Y79AA1001727, Y79AA1001795, Y79AA1 002022, Y79AA1002213, 

[0252] The following 55 clones were categorized into signal transduction-associated proteins. 
HEMBA1 000006, HEMBA1002195, HEMBA1 002227, HEMBA1 002551 , HEMBA1 005084, 
HEMBA1006658, HEMBA1 006916, MAMMA1 000881 , MAMMA1001150, MAMMA1001310, 
NT2RM2001 902, NT2RP1 001 020, NT2RP1 001 031 . 
NT2RP20031 79, NT2RP2003545, NT2RP2004670, 
NT2RP3000201 , NT2RP3000820, NT2RP3003527, 

0VARC1 000255, 



NT2RP4000534, NT2RP4000962 
OVARC1001569 
PLACE1 008282, 



PLACE1002329, PLACE1 003135, 
PLACE1 008297, PLACE1 01 0081 , 



THYR01 001 700, THYR01 001 770. 



NT2RP2001469, 
NT2RP3000011, 
NT2RP3003849, 
0VARC1 000529, 
PLACE1 003598, 
PLAC E1 01 1364, 
Y79AA1 000777, 



NT2RP2001529, 
NT2RP3000022, 
NT2RP3003874, 
OVARC1000916, 
PLACE1 005519, 
PLACE1011824, 
Y79AA1 000967, 



THYRO1001593 
Y79AA1 002381, 

[0253] The following 80 clones were categorized into transcription -associated proteins. 

HEMBA1 000671 , HEMBA1 001 297, HEMBA1 001 390, HEMBA1 001 886, 
H EM BA1 004785 , H E M BA 1 005230 , H EM BA1 005246 , 
HEMBA1 006572, HEMBA1 007226, HEMBB1000106, HEMBB1 000905, HEMBB1001 959, 
HEMBB1 002661 , MAMMA1 001 094, MAMMA1 001 532, MAMMA1 001 61 5, NT2RM1 000789, 

NT2RP2000092, 
NT2RP2001817, 

NT2RP2002564, NT2RP2002974, NT2RP2003138, NT2RP2003302, NT2RP2003940, 
NT2RP2004847, NT2RP2005247, NT2RP2005391 , 
NT2RP2006092, NT2RP3000148, NT2RP3000232, 

NT2RP3004294, 
PLACE 1000442 



HEMBA1 000462, 
HEMBA1003120. HEMBA1003497, 



NT2RM2000773, NT2RM4000326, 
NT2RP2000712, NT2RP2000739, 



001456, 
001725, 
000876, 
001328, 
001795. 
002213, 



HEMBA1 000835, 
HEMBA1 002421, 
HEMBA1 004444, 
HEMBA1 006749, 
HEMBB1 002245, 
MAMMA1001237, 
NT2RM2001792, 
NT2RM4000417, 
NT2RP1 000981. 
NT2RP2001755. 
NT2RP2005027, 
NT2RP2006042, 
NT2RP3002160, 
NT2RP3004133, 
NT2RP4002750, 
OVARC1001607, 



PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
THYR01 
Y79AA1 



002355, 
003772, 
004648, 
007081, 
010784, 
000036, 
000426, 



NT2RP3004090, NT2RP300411 9, 
0VARC1 001 807. PLACE1 000258, 



NT2RP1 000271 , NT2RP1 000468, 
NT2RP2001 538, NT2RP2001 662, 
NT2RP2003302, 
NT2RP2005535, 
NT2RP3000378, 
OVARC1001049, 
PLACE1 000907, 



NT2RP2005774, 
NT2RP3000652. 
OVARC1001086, 
PLACE1 003529, 



HEMBA1 005929, 

MAMMA1002142, 
NT2RP2001769, 
NT2RP3000172, 
NT2RP3004067, 

OVARC1001338, 
PLACE1 006208, 

THYR01 001457, 
Y79AA1 002376, 



HEMBA1 002048, 
HEMBA1 006276, 
HEMBB1 002051, 
NT2RM2000632, 
NT2RP2000610, 
NT2RP2001948, 
NT2RP2004108, 
NT2RP2005941, 
NT2RP3001976, 
OVARC1001132, 
PLACE1004166, 
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PLACE1004168, PLACE1 004887, PLACE1 005250, PLACE1 005682, PLACE1 006079, 
PLACE1011407, PLACE1011978, THYR01 000580, Y79AA1 000030, Y79AA1001090. 
Y79AA1 002334, Y79AA1 002378, 

[0254] The following 85 clones were categorized into disease-associated proteins. 



PLACE1 008549, 
Y79AA1001523, 



BNGH41000020, HEMBA1 000349, HEMBA1000590, HEMBA1000671 , HEIVIBA1 000835, HEIVIBA1001184, 

HEIVIBA1001228, HEIVIBA1 001886, HEMBA1003120, HEMBA1 004250, HEIVIBA1 005246, HEMBA1 005267, 

HEMBA1006707, HEMBA1 006749, HEMBA1006902, HEMBA1006916, HEIVIBA1007013, HEMBB1002120, 

MAMMA1000204, MAMMA1 002080. NT2RM2000632, NT2RM2001126, NT2RIVI2001558, NT2RP1 000271 , 

NT2RP1 000465, NT2RP1 000579, NT2RP2000447, NT2RP200051 4, NT2RP2000739, NT2RP2001 223, 

NT2RP2001529, NT2RP2001562, NT2RP2002674, NT2RP2003369, NT2RP20041 08, NT2RP2004205, 

NT2RP2005535, NT2RP2005941 , NT2RP2006004, NT2RP3000059, NT2RP3000125, NT2RP3000201 , 

NT2RP3000232, NT2RP300061 6, NT2RP3000677, NT2RP3000838, NT2RP3000921 , NT2RP3001542, 

NT2RP3002286, NT2RP3002721 , NT2RP3002737, NT2RP3002738, NT2RP3004481 , OVARC1000208, 

OVARC1000275, OVARC1000331 , OVARC1000410, OVARC1001086, 0VARC1 001132, 0VARC1 001 607, 

OVARC1001725, OVARC1001952, PLACE1 000258, PLACE1 000442, PLACE1 000907, PIJVCEI 001100, 

PI_ACE1001500, PLACE1 002905, PLACE1 002967, PLACE1 003407, PLACE1 003428, PLACE1 005005, 

PLACE1005239, PLACE1005815, PI_ACE1 007028, PLACE100871 6, PLACE1011407, PLACE1 011 978, 

PI^CE2000118, THYRO1000580, THYRO1000866. THYRO1001 071 , THYRO1001478, Y79AA1 001 062, 
Y79AAl00153p, 

[0255] Out of them, the following 67 clones are those which matched the data of Swiss-Prot database and GenBank 
or UniGene database, genes or proteins which had been deposited in the database of Online Mendelian Inheritance 
in Man (OMIM) (http://www.ncbi.nim.nih.gov/Omim/), which is a database of human genes and diseases. (The corre- 
sponding OMIM numbers are indicated after the clone names.) 

HEMBA1000349(*600046), HEMBA1000590(*603897), HEMBA1 000671 (*602277), 



H E M BA 1 003 1 20(* 602277) , 
HEMBA1006707(*603897), 
H E M B A 1 0070 1 3(* 603730) , 
NT2RM2001558(*604689), 
NT2RP2000514(*602431), 
NT2RP2001 5621*603371 ), 
NT2RP2004205(*601 61 0), 
NT2RP30001 25(*1 80202), 
NT2RP3000677(*1 42765), 
NT2RP3002721 (*1 1 8950), 
OVARC1000275(*125647), 
OVARC1 001 725(*603046), 
PUVCE1 000907(*1 94558), 
P LAC E 1 005 005(* 603 1 24) , 
PLACE1 01 1 978(*603971 ), 



HEMBA1 004250(*600976), 
HEMBA1006749(*603897), 
HEM BB1 0021 20(*603367), 
NT2RP1 000271 (*603899), 
NT2RP2000739(M 94558), 
NT2RP2002674(*1 3281 1 ), 
NT2RP2005535(*603899), 
NT2RP3000201 (*604666), 
NT2RP3000838(*1 90370), 
NT2RP3002738(*602265), 
0VARC1 000331 (*1 39265), 
OVARG1 001 952(*1 90370), 
PLACE1 001 500(*603781 ), 
PLACE1 005239(*603365), 
PLAC E2000 1 1 8(*30 1 000) , 



HEMBA1005246(*602291), 
HEMBA1006902(*603897), 
MAMMA1 002080(*602672), 
NT2 R P 1 000465 (* 60223 1 ) , 
NT2RP2001223(*603558), 
NT2RP2003369(*1 79555), 
NT2RP2006004(*600245), 
NT2RP3000232(*602277), 
NT2RP3001542(*191161), 
NT2RP3004481 (*601 61 0), 
0VARC1 00041 0(*603874), 
PLACE1 000258(*603971 ), 
PLACE 1 002905(* 1 25950) , 
PLACE1007028(*602131), 
THYR01 000580(*602277), 



HEMBA1 001 886(*603899) 
HEMBA1 005267(*1 0641 0) 
HEMBA1 00691 6(*601 524) 
NT2RM2001 1 26(*603785) 
NT2RP2000447(*602580) 
NT2RP2001 529(*603289) 
NT2RP20041 08(*601 260) 
NT2RP3000059(*1 0641 0) 
NT2RP300061 6(*600245) 
NT2RP3002286(*604331) 
0VARC1 000208(*603603) 
0VARC1 001 086(*603862) 
PLACE1 000442(*601 260) 
PLACE1 003428(*603570) 
PLACE 1011 407(*602277) 
THYR01 000866(*604045) 



THYR01 001 071 (*603533), Y79AA1 001 062(*1 91161), Y79AA1 001 530(*602662), 

[0256] Out of 21 5 clones excluding the above-mentioned clones, HEMBB1 000668 and NT2RM4001 377 presumably 
belong to a group of signal transduction-associated proteins, based on the results of domain search by Pfam. 
[0257] HEMBB1 002302 presumably belong to a group of transcription-associated proteins, based on the results of 
domain search by Pfam. 

[0258] In the 437 clones categorized into secretory and/or transmembrane proteins on the basis of their full-length 
sequences, 41 0 clones were also predicted to encode proteins having functions of secretory and/or membrane proteins 
on the basis of their partial nucleotide sequences (5* sequences). In the 146 clones categorized into glycoprotein- 
associated proteins on the basis of their full-length sequences, 124 clones were also predicted to encode proteins 
having functions of glycoprotein-assoclated proteins on the basis of their partial nucleotide sequences. In the 57 clones 
categorized into signal transduction-associated proteins on the basis of their full-length sequences, 46 clones were 
also predicted to encode proteins having functions of signal transduction-associated proteins on the basis of their 
partial nucleotide sequences. In the 81 clones categorized into transcription-associated proteins on the basis of their 
full-length sequences, 57 clones were also predicted to encode proteins having functions of transcription-associated 
proteins on the basis of their partial nucleotide sequences. In the 85 clones categorized into disease-associated proteins 
on the basis of their full-length sequences, 6 clones were also predicted to encode proteins having functions of disease- 
associated proteins on the basis of their partial nucleotide sequences. The number of clones which were predicted to 
encode disease-associated proteins based on the full-length nucleotide sequences is much greater than that predicted 
based on the partial sequences. The reason is that the full-length sequences were categorized by using the data found 
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in the OMIM database into the category of disease-associated proteins. 

[0259] When the predicted functions based on the partial sequences were different from those based on the full- 
length sequences, several reasons were presumed; the ORF is too short in the partial sequence as compared with 
that of the full-length sequence; alternatively, P value for the partial sequence was greater than that for the full-length, 
5 that is, as compared with the probability of occurrence of the predicted function found in the full-length sequence, the 
probability was lower in the partial sequence. A protein does not always belong solely to a single category of the above- 
described functional categories, and therefore, additional functions can be found for the cDNA clones by further anal- 
yses. 

[0260] It is unclear, by the analyses for the full-length sequences so far, whether or not the remaining 212 clones 
10 encode proteins belonging to any of the categories of secretory and/or membrane proteins, glycoprotein -associated 
proteins, signal transduction-associated proteins, transcription-associated proteins or disease-associated proteins. 
Nonetheless, the functions which were predicted based on the partial sequences can be verified by further analyses. 
[0261] Among the 212 clones, there are 38 clones that presumably belong to the category of enzymes and/or me- 
tabolism-associated proteins, cell division- and/or cell proliferation-associated proteins, cytoskeleton-associated pro- 
's teins, nuclear proteins, DNA-and/or RNA-binding proteins, ASP- and/or GTP-bin'ding proteins, protein synthesis- and/ 
or protein transport-associated proteins, or cellular defense-associated proteins. The clones containing results of ho- 
mology search of Swiss-Prot database were categorized by considering the keywords and mentioned items in the 
matching data. The clones containing results of homology search of GenBank or UniGene database were categorized 
■ by considering the definitions and mentioned items in the matching data. 
20 When the matching data contained keywords such as "metabolism", "oxidoreductase" and "E.G. No. (Enzyme com- 
mission number)", the clones were herein defined as clones presumably belonging to the category of enzymes and/ 
or metabolism-associated proteins. When the matching data contained keywords such as "cell division", "cell cycle", 
"mitosis", "chromosomal protein", "cell growth" and "apoptosis", the clones were herein defined as clones presumably 
belonging to the category of cell division- or cell proliferation-associated proteins. When the matching data contained 
25 keywords such as "structural protein", "cytoskeleton", "actin-binding" and "microtubules", the clones were herein de- 
fined as clones presumably belonging to the category of cytoskeleton-associated proteins. When the matching data 
contained keywords such as "nuclear protein", the clones were herein defined as clones presumably belonging to the 
category of nuclear proteins. When the matching data contained keywords such as "DNA-binding" and "RNA-binding", 
the clones were herein defined as clones presumably belonging to the category of DNA- or RNA-binding proteins. 
30 When the matching data contained keywords such as "ATP-binding" and "GTP-binding", the clones were herein defined 
as clones presumably belonging to the category of ATP- and/or GTP-binding proteins. When the matching data con- 
tained keywords such as "translation regulation", "protein biosynthesis", "amino-acid biosynthesis", "ribosomal protein", 
"protein transport" and "signal recognition particle", the clones were herein defined as clones presumably belonging 
to the category of protein synthesis- and/or protein transport-associated proteins. When the matching data contained 
35 keywords such as "heat shock", "DNA repair" and "DNA damage", the clones were herein defined as clones presumably 
belonging to the category of cellular defense-associated proteins. 

[0262] The following 1 0 clones presumably belong to enzymes and/or metabolism-associated proteins. 
HEMBA1003315, HEMBB1002465, MAMMA1000614, NT2RP2000178, NT2RP2001388, NT2RP2001903, 
NT2RP2002304, NT2RP2005878, NT2RP3001685, PLACE1 00621 9 
40 [0263] The following 4 clones presumably belong to cell division-associated and/or cell pro life rati on -associated pro- 
teins. 

MAMMA1000403, NT2RM2000497, NT2RP2000394, Y79AA1002121 
[0264] The following 6 clones presumably belong to cytoskeleton-associated proteins. 
MAMMA1001609, NT2RM20005B9, NT2RP3000063, PLACE1 004078, PLACE 1004492, PLACE 1008657 
^5 [0265] The following 7 clones presumably belong to nuclear proteins. 

HEMBA1001878, HEMBA1002992, MAMMA1000614, NT2RM4000965, NT2RM2001738, NT2RP2001388, 
Y79AA1002121 

[0266] The following 5 clones presumably belong to DNA- and/or RNA-binding proteins. 
HEMBA1 003072, HEMBA1 006770, HEMBA1 007332, NT2RM2000497, Y79AA1 002121 
50 [0267] The following 7 clones presumably belong to ATP- and/or GTP-binding proteins. 

HEMBA1002316, MAMMA1001609, NT2RM2000306, NT2RM2000497, NT2RP20001 78, NT2RP3003729, 
PLACE1 004305 

[0268] The following 7 clones presumably belong to protein synthesis- and/or protein transport-associated proteins. 
NT2RM4000965, NT2RP2005069, NT2RP3000481 , NT2RP3000789, NT2RP4001877, OVARC1001833, 
55 0VARC1 002058, 

[0269] The following clone presumably belongs to cellular defense-associated proteins. 
PLACE 1005539 

[0270] Although it is unclear whether or not 26 out of 1 74 clones other than the above-mentioned clones belong to 
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10 



15 



20 



25 



30 



any of the above-described categories, these clones are predicted to have some functions, based on the honnology 
search using their full-length sequences. The clone names and the gene definitions found in the result of homology 
search are shown below, separated by a double-slash,// 

HEMBA1000634//Homo sapiens T-cell activation protein (PGR1) gene, complete cds. 
HEMBA1002524//Human MHC Class I region proline rich protein mRNA, complete cds. 
HEMBA1003399//MVP1 PROTEIN, 

HEMBA1005489//MUS musculus semaphorin cytoplasmic domain-associated protein 3A (Semcap3) mRNA, com- 
plete cds. 

HEMBB1000542//MUS musculus bromodamain-containing protein BP75 mRNA, complete cds. 
MAMMA1000788//BOS taurus P14 (p14) mRNA, complete cds. 
MAMMA1002128//ABC1 PROTEIN HOMOLOG PRECURSOR. 
NT2RM2000514//Homo sapiens F-box protein Fbx21 (FBX21) mRNA, complete cds. 
NT2RM2000622//MUS musculus F-box protein FBL10 mRNA, partial cds. 
NT2RM4000100//Homo Sapiens Leman colled-coil protein (LCCP) mRNA, complete cds. 
NT2RP2005425//Homo sapiens mRNA for AKAP450 protein. 

NT2RP30011 70//MUS musculus activity-dependent neuroprotective protein (Adnp) mRNA, complete cds. 

NT2RP3002571//BOS taurus mRNA for tyncein. 

NT2RP3004557//Human Ki nuclear autoantigen mRNA, complete cds. 

OVARC1001596//Homo sapiens Arf-like 2 binding protein BART1 mRNA, complete cds. 

PLACE1002153//Homo sapiens TACC2 protein (TACC2) mRNA, partial cds. 

PLACE1003163//Homo sapiens DBl-related protein mRNA, complete cds. 

PLACE1005736//Human mRNA for BAS-GRIP protein. 

PLACE1007702//MUS musculus TRA1 mRNA, complete cds. 

PLACE1 011 045//Homo sapiens E1 -like protejn mRNA, complete cds. 

THYRO1000061//MUS musculus mRNA for UBE-1c1 , UBE-1c2, UBE-1c3, complete cds. 

THYRO1000964//Drosophila melanogaster Felle associated protein Pellino (Pli) mRNA, complete cds. 

Y79AA1 000776//MUS musculus mRNA for GSG1 , complete cds. 

Y79AA1001056//Homo sapiens MAID protein mRNA, complete cds. 

Y79AA1001272//Homo sapiens retinolc acid repressible protein (RARG-1) mRNA, complete cds. 
Y79AA1 001 793//MUS musculus mRNA for GSG1 , complete cds. 



55 



[0271] So far, useful information for presuming the functions are unavailable 
names are listed below. 

HEMBA1 000275, HEMBA1 000300, HEMBA1000443, HEMBA1000875, 

HEMBA1 001296, HEMBA1 001563, HEMBA1002164, HEMEA1002239, 

HEMBA1 003487, HEMBA1 004007, HEMBA1004067. HEMBA1004085, 

HEMBA1005145, " H EM BA1 005430, HEMBA1005913, HEMBA1006016, 

HEMBA1006912, H EM BA1 007057, - HEMBA1 007063, HEMBA1007291 , 

HEMBB1 000642, HEMBB1 001 200, HEMBB1 001 547, H EMBB1 002039, 

MAMMA1 000046, MAMMA1 000449, MAMMA1 000528, MAMMA1 000652, 

MAMMA1001066, MAMMA1 001 284, MAMMA1001623, MAMMA1001634, 

MAMMA1 002224, NT2RM2000582. NT2RM2001 643, 

NT2RP1 000002, NT2RP1 000239, NT2RP1 000579, 

NT2RP2001 878, NT2RP2001 921 , NT2RP200201 5, 

NT2RP2003931 , NT2RP2004069, NT2RP2004141 , 

NT2RP2005632, NT2RP2005887, NT2RP2006099, 

NT2RP3000444, NT2RP3000645, NT2RP3000871 , NT2RP3001 044, 

NT2RP3002281 , NT2RP3002324, NT2RP3002353, NT2RP3002409, 

NT2 R P3002983 , NT2 R P3003448 , NT2 R P3 003469 , 



for the remaining 148 clones, of which 



35 



MAMMA1 002205 
NT2RM4001321, 
<5 NT2RP2000240, 
NT2RP2003599, 
NT2RP2005514. 



50 NT2RP3002887, 



NT2RP3003963, NT2RP3004000, NT2RP3004202, NT2RP3004321 , 



NT2RP3004355, NT2RP3004374, 
0VARC1 000775, OVARC1 000853, 



NT2RP4002715, 0VARC1 000090, 
0VARC1 000995, 0VARC1 001 222, 



OVARC1002178, 
PU'VCEI 003460, 
PLACE1 005669, 
PLACE1 007591, 
THYR01 000846, 



PLACE1 000986, 
PLACE1 003644, 
PLACE1 005768, 
PLACE1 007971, 



PLACE1001114, 
PLACE1 004028, 
PLACE1006515, 
PLACE1 008984, 



PLACE1 001229, 
PLACE1004199, 
PLACE1 006786, 
PLACE1 009735, 



THYR01 000999, THYR01 001 063, THYR01 001 1 28, 



HEMBA1 000907 
HEMBA1 002985 
HEMBA1 004952 
HEMBA1006517 
HEMBB1 000276 
HEMBB1 002228 
MAMMA1 000706 
MAMMA1001901 
NT2RM4000115 
NT2RP1 000740 
NT2RP2002409 
NT2RP2004447 
NT2RP2006134 
NT2RP3001061 
NT2RP3002448 
NT2RP3003473 

OVARC1000137 
OVARC1 001260 
PLACE1001788 
PLACE1004519, 
PLACE1 007040^ 
PLACE2000219, 
THYRO1001471 



HEMBA1001272, 
HEMBA1 003294, 
HEMBA1 004971, 
HEMBA1 006544, 
HEMBB1 000309, 
HEMBB1 002663, 
MAMMA1 000814, 
MAMMA1 002087, 
NT2RM4000295, 
NT2RP1 000903, 
NT2RP2002510, 
NT2RP2004837, 
NT2RP3000427, 
NT2RP3001754, 
NT2RP3002664, 
NT2RP3003559, 

0VARC1 000467, 
OVARC1001727, 
PLACE1 003438, 
PLACE1 005601, 
PLACE1 007077, 
PLACE4000455, 
THYRO1001495, 
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THYRO1001608, THYRO1001803, Y79AA1000127, Y79AA1 000750, Y79AA1001592, Y79AA1001863, 

EXAMPLE 18 

5 Expression frequency analysis using PGR 

[0272] Many genes acting at the downstreann of TNF-. and IL-1. among inflannnnation-associated cytokines have 
been previously identified. The respective stinnulations are transduced through independent pathways of signaling 
cascade. There exists another signaling cascade for both stimulations, wherein NF-.B is a common transducing mol- 

10 ecule shared by the two stimulations (J. Leukoc. Biol.. 1994, 56(5): 542-547). It has also been revealed that many 
inflammation-associated genes, including IL-2, IL-6 and G-CSF, are varied in their expression levels in response to 
the signal through the common pathway (Trends Genet. 1999, 15(6): 229-235). A survey was perfomned by using 
ATAC-PCR method (adaptor-competitive PGR method: Nucleic Acids Res. 1997, Nov 15; 25(22): 4694-6) for genes 
of which expression levels were varied depending on stimulation of inflammatory cytokines, TNF-. and IL-1 .. It Is pos-' 

15 sible that genes of which expression is varied in response to this stimulation also participate in inflammation. 

[0273] Jurkat cells (Dainippon Pharmaceutical Go., Ltd.: catalog No. 06-152) were cultured in a PRMI1640 medium 
(Nikken Biological and Medical Institute: catalog No.. 14-501 F) containing 10% fetal calf serum until the cell count 
reached 10^ cells. The cells were transferred into a fresh medium containing 10 ng/ml TNF-. (recombinant Tumor 
Necrosis Factor; Wako pure chemical Industries Inc.: catalog No. 201-13461) or IL-1. (recombinant lnterleukin-1 .; 

20 PeprotechEG: catalog No. 200-01 B) and, further, cultured at 37. under an atmosphere of 5% GO2. The cells cultured 
in the presence of TNF-. were harvested 1 , 3 and 7 hours after addition of TNF-.. The cells cultured in the presence 
of IL-1 . were harvested 1 and 7 hours after addition of IL-1 .. Total RNA was extracted from each of the cells by AGPG 
method (Acid-Guanidinium-Phenol-Ghlorofonn method: Ana Biochem. 1987, Apr; 1 62(1 ):1 56-9). Total RNA was also 
extracted form the cells in the absence of any stimulation of TNF-. and IL-1 

25 [0274] ATAC-PCR analysis is performed basically according to the same procedure as described in "DNA Microarray 
and Advanced PGR Methods" (Gell Engineering, p. 104-112, (additional volume, Genome Science Series 1), Muram- 
atsu & Naba (eds.), Shujunnsya). Adaptor ligation reaction was performed for an internal standard sample (which was 
used for preparing a calibration curve for the assessment of the test samples) and test samples in the following inde- 
pendent two reaction systems. Gombinations of each type of the 6 adaptors (AD-1 , AD-2, AD-3, AD-4, AD-5, and AD- 

30 6: see the sequences shown below) with each sample are as follows: 

Reaction system A 

AD1 : internal standard sample (x1 0 concentration) 
35 AD2: sample before stimulation 

ADS: internal standard sample (x3 concentration) 
AD4: sample with IL-1 stimulation for 1 hour 
AD5: sample with IL-1 stimulation for 7 hours 
AD6: internal standard sample (x1 concentration) 

40 

Reaction system B 

AD1 : internal standard sample (x1 concentration) 
AD2: sample with TNF stimulation for 1 hour 
^5 AD3: sample with TNF stimulation for 3 hours 

AD4: internal standard sample (x3 concentration) 
ADS; sample with TNF stimulation for 7 hours 
AD6: internal standard sample (xlO concentration) 

50 

Adaptor sequence 
AD1; 

SEO ID NO:4180//5'-GlACATATTGTCGTTAGAACGCG-3' 
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SEQ ID N0:4181//3'-CATGTATAACAGCAATCTTGCGCCTAG-5' 
AD2; 

^ SEQ ID N0:4182//5'-GTACATATTGTCGTTAGAA(;GCGACT-3' 

SEQ ID N0:4183//3-CATGTATAACAGCAATCTTGCGCTGACTAG-5' 
A03; 

^0 SEQ ID N0:4184//5'-GTACATATTGTCGTTAGAACGCGCATACT-3' 

SEQ ID N0:4185//3'-CATGTATAACAGCAATCTIGCGCGTATCACTAG-5' 
A04: 

15 SEQ ID N0:4185//5 -GTACATAnGTCGnAGAACGCGATCCATACI-3' 

SEQ ID N0:4187//3'-CATGTATAACAGCAATCTTGCGCTAGGTATGACTAG-5' 
ADS; 

20 SEQ ID N0:4188//5'-GTACATATTGTCGTTAGAACGCGICAATCCATACT-3' 

SEQ ID N0:4189//3'-CATGTATAACAGCAATCnGCGCAGnAGGTATGACTAG-5' 
AD5; 

SEQ ID NO:4190//5 -GTACATATTGTCGTTAGMCGCGTACTCAATCCATACT-3' 
SEQ ID N0:4191//3-CATGTATAACAGCAATCTTGCGCATGAGTTAGGTATGACTAG-5' 



[0275] In this assay, the internal standard sannples used were total RNA fronn cultured cells or human tissues from 
50 which the cDNA libraries originated. The cultured cells and the total RNAs from tissues are indicated below. Culture 
of the cells was performed according to the method as described in the supplier's instruction manual. RNA preparation 
was carried out by standard methods. 

Human teratocarcinoma cell NT-2 (Stratagene, catalog No. 204101 ) 
35 Human neuroblastoma cell SK-N-MC (Dainippon Phamnaceutical Co., Ltd., catalog No. 04-010) 

Human neuroblastoma cell Y79 (Dainippon Pharmaceutical Co., Ltd., catalog No. 04-018) 
Human placenta tissues total RNA (BioChin, catalog No. 064008) 
Human breast tissue total RNA (Clontech, catalog No. 64037-1) 

40 [0276] PCR primers used for amplification of specific genes, and names of the corresponding cDNA clones are 
shown below. The assay was not carried out for clones of which corresponding internal standard sample could not be 
prepared for the assay. The gene-specific primers were designed so that the PCR products derived from the cDNAs 
with adaptor were 70-200 bp in size. Sequence of the adaptor-specific primer (labeled with fluorescent dye (FAM)) 
used for the competitive PCR was GTACATATTGTCGTTAGAACGC (22 nucleotides, SEQ ID NO: 4192), PCR was 

45 performed basically at 94. for 5 minutes; and at 94. for 30 seconds, at 50. for 60 seconds, and at 72. for 60 seconds 
for 30 cycles. The annealing temperature was, however, changed in some PCR experiments. 
[0277] Nucleotide sequence of clone-specific primer (all the primers consist of 20 nucleotides) used in this experiment 
[0278] Clone names, primer sequences, and SEQ ID NOs were shown in this order, separated with a double-slash 
mar1<, // 

50 



55 
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MAMMA1000046//GTTACATCCMGCATACAGG//SEQ ID N0:4193 
MAMMA100pl02//ACGGGGTCTCAnCTGACAC//SEQ ID N0:4194 
MAMMAI000141//CMGGTAACACGAGTCTATC//SEQ ID N0:41S5 
MAMMA1000226//ACTGAGGGGCAAAGGAGAGA//SEQ ID N0:4196 
MAMMA1000403//ATmCCTGGAGAGCCGACT//SEQ ID N0:4]97 
MAMMA1000473//TGGAAAGTGTACCGGAATTG//SE0 ID N0:4198 
MAMMA1000496//TCAATCTGGCGCTCTGTCAC//SEO ID N0:4199 
MAMMAlO0O614//AGTTCTnACATGCTGAGGT//SE0 ID N0:4200 
MAMMA1000652//TGGTGGAAGACTGGGTnGC//SEO ID N0:4201 
MAMMA1000706//ATGGTCTTGTGGTGCCAGGT//SEQ ID N0:4202 
MAMMA1000788//TGTCCAAAAGCCACACAGAG//5EQ ID N0:4203 
MAMMAl 00081 0//ATACITCCCGCACCCCAAAA//SEQ ID N0:4204 
MAMMAl000814//CAGGGnTCTGCATGTTGGC//SEQ ID N0:4205 
MAMMA100088l//ATGGAGTnCACTCTTGnG//SEQ ID N0:4205 
MAMMAl 000986//TGCTGCTTCmACATGGGA//SEQ ID NO:4207 
MAMMAl 000994//CAGGATAGAGGnGCAGGCT//SEO ID N0:4208 
MAMMAl 00 1066//GATGGGGTCTCACTCTGTCA//SEQ ID N0:4209 
MAMMAl 00 1094//ACGTCCAGAAACTACAGGGT//SE0 ID NO:4210 
MAMMAl 00 n41//ACTGTACTTAGGATGCTTCA//SEQ 10 N0:42il 
MAMMAl 00 1237//GGGCAACCCTA[GTAGATGA//SEQ ID N0:4212 
MAMMAl 00 1284//GTCTGCTCTGTTACATAGGG//SEQ ID N0:4213 
MAMMAl 00 1310//ACGCCTGTAATCCCAACCCA//SEQ ID N0:4214 
MAMMA1001344//GCCAGITTGTTCTAGGATGC//SEO ID N0;4215 
MAMMAl 00 1532//ACATCTATAAGGCTGmGC//SE0 ID N0:42I5 
MAMMA 1 00 1609//PGGTCTCACTCTGTTACCCA//SEQ ID N0:4217 
MAMMA1001615//CAAGGGACACTGAGAACTGG//SEQ ID N0;4218 
WAMMA1001623//GGATTGATGCCCGATACTTA//SEO ID N0:4219 
MAMMAl 001 901 //GATAGGGTCTCAnCTGTTA//SEO ID N0:4220 
MAMMA1001957//TAGTAGAGACGGGGTTTCAC//SEO ID N0;422i 
MAMMAl 00 1978//CTCCCTCAGACGCTTTATTG/7SEQ ID N0:4222 
MAMMAl 002070//GAAGAGAAACTGGGGCATCC//SEQ ID NO:4223 
MAMMAl 002080//ACTCTCCCTCACTACCACTG//SEQ 10 NO:4224 
MAMMAl 002087//AGCTCGTCTCATGGGCAACT//SEO ID N0:4225 
MAMMAl 00209 1//CTGACGTAGGTGAGGTCCAT//SEQ ID N0:4225 
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MAMWA1002095//CATSITTATGGTCAGGTAGI//SEO ID N0:4227 
MAMMA1002128//TGGAGCAGATGAGGMGGAG//5EO ID K0:4223 
MAMWA1002142//TCTCTTAAACATGCAACAGG//SEO ID N0:4229 
MAMWA1002165//CTCAAACACCCAGGCTCAAG//SEQ ID NO;4230 
MAMMA1002234//TnGTCTTCCTCTAAACCAG//SEQ ID N0:4231 
MAMMAi002586//CTCCACCGAAAAGACCCATT/7s:0 ID NO;4232 
MAMMA1002635//CACAGCAGCATCTCCAA.GCA//SE0 ID NO:4233 
MAMMA 10031 2 6//ACAGTATCAGAGGAGCAGGA//SE0 ID KC:4234 
■NT2RM1000452//AGAGCCGAGGACAmGAGG/7SE0 ID NO:4235 
NT2RW1000542//CAA.GGGCACGTnCAGCACT//SE0 ;D N0:4236 
NT2RM1000789//nCGCnGCTCnCTCTGGA//!;EQ ID NO:4237 
NT2RM1000555//AGCAAGGTCTCCAGAGTGTG//SEQ ID NO:4238 
NT2RM1000858//GAACAGGAAMTGCTCTCAG//SEQ ID N0:4239 
NT2RM2000241//CTGCTTGCCTGCCnGTAGT//SEO ID N0:4240 
NT2RW200O3O5//TAGTCCCTTTCCTGATGGTC//:)EQ D NO:4241 
NT2RM2000497//TTACTAGAGACGGTGmCA//SEO ID N0:4242 
NT2RM2000514//TGTTCTCnTCTTTGCACTG//SEO ID N0:4243 
NT2RM2000582//GGGAATAACATCTACAACCT//,SEQ ID. N0:4244 
NT2RM2000585//CCCCAGAAACAGAGAAGGCT//SEQ ID N0:4245 
NT2RM2C00589/7TAAGGCATGTGTCCTCTMG//SEQ ID NO:4246 
NT2RM2000522//ATCTCGGCTAIGAACTGCTC//SEQ ID NO:4247 
NT2RM2000773//nCTGCCCCTCCTCAAACCT//SEO ID NO:4248 
NT2RM2001126//GCAACAGCTTCTTCATGGGT//5EQ 10 N0:4249 
NT2RM200 i558//TCGCCCACACrGCATCCm//SE0 ID N0:4250 
^JT2RM2001626//TCGGGTGGCAGTGTGnGAA/7sEQ ID N0:4251 
NT2RM2001643//GTAGTTCTCTCTG.AAGAATC//:SEQ ID NO:4252 
NT2RM2001738//CCCAGCACTTTTATTTGTAG//SEG ID N0:4253 
NT2RM2001792//AGTGTAGTTTGGAGATGAGA//SEQ ID N0:4254 
NT2RM2001902//TCCCCATCCAGCCACAGAAA//SEQ ID NO:4255 
NT2RM20021O9//AnGCCTATAGMAGICAGC//SEQ ID N0:4256 
NT2RM4000100//GCATTTATAGGGCTCMGAT//SEQ iD N0:4257 
NT2RM4000115//TAGTTTCGACTTCTGGTTCA//SEG ID N0:4258 
NT2RM4000284//AGATCCnGAAATCAGCATC//SEQ ID N0:4259 
NT2RW4000295//GGTCTCACGCTGCTCACAAA//$EQ ID N0:4250 
NT2RM4000417//TGCTGTGrAGTATTCCTTAG//5EO ID N0:4261 
NT2RW4000761//CTAATACAAJGCCAG1CAGG//SlQ ID N0;4252 
NT2RM4D01377//CTAGCTTGCICTCCCAAC'G//SEQ ID NC:4253 
NT2RW400]735//TCATCACGACTGCTGTAGAG//SEO ID N0:4264 
NT2RM400I768/7TTAGTAGAGGTGGGGTTTCA//5EQ 10 NO;4265 
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NT2RM4O01845//CAAGGGCACGTTTCAGCACT//SE0 ID N0:4265 
NT2RP100023S//nAGCAGTGTATCCnTCCG//SEO !0 N0:4257 
MT2RF1000465//TTGiCCAGGCTAGTCTCGAA//SEQ ID N0:4268 
NT2RP1000465//TIGCCCAGGCTAGTCTCGAA//SE0 ID N0:4269 
NT2RPt000579//GGCCTCAGTTCCnGCATn//SEQ ID NO:4270 
NT2RP1000740//CGCTATATTTCATGGGCin//SEO ID NO:4271 
NT2RP1001051/7CATGnACCTATACACACCA//5[Q ID NO:4272 
NT2RP2000092//CACACACACATGAACTCATT//SED ID NO:4273 
NT2RP2000178//ATCmTGTGACAGCTCCAG//5EO ID N0:4274 
NT2RP2000240//CCAnCCACTCATACCAAGA/7SE0 ID NO:4275 
NT2RP2000447//CTCTTGGCATGATAGGTCn//oE0 ID N0:4276 
NT2RP20O0510//GACATGAGACAAAAnAGCC//SEO ID N0:4277 
m2RP2000616//AAAATAACTGCCTGGGAGGT//SEO ID NO:4278 
NT2RP20007 ;2/7GAAGGTAGAGCTTGAGAGAG//SEQ ID N0:4279 
NT2RP2O0O739//AGCAACAGGGAATGGAGGTG//SE0 ID NO:4280 
NT2R^2000815/7GGGAAGAAAIGAGACAAAGA//S[Q ID N0:4281 
NT2RF2O012O0//ACCACATAGCTGCAGG/iAAG//SEQ ID N0:4282 
NT2RP2O01276//nGCCGTTGGTGCTGGTAGT//SE0 ID NO:4283 
NT2RP2001388//rGCCACA/iTCTCCGCTCACT//SEQ ID N0:4284 
NT2RP2O01469//TAATGGGTGGTGGGAGCTGA//SE0 ID N0:4285 
NT2RP2001538//GAAAAGGCTAGGCAGCAAGG//SE0 ID N0:4286 
NT2RP2G01562//CACCCTGCCACAAGACA]TT//SEQ ID N0:4287 
NT2RP200i662//AAGAGGCTGGGC,AAATGGCA//SEO ID NO:4288 
NT2RP2001755/7CAAGCA^ATAATCCAGCCAT//SEQ ID N0:4289 
NT2RP2001817//CIAAAGCAACAGA6GAATAC//SEO ID N0:4290 
NT2RP200192l//TG!GGGGITGGTCTTTGGAA//SEO ID NG:4291 
NT2RP2001948//GCATTGAGGACmTCCAGA//SEQ ID NO:4292 
NT2RP2002015//GTAGTTCTCTCTGMGAATC//S:Q 'D NO:4293 
NT2RP2003138//ATGGAAGAGGCTGAGGCAAA//SEQ ID NO:4294 
NT2RP2OO3194//CACCTCTCATGTTTCTGCAC//5E0 ID N0:4295 
NT2RP2003302//AGAGGACAGTTGGAAGATTT//SE0 10 K'0:42S6 
NT2RP2003390/7CTGTGGGTGATTTTCTGGCA//SEQ ID NO:4297 
NT2RP20C3593//CTGACCCCTAAGTAAAIGAA//SEQ 10 NO:4298 
NT2RP20C3564//GGGTGTGATGTTTACnCTC//SEQ 10 NO:4299 
NT2RP20039D0//CTGAAGGACGTACTGACACT//5EQ ID N0:4300 
NT2RP2004059//CATCACCAAGGTATTAAGCC//5EO D NO:4301 
NT2R:^2004t08//GATAGGT!ACTGGTGMTTG//SEQ 10 N0:4302 
NT2RP2005059//GAAAATGAAGCTGTAGCCTT//SEQ ID N0:4303 
NT2RP2C05378//ATTCTGGCTCCCTCTTCCTC//SEQ ID N0:4304 
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NT2RP2005581/7CWGTGGAnTACATGGG//SEO ID N0:«05 
NT2RP2005535//GAATTATCGCCATGTCTCn//5iEQ ID NO:^506 
NT2RP2005597//GACCAAGACCC'TCAACCTC//SEQ 10 N0:43G7 
NT2RP2006092//TCCTACGnGTGGTGCAGTG//SEQ ID N0:43C8 
MT2RP200513VAGACTGCCAMTAGAAACCT//oEQ ID NO:4309 
fJT2RP2006208//AAAAnGGCITCTGCCTAGT//:iEQ ID ^^O:43:0 
K'T2RP2006476//GTTCACCTTCACA[CCAAAA//SEQ ID NO:43n 
NT2RP3000O11//TGGCACAATCICAGCTCACT//SEQ !D N0:43I2 
N^2RP300003]//TTCTGGGCTGGAGTAGTGGT//SEQ ID N0:43I3 
NT2RP3000063//AGATAGTCACATAGACAGAG//SEQ ID N0:4314 
NT2RP30OOi25//ACACATCCAACCCnCACn//SEQ ID N0:4315 
NT2RP300G148/7AACAAGTCCAGCCGCAGAAG//SEQ D N0:4316 
NT2RF3000i69//CCAAGCACGCCATATGAAGC//SEQ ID N0:4317 
NT2RP3000i71//CAGAAnTTGCCACGAGGAT//SrQ ID N0:4318 
NT2RP3000172//GGCACAGACACCATCCnGA//5EQ ID N0:43l9 
N'T2RP3000201/7MTGGGGTTnGCCAGGTTG//SEQ ID N0:4320 
NT2RP3000232/7ACCTTCATACAACTTTTCCC//SEQ 10 NO:4321 
NT2RP300O3O4//TGGTCTGCCICATCCTTCTC//SE0 ID N0:4322 
NT2RP3000378/7GAV^GGGTAGGCAGCAAGG//SEQ ID NO:4325 
NT2RP3000427//ATGIAAAGTGTGGAGmC//SEQ ID N0:4324 
NT2RP3000444//TTCTTCTCAGTCACCTCCAC//SE0.1D NC:4325 
K'T2R?3000615/7GTGATAGTAACAC/iATCCTG//SE0 ID NO:4325 
NT2RPo000645//TGGCCAGTGTATGAGAGGTC//SEO ID N0:4327 
MT2RP3000676//C.AAGACAACAAAA.CAGAAGG//SEQ ID N0:4328 
NT2RP30O0677//TCCATnTAGCTGTAGACAC//SE0 ID N0:4329 
NT2RP30O0721//GAGACTGTGa:GCCTTGGTG//SEO ID N0:4330 
NT2RP3000789//MCTGATGGCnCTGTCTCC//SE0 ID N0:433i 
NT2RP3GC0818//GGGAGAAGCCTAGAAAA.GAA//SEQ ID N0:4332 
NT2RP3000620//ICACAnCA'\GCTCTACGIC//SEO ID N0;4333 
NT2RP300OS38//CTAGCTTCCTCTCCGAACTG//5EO ID N0:4334 
NT2RP3000871//GATTGIGCTTGGAGCTTG6C//SEO ID N0:4335 
NT2RP3OO09O7//GGGAGATGAAGAGGAAGCAG//5EO ID NC:4335 
NT2RP30O0921//ACATGGGTAGCACTCCTnT//SEO ID N0:4337 
.NT2RP3001012//ACCCATTTGTACCTCTCTTA//SEQ ID K0:4333 
NT2RP3001044//AGCAAGGCAA.TGAGGATACT//SEO ID NG:4339 
NT2RP300n59//AAATGTAGGGGTGGGGAAGT//5E0 ID NO;4340 
NT2RP3001240//AGCAAGGTCTCCAGAGIGTG//SEQ ID N0:4341 
NT2RP300i271//GTGCnCTACCAnGAGGAT//SEO 10 NO:4342 
NT2RP3001542//TGGTCCTCACTGCCnGAAA//SEO ID N0:4343 
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NT2RP3001560//CGCCTCCACAAACAAA.CCCT//SEO 10 N0:4344 
NT2RP30C1592//TAWGGGAGGATGTTCAGT//:5EQ D N0:4345 
NI2RP30G1650//GCAICTTCTGGTAGTTGTCC//3EO ID N0:4346 
NT2RP3001685//GATTCTCCnGCCTCAGCCT//5EO 10 N0:4347 
NT2RP3001754/7AGnAGTGGTGCCTGCTTCC//5EQ 10 N0:4348 
NT2RP3001975/7CTCACTGGCATTTAGCTGGT//SEQ tO N0:4349 
NT2RP3002015//CAACAACCTTCCTCCTACCC//SEQ ID N0:4350 
NT2RP3002281/7TAAACAGTCAACCAATGCTC//SEO ID N0:4351 
NT2RP3002286/7AAGCAWATTTGGAGGAA//5EQ !0 N0:4352 
NT2RP3002353/7GGCTGCAACTCA'^nTCTGC//SEQ ID N0:4353 
NT2RP3002409//GTACCCCTAG1GAAGACCTG//SEO ID N0:4354 
NT2RP30024n/7TCAATAGCTACCIGTAGAGT//:)EQ ID N0:4355 
Nr2RP3002448//TCTTCCTACGACATA^CCAT//SEQ ID NO:4355 
NT2RP3002571/7GCCCAAAATCCAACAGTAAA//5EG ID N0:4357 
NT2RP3002721//AGTGGCTTGTATTCTGTGGA//SEQ ID N0:4358 
NT2RP3002737//GTGAGGTACnGCATATCCG//SEQ ID NO:4359 
NT2RP3002738//TCCCCGATGAACACCAGCTT//5EQ 10 N0:4360 
NT2RP3002790//CTGGAGCCTGAnATGAGAA//5EQ ID N0:4361 
NT2RP3002836//CTnAGCAACATAACCTCCA//SEO ID N0:4352 
NT2RP3002900//nTCnCCTCCClAACACAT//SEQ ID N0:4363 
NT2RP3002958//GCCTTCTTCCAGCTCTACAT//SEQ ID N0:4364 
NT2RP3002933//AATnCCTTGCTAGAAGGCT//SEO ID N0:4565 
MT2RP3003354//GGCTGACACCTAITATCCCA//SEQ ID N0:4366 
NT2RP3003448//TGTAGTCCCAGCTATTCAGG//SEQ ID N0:4367 
NT2RP3003473//AATTAATCTCTGGGTAGCAC//5EQ ID NO:4358 
NT2RP3003527//TGTCAATGGCCAGGTCGTAG/75EQ ID N0:4369 
NT2RP3003D32//TAAACTGACUCCTCITGGG//5EQ :0 NO:4370 
NT2RP3003535//CTAATGCCAGTGTTTCAAGA//SEO ID N0:4371 
NT2RP3003559//AAnCTTG^CCTGCnTTGC//SEQ ID NO:4372 
NT2RP3003514//GGGTCITTGGATTGAGTGTC//SEQ ID NO:4373 
NT2RP30D3963//CACGAnATCTCTGCCAAAA/75EO ID NO:4374 
NT2RP3004000//TGGCCAGTGTATGAGAGGTC//5EQ ID N0M375 
NT2RP3004025//CACATTCTGGTGGAAAAGCA/75EQ ID M0:4376 
NT2RF5004057//TGATGACACGCAGCACTTCC//SEQ ID N0:4377 
NI2RP3004075//TTTCAAGTCAACACCTGCAC//SEO ID N0:4378 
M2RP30G4090//TACACTACAGATGGGC.AAAA//SEQ ID NO:4579 
M2RP3004n9//TCT.AAGGCTGGGTACAGlGG//SEO ID N0:4350 
NT2RP3004130//ACATTIC1CCTCCATACGCA/75EC ID NO:4381 
Ni2RP3004133//TAACCGCACTArGAGGAAAG//5EO ID N0:4332 
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NT2RP3004202/7CAGTGGCCTGGTAAIAGAGT//5EO ID NO:4383 
NT2RP3004294/7ATATTCCACTCCCCATTCGG//SEQ ID N0:4384 
NT2RP3004321/7GACCAACATGCTAGMGTGC//SEQ 10 N0:4355 
NI2RP3004345//AACTCTCAnCCATAAGGTG//5[Q iD N0:4386 
NT2RP3004406//CACCTAAAAGACTAATCCCT//SEQ N0:4387 
NT2RP3004552//GAATCCAAAAGCCGGTAGGG//SE0 !D N0:4388 
NT2RP3004557//GAAAGAGGTC.AAAGTACCTG//SEQ 10 NO:438g 
Ni2RP3004e25//ATACAGGCAGCAGGMTCAC//SE0 ID N0:4390 
N = 2RP3004647//CAAGACMCmCAGMGG/7SEQ ID N0:439] 
N"2RP4000534//ATGMGAGTIACCTATGTGG//SE0 ID NO:4392 
NT2RP4000962//MCCCTGGGC1TGGAATTCA//SEQ ID N0:4393 
NT2RP400:00V/TTTCACAAIGCTACAGAGGI//SE0 ID N0:4394 
NT2RP4001009//AAJGTCAGCGGAGCAAAAGA//SEO ID N0:4395 
NT2RP4001467//GnGAGAATGCTGGACTTCA//5tQ ID N0:4395 
1MT2RP4001877//AATCATATAGTCCCAGGTTG//SEQ ^D NO:4397 
NT2RP4001879//GTGTGAGAGTAGTTGGGGAA//SEQ ID N0:4398 
NT2RP4002187//TCAATAGCTAGCTGTAGAGT//SEC ID .M0:4399 
NT2RP4002451//CATAAACAGTGACAGCAGA.A//SEO ID NO:4400 
NT2RP4002715//AGCAAGGCAATGAGGATACT//SEQ. 10 N0:440i 
NT2RP4002750//CAGCAmAGGTGTGACGAT//SEQ ID NO:4402 
PLACE 1 00004 0//ACATTGCTTGAGTCTTGCCA//SEQ ID N0;44D3 
PUCE1000985//CMGGAGGTAAJAGGGAGAT//SEQ ID N0:4404 
PLACE 1002080//CTCACTCTGTCATCGAGGCT//SE0 !D N0;4405 
PLACL1002547//GTACCCCIAGTGAAGACCTG//SEO ID N0:4405 
PLACE1002911//CAAAGGCAAGTGTTCAGGCT//SEQ ID N0:4407 
PU\CE1003407//GACTACAAAACCCTGGAAAG//SEQ ID N0:4408 
PLACE1Q03573//GGTGGCATGTAAATAAGACT//SEQ ID N0:4409 
PLACE 1G04075//CTCAGCCTTCCAAGTAGCAG//SE0 ID N'0:4410 
PLACE 1004 1 99//GGAATCTGGGAGTCAAAATC//SEQ ID N0:44n 
PLACE 1004305//GCACCACTTTCGTCnGAGC//SE(3 iD N0:44]2 
PLAC£10C4450//GGCACTTAGCTTCTTGTTn//SEO ID N0;44i3 
PLACE 1004492//TGGGCATCAATAAACACCTC//SEQ ID N0:4414 
PLACE 1004530//TGCTTnGTATGGCCTGGGA//SEQ ID N0:44i5 
PU\CE10043I6//ATGTGGACAGGCAA,GCAGAG//5EQ 10 N0:4415 
PLACE 1 00593 1//GGTGnCCCCTTCTTGTTTG//SEQ ID N0:4417 
PLACE1005539//AGAGGTAGAATGAGGGGAAA//SEQ ID NG:4418 
PLACE1005569//CTGAACCCTGGCCTGTGAAA//SEQ ID >J0:4419 
PLACE! 00550 1//AGATGGGGACTATGAAGAGG//5EQ ID NO:4420 
PLACE 1005736//CCTGTAATCCCAGCACTTTG//SEQ ID NC:442i 
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*PWCEi0058l5//AGAGACAGAGnnGCTCn/75£0 ID NO;4422 
PLACE1005927//GGTGTAGCCCAnGrAGAGG//S[0 iD N0:4423 
PLACE1005G71//TTTGCTCrnAACTCTGCCT//EEO ID NO:4424 
PLACE 1006073//TAAAGGGCAGGGTGGAGGAA//SE0 ID NO;4425 
PLACE 1006079//TGAtGTCCACTGTCnATTG//SEQ ID NC:442e 
PLACE1G06755//CAAGGAGGTAATAGGGAGAT//SE0 ID N0:4427 
PLACE1007077//ATGTGCTGGTAAGTGAAATC/7SEQ ID NO:4428 
PLACE100708l//GCCGGCCAAGmACACGAA//SEO ID NO:4429 
PLACE1007845//TAACCGCACTATGAGGAAAG//SEQ ID NO:4430 
PLACE1007971//GACAA[TCAACTGGAAGACC//S£Q ID NO;4431 
PLACE 10G8282//CGTGATGACTGCCAACTCCA//SE0 ID NO:4432 
PLACE1008359//AACAGGGTCCCAmATTTG/7SEQ 10 NG:4433 
PLACE1008469//TIGTCATCCTCCTGCCTCTG//SEQ ID NO:4434 
pLACE1008557//CTCAGCCnCCAAGTAGCAG//SE(! ID N0:4435 
PLACE1008744//TAAACAAGACCCAGCACCAT//SEQ ID NO:4436 
PLACE100S934//TCGAGACCGCTICCCATAGA//SEQ ID N0:4437 
PUCE1009545//AGGTAGCCGATGACAAAGCC//SE0 ID N0:4438 
PLACE 10 1001 1//GGATATAAAGACAAGGATGC//SEQ ID N0:4439 
PLACE1010713//TCAATAGCTACCTGTAGAGT//5EO ID N0:4440 
PLACE1G11C19//AAGGAGTGAAGCTCCATGCC//SEQ ID N0:4441 
FUCE10illl5//CCATTAGAAACCCmAACC//SEQ ID NO:4442 
PLACE10in8l//TGTTATCCAnGnCACCTG//SEQ ID N0:4443 
■PLACE10n364//TGTTGACGCTGATTTAGGCA/7SEQ ID N0:4444 
PLACE300O213//TAAAGAAGACCCAGCACCAT//SEO ID N0:4445 
PLACE4000354//TAAACAAGACCCAGCACCAT//SEQ ID N0:4446 
PLACE4000455//CAAGGAGGTAAJAGGGAGAT//SE0 ID N0;4447 
SKNMC10GC0U//CGAGACAGGGTCTTGGmG//SE0 ID NO:4445 
SKNMC100G082//inCCnCGGCTGGTATGGC/7SEQ ID N0:44i9 
Y79AA1000030//TCCTACGTTGTGGTGCAGTG//SEQ ID NO:4450 
Y79AA1G00037//AGCACCCCTTAITGGAAGAT//5EO ID N0;4451 
Y79AA1000127//GATGGTTACTCCTCnTGGT//SE0 ID N0:4452 
Y79AA1000225//TGCTGATGCCTCTGnCCCT//SEO .D N0;4453 
Y79AA1000270//G,AAACAACCAAGCACCCCAT//SEQ ID N0:4454 
Y79AA100G750//ATAAGGGCAGCTGGGAAGTG//SEQ ID N0:4455 
Y79AA;00Q776//TGTTAGTAGCAGGAGGAAGC//SEQ ID N0:4456 
Y79M!000777//ACAGACTTCAGTCCCCnA//SEQ ID iN0:4457 
Y?SAAi000876//GTTAGAGGACACTGGCATCA//SEQ ID NO:4458 
Y79M1000888//ACTGACnGAGGAATAAGCC//SEQ ID NC:4459 
Y79AA10C0959//AGAGTGAGAGCATGGGAGGT/7SEQ ID N0:4460 



133 



EP 1 130 094 A2 



Y79M1000967//GGCACAGACACCATCCTTGA//I;EQ 10 N0:4461 
Y79AA1001056//ACAAATGAGCCTGAAAAGTC//SE0 ID N0:4452 
Y79AA1001062//TGGTCCTCACTGCCTTCAAA//SEQ 10 N0:4463 
Y79AA1001090//AGTGCCCTCAAAGCTCCAGT//:5EO ID N0:4464 
Y79AA1001212//ACGAAAGCACTCAAATGTCA//SEQ ID N0:4455 
Y79AA1001272//GAATGAAATGTGGTTGAGCA//SEQ 10 N0:4466 
Y79AA1001425//AATGATTCGGGGCAGCAGGA//SEQ ID N0:4457 
Y79AAI00i427//GAGAGAGACACACACAGAAA//:SE0 ID N0;4468 
Y79.AA1001523//AGiTTTATACCAGCATTGGC//SEQ ID N0:4469 
Y79AA1001530//GGTGTAGAAGTAAAATGGGA//SEQ ID N0:4470 
Y79AA1001592//GAnGTGnCTCnACTCCT//SEQ ID N0:4471 
Y79AA1001727//GCTCCACCTGACGTTCTTTA//SEQ ID N0;4472 
Y79AA1001795//GTCTCCCATATCGCTGTCTT//SEO 10 NG:4473 
Y79AA1001603//CACTTTCIAATAACCCTTGG//SEQ ID N0:i474 
Y79AA1001863//TTGGGAT1GGAAACCGCATT//SEQ 10 N0:4475 
Y79AA1001874//AGAAACCACTGAGGCCCAAG//SEQ ID N0:4475 
Y79AA1002058//CAGAAGCAGAAGCAGGAGCA//5EQ 10 N0:4477 
Y79AA100212l//ATTTACTGCGATnCTCCTG//SEQ ID N0:4478 
Y79AA1002129//GAGTTTCTnGCTAGTTCCA//SEQ ID N0:4479 
Y79AA1002334//ATAmGTGTTTGCCnGGG//SEQ ID N0:4480 
Y79AA1002373//GGATGGCTGGGTCAAATGGT//SEQ ID N0:4481 
Y79AA1002376//AATGATGGCTAGGGTGACTT//SEQ ID N0:4482 
Y79AA1002378//TCTTCCCACATTCGITACAC//SEQ 10 NO:4483 
Y79AA1 002381 //AGGGAGTAGATGTTGGTAAA//SEQ ID N0:4484 

[0279] The result of expression frequency analysis is shown in Table 367. Only clones with correlation coefficient of 
0.9 or higher are indicated In this Table. Clones that are not presented in the Table include clones for which the assay 
could not performed because of low expression levels thereof in Internal standard samples or because of unexpectedly 
smaller or larger sizes of the PGR products. 

[0280] Among the clones that could be analyzed, clones of which expression levels increased by two fold In response 
to the IL-1. stimulation 1 or 7 hours after the stimulation are: NT2RI\/12000514. NT2RP3001159, MAMMA1001237and 
IVIAMMA1000614. 

[0281] Clones of which expression levels increased by two fold In response to the TNF-stimulation 1 , 3 or 7 hours 
after the stimulation are: 

NT2RM2000582, NT2RM2002109, NT2RP1 000679, NT2RP2003664, NT2RP2005597, NT2RP2004108, 
NT2RP3001592, NT2RP3002738, NT2RP3004133, NT2RP3004321 , NT2RP3004557, NT2RP3004294, 
l\/IAMMA1 001237, MAMMA1 000141 , MAMMA1 000788, MAMMA1 002070, PLACE1 002547, PLACE1 003573, 
PLACE1004305, PLACE1008744, PLACE1011181, PLACE1010713, PLACE1010011, Y79AA1 000776, 
Y79AA1 002129, 

[0282] Among the clones of which expression levels increased In response to IL-1. stimulation, MAMMA1001237 
was a clone of which expression level was varied in response to TNF-. stimulation. Among clones showing higher 
expression levels (with relative value of 5 or higher) prior to the stimulation, PI_ACEt002080 is an example of clones 
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of which expression was suppressed by the stimulation. The expression of the clone decreased by three or nnore fold 
in response to the stimulation. These genes were found to be associated with inflammatory reaction induced by IL-1 . 
or TNF-.. 

[0283] In Example 15, the genes of which expression levels were varied by culturing in the presence of TNF-. were 
analyzed by hybridization with high-density DN A filter. As for 3 clones (NT2RP3004557, NT2RP3004294 and PLACE 
1 002547), the results obtained by ATAC-PCR method were similar to those obtained by hybridization method. However, 
the results obtained by ATAC-PCR method were not necessarily consistent with those obtained by the hybridization 
method. Possible reasons for the inconsistency are the difference in cells used between the two experiments, unavail- 
ability of some data in the ATAC-PCR experiment, and the difference in the method of data treatment 



Table 28 

Expression of each cDNA in human tissues (The Table also contains clones with no 
description in Examples) 
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40.663 


45. 306 


95. 205 


18.200 


10.037 


22. 527 


29.331 


30. 774 


HEUBA100275S 


94. 758 


62. 505 


220. 964 


63.414 


37.572 


44.593 


28.497 


39. 737 


HEMBA1002759 


13-935 


3. 117 


8. 450 


3.792 


2.291 


8.714 


10.261 


5.285 


HEMBAI 002763 


430.941 


88. 931 


1 72. 920 


71.623 


88.921 


195. 471 


197.995 


118.224 


HEMBAI 002767 


65.682 


25. 272 


35. 782 


14,035 


19.183 


31.497 


33.393 


18. 347 


HEHBA1002768 


100.803 


57. 554 


59.457 


35. 570 


28. 006 


43.770 


40. 930 


38.215 


HEHBA1002769 


103.210 


30. 235 


54. 098 


17.099 


19.753 


35.636 


41.922 


26.940 


HEttBA1O02770 


20.350 


16. 268 


28. 054 


21.736 


10.754 


12.030 


14.991 


11.776 


HEMBAt 002777 


130.615 


37. 655 


72. 072 


41.794 


31.219 


54.881 


59, 342 


43.652 


HEIIBA1O02773 


97.457 


29,259 


75. 705 


22.719 


22.643 


33.689 


38.357 


27. 804 


HEM3A1O02780 


72.338 


50.411 


181.356 


42.070 


19.957 


31.370 


27.642 


39.672 


HEjiaA1002790 


87.371 


61. 291 


152.514 


38.033 


29.616 


28.032 


20. 352 


34.761 


HEMBAtO02794 


202.405 


77.515 


95. 182 


31.252 


41.634 


100. 157 


80.301 


50.036 


HEUBA1002798 


9. 194 


21.334 


22.468 


20. 281 


12.823 


11. 156 


11.647 


15.735 


HEMBA1002801 


10.311 


4.603 


11.704 


3. 190 


4.420 


3.015 


13.829 


6.693 


HEMBAI 0028 10 


42.583 


45.313 


55.088 


35.416 


29. 480 


60. 935 


44.046 


51. 794 


HEMBAI 00281 6 


52.084 


37.823 


56. 994 


35. 902 


25.574 


33. 389 


50. 974 


49. 045 


HEMBAI002818 


321. 516 


100.826 


187.799 


84. 893 


81. 695 


1 52. 335 


171. 186 


117. 409 


HEMBAI 002820 


139.924 


107.278 


523. 137 


90. 533 


79. 745 


59. 869 


54. 302 


52. 958 


HEMBAI 002826 


40.776 


6.495 


16.825 


5. 349 


3. 319 


1 1. 765 


7. 355 


8. 363 


HEMBAI 002833 


119. 102 


44. 248 


40. 339 


17. 864 


'23.748 


44. 398 


57. 302 


36. 668 


HEMBAI ODZ850 


5. 941 


8.407 


13.251 




9 019 


A '(i;9 

•1. JJC 


A HAA 


1 77^ 


HEMBAI 002862 


60.735 


32. 524 


30.030 


9.693 


9. 527 


27. 595 


19.397 


18. 101 


HEMBAI 002863 


77. 126 


30.401 


44.872 


22.577 


28.639 


50. 264 


55.374 


45.005 


HElffiAl 002867 


25.385 


13.583 


42. 122 


15. 283 


9.501 


22. 992 


15. 180 


16. 196 


HEMBAI 002876 


101.249 


55. 603 


38.073 


36.480 


23.017 


53.318 


51.363 


56. 689 


HEIBA1 002886 


9.474 


14. 188 


23.588 


7.657 


11,980 


14.640 


6.432 


18. 574 


HEMBAIO02896 


78. 580 


27.420 


49,774 


15.754 


20.366 


36.684 


35.283 


42.662 


HEMBA1002913 


126.001 


32.845 


58. 138 


14, 590 


22.846 


54.873 


56.608 


38.801 


HEJffiA10a2921 


63.378 


25.443 


37.615 


15.333 


19.054 


28.881 


37.595 


34.298 


HEMBAI 002924 


65. 007 


29. 109 


104. 125 


15.411 


19. 920 


31.099 


23.998 


19. 182 


HEMBA1002S34 


432.841 


308.291 


644. 522 


180.470 


145. 293 


273.733 


166.153 


242.809 


HEMBA100293^ 


92. 005 


52.184 


221.722 


49.477 


41.867 


34. 331 


29.645 


38. 889 
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HEM&A1002937 


38.638 


30.844 


33.817 


12.784 


18.251 


14. 107 


24. 131 


18.662 


HEMBA1002939 


39. 755 


22-867 


33.838 


19.077 


13.734 


19.266 


17.364 


17.750 


HEMBA1002944 


53.762 


33. 349 


51.861 


21. 860 


18.241 


23. 920 


21.112 


16.286 


HEMBA100Z951 


38.716 


29.783 


39. 196 


19.808 


29,614 


19.702 


28.422 


21. 177 


HEjl6A1002954 


24.907 


3. 542 


20. 941 


9.265 


13. 758 


15,056 


7.297 


13.424 


HEMBA1 002962 


86.680 


62.578 


220. 246 


62.027 


37.753 


44,037 


31.812 


41.725 


HEMBAI 002968 


105.871 


78.850 


221.414 


65.545 


40. 380 


43.093 


38.816 


50. 281 


HEHBAI 002970 


48.034 


34. 741 


30.834 


18.482 


6.639 


17. 125 


23. 514 


36. 180 


NEMBA100297I 


39.492 


44. 145 


35.618 


25.614 


12.932 


25. 193 


14.823 


23.202 


HEMBA1002973 


83.710 


70. 965 


156. 167 


43.307 


28. 902 


29. 947 


26. 101 


34. 769 


HEMBAI 002978 


35. 833 


19. 362 


27. 056 


13. 075 


20. 398 


1 ] 324 


16. 059 


13. 956 


HEMBAI OQ 2 981 


107. 112 


35. 200 


56. 576 


23. 695 


26. 105 


33 


37. 1 99 


71 9At| 


HEMBAt002985 


79. 217 


44. 154 


1 16. 532 


27. 950 


26. 158 


37. 462 


28. 927 


20, 335 


HEMBAI 002986 


61. 056 


78. 203 


68, 834 


49. 967 


64, 629 


38. 333 


28. 91 9 


CV. 3£9 




37 JQ7 


36. 609 


71 . 802 


90 fi91 


O. 903 


IR 770 
10. lCv 


1 3. 930 


99 7QC 
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0**. t09 
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Al 
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35 
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9rt Q9 / 
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90. 296 
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iL. 0 1 U 
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tO. £uO 
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0 T . 3D I 
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CU. OC 9 
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C 3. J 1 1 
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11 Qt:c 
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ITT 114- 
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1 lA fi7^ 
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cm 
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CI 791 
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00. /sy 


63. 312 
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3. l73 


9. 0U3 


A A7ft 
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D. U30 
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4. 409 
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143. i£\ 
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719 
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IU4. bt I 
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11. 0/4 


ucyQAinninAi 
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901 Oil 
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yi. I oo 


7C 1 01 
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53. 097 


39. 564 


58. 217 
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40. o30 
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00. 09U 


28. 702 


HcIIdAIUU3U4o 


87. 433 




j*9 inc 


1 2. 040 


20. 442 


39. 108 


29. 597 


21. 461 


ucuaA 1 fminttA 
ncMon 1 lAlivD'i 


C ICC 
t). JDD 


0. 303 


c 9n 1 


b. oU9 


4. 415 


7. 239 


3. 330 


7. 829 


ntHDAlUUJUDf 


33. OjJ 


o4. DUO 


/ r . U9f 


^CA 
CD. 1 34 


CV. 3£0 


90 7C C 

Zo. 755 


24. 783 


1 7. 488 


ucua A 1 nn 4/17 1 


□4. f 28 


99 cno 

£C. 31/9 


9S a£Q 
£0. 009 


1 7 /CI 


19. b4f 


20. 624 


22. 285 


1 9. 438 




C9 >l 9 I 

bi. 4£ 1 


Trt 7CQ 


11 99C 

J 1 . ceo 


2b, I4d 


99 DftC 


21 . 483 


17.616 


19. 134 






CI nflc 

3 1 . Uo3 


7ft 079 


17 1 C 1 

Jr. 1 3 1 


4U. HCL 


49. 91 1 


AT rtOl 

4/. U/o 


64. 737 


HPURA inn 7077 


?R A7 1 


m 407 

1 3. HVt 


?A C?? 


O. UU9 


0. •♦OJ 


1 0. DO 1 


1 1 7Q7 
10- 19/ 


C fl 17 
3. Oil 


HPuRAinnTn7A 


^A 1 Al 


38. 741 


'77"." 906"" 


11 Qn7 

0 1 . 9U/ 


17 1 fiO 
0 ( . 1 09 


1 7 oil 
1 f . 90J 


1 / . 4 J9 


1 0 091 

1 0. ali 


MPMRAinn?n7Q 

rlLIID/i 1 UU JU J 9 


28. 559 


39. 563 


41. 646 


9fi nn 


L 3. 009 


1 3. 3i 0 


1 ft n7R 
lo. VlO 


"J A C9C 
£4. Olt 


HPURAinnmA} 

ncjBon I uuauo J 


61. 036 


48. 635 


169. 439 


52. 788 


60. 016 


A1 1 
•* 1 . D 1 1 


9Q £14 
£9. 0 19 


R7 ilCO 
Of . 409 


HEIffiA 1003086 


49. 032 


40. 488 


1 54. 409 


29. 869 


12.063 


16. 544 


16. 039 


IQ 71Q 
19. t 1 9 


HEMBAI 003090 


34. 778 


14. 850 


23. 758 


12.710 


24. 132 


15. 848 


25. 027 


14. 265 


HEMBAI 003094 


184. 999 


43. 36?: 


72. 1 16 


30. 096 


53. 636 


78. 251 


84. 551 


34. 775 


HEMBAI 003096 


31. 440 


)8, D3C 


25. 774 


10. 290 


n. 781 


14.033 


27.791 


11, 348 


HEMBAI 003098 


35. 774 


64. 970 


88. 562 


34. 074 


24. 271 


25. 656 


18. 003 


31- 059 


HEMBA1003101 


55. 716 


24. 121 


22.316 


1 1. 682 


13-163 


21.315 


25. 117 


15. 689 


HEMBA1003109 


48. 41 1 


2l.09;i 


39. 285 


21.315 


21.724 


27. 826 


31.034 


21.809 


HEMBAIOOSIM 


41. 101 


24.78(1 


22.792 


14.164 


14.657 


18. 320 


15. 152 


16.038 


HEMBAI 003 11 7 


22. 939 


13.53li 


20.191 


6.812 


10.538 


14.917 


18.015 


12.566 


HEHBAI 003 120 


24. 531 


24. 4oa 


55.805 


26. 574 


13.838 


15.423 


15.080 


21.728 


HEMBAI003129 


40.276 


46.79;! 


104.463 


37.995 


37.989 


21. 990 


26.267 


38.207 


HEMBA1003133 


50. 080 


22.87:i 


35, 022 


15. 164 


20. 000 


21. 592 


25. 551 


27.656 


HEMBA1003136 


146.630 


23. 70t; 


65.990 


18.301 


31.049 


69.754 


51.669 


25.346 


HEHBA1003142 


69.008 


47.867 


130.557 


32.955 


30. 384 


25.274 


27. 118 


29.493 


HEHBAI 003 148 


59. 282 


20. 084 


32.740 


18.292 


18.973 


32.206 


22.003 


24.674 


HEM3A10D3151 


53. 856 


20.003 


51.824 


13.233 


9.854 


27. 114 


22.251 


13.546 


HEMBAI 003 152 


20. 577 


9.803 


19. 388 


10.017 


5.751 


31.586 


23. 227 


6.853 


HEMBA10D3157 


16.477 


9.272 


16.246 


9.919 


17.605 


7. 547 


10. 156 


10.181 


HEMBA1003166 


293.814 


257.380 


571.361 


260.521 


221.325 


137;459 


148.208 


199.758 


HEMBAI 003 171 


17,730 


8.702 


16.527 


6.499 


6.953 


7.351 


5.733 


7. 154 
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HEHBA1003175 


38. 620 


40.445 


100. 302 


29. 594 


17.624 


21. 152 


13. 386 


15. 936 


EHBA1003179 


63.835 


33.869 


50,531 


27. 163 


25. 502 


35. 500 


39.052 


37. 713 


HEMBAtOOaiBG 


100.461 


75.611 


231,787 


75.781 


58. 278 


54. 222 


55.852 


61.615 


KEMBAIG03196 


36.422 


27, 557 


45,633 


20.623 


18, 740 


21.756 


30. 501 


35. 864 


HE1IBA1003197 


8.462 


9.564 


5.534 


5.965 


4.051 


3. 138 


7. 0.54 


7.066 


HEHBAI003199 


34.550 


18.409 


81. 183 


15.696 


15.799 


9.492 


17.381 


15.917 


HEHBAIOOSZDZ 


79,337 


59.764 


236.822 


43.286 


41,820 


31. 106 


32.936 


45. 183 


HEyBA1O03204 


66.523 


56.272 


172.818 


48. 560 


31.451 


33. 193 


27.421 


28. 849 


HEMBAI00321O 


23.713 


52.768 


35.498 


5.529 


38.451 


15.353 


59.417 


17.563 


HEUBA10D32tZ 


125. 394 


90.709 


372.474 


74.164 


62.392 


59.663 


45.714 


54.363 


HEMBA100321B 


19.415 


13. 105 


13.670 


6.371 


4.792 


13.681 


10.789 


6. 536 


HEHBA 1003220 


81.171 


86.642 


147.453 


89.495 


42.391 


47.586 


54.647 


123.019 


HEMBAt0032Z2 


25, 803 


22.891 


28. 577 


7.994 


11.404 


10.413 


9.856 


14.985 


HEkBAlt)03^^$ 


105. 735 


21.238 


40.848 


11.^86 


20. 280 


48. 243 


44. 574 


19.547 


KEHBA1 003229 


30. 394 


26.363 


41.333 


22.998 


17.475 


14.707 


20. 154 


19.749 


HEMBA1 003230 


69. 643 


70.015 


42.439 


31. 176 


20.T75 


55.815 


40. 191 


75.238 


HEMBA100323S 


44. 989 


43. 337 


105.267 


33.038 


19.405 


20,834 


22.018 


29.856 


HEUBAtO03236 


8.677 


17.896 


8.735 


7.270 


7.328 


17.286 


5.295 


• 18.441 


HEMBA1003250 


7.260 


12.598 


12.993 


4.750 


4.B15 


7.242 


5. 982 


4. 378 


KEM8A10D3252 


56.274 


51.495 


65. 197 


28.241 


33. 512 


44.917 


62.506 


60. 076 


HEMBA1003257 


71,751 


16.083 


40. 414 


13.391 


19.441 


38. 988 


28. 614 


19.028 


HBIBA 1003268 


19.492 


18.996 


46. 948 


14.167 


12.769 


11.524 


8.622 


17.414 


HEMBA1003273 


48. 113 


38.933 


125.242 


29.404 


21. 135 


22.989 


17.240 


24.704 


HEMBA1003276 


36.279 


34.802 


113.584 


23.812 


17,208 


20.437 


14.685 


26. 145 . 


HaiBA1003277 


31.363 


12.827 


21.514 


10. 462 


11.287 


13.205 


16. 182 


14.465 


KEMBA1003278 


36.998 


24.906 


71.222 


17.479 


15.791 


16,787 


to. 948 


17.841 


HEM6A1003280 


50.716 


16.000 


38.057 


16.933 


20.792 


37.901 


30. 931 


31.493 


HEli8A1003Z81 


66.732 


21.393 


32. 728 


15.032 


18.415 


26-844 


28, 577 


24.898 


HEMBA1003284 


9.746 


8.482 


12,941 


5.779 


5.747 


5.813 


3.545 


3.499 


HEMBAI 003286 


69.502 


35. 947 


60.7id 


21.827 


29.473 


52, 233 


50, 283 


47.695 


KEMBA1 003291 


13.248 


9.951 


10.909 


3.504 


18. 100 


6.561 


6.341 


7.647 


HEMBAI 003294 


69. 599 


52.239 


168.555 


39. 127 


38.460 


40. 377 


24. 057 


27.486 


HE1IBA1003296 


61.933 


31,456 


37,947 


21.206 


23.199 


23.249 


34. 580 


37, 768 


HEMBA1003304 


7.]17 


.5.972 


8,976 


6.154 


8,839 


4.199 


3.451 


3.227 


HEMBA1 003306 


17.590 


15.590 


22.443 


8.410 


11.282 


8.448 


6.333 


9.387 


HE1MBA1O03309 


6.845 


10. 103 


12. 198 


14.015 


7.775 


8.709 


3.955 


18.326 


HEieA10033U 


637.052 


210.608 


238.618 


105.098 


198. 106 


299.884 


273. 738 


171,516 


HEIIBA1003315 


83.736 


51.512 


84.690 


32. 381 


29.482 


56.694 


53. 105 


54.024 


HaiBA1003322 


108.401 


88.539 


256.570 


51.502 


51.083 


44.130 


42.804 


45.519 


HEIiBAt003326 


42.723 


20. 581 


14.759 


11.799 


7.780 


18.087 


12,420 


9.515 


HEMBAI003327 


61.811 


36.702 


87.698 


28. 181 


19.784 


18. 596 


17.453 


18.377 


HEKBA10033Z8 


53,406 


51.712 


114.941 


36.925 


25.000 


18. 669 


22.079 


32.865 


HEItBA1003330 


108.955 


82.099 


207.708 


73.413 


52.244 


50.836 


55. 920 


55.390 


HEMBA1003348 


121.625 


110.275 


337.182 


94. 209 


99.71^ 


67.000 


43.513 


80.023 


HE1IBA1003369 


5.861 


23.644 


14.930 


4.979 


1.726 


9.064 


3,020 


5.373 


HEUBAI 003370 


315.016 


197.956 


369.117 


140. 044 


139.216 


140.758 


150.458 


124. 948 


HEMBAI 003373 


50. 135 


31.291 


53.330 


17.430 


5.513 


19. 164 


8. 117 


19.638 


HEUBAI 003376 


174.269 


170.290 


519.668 




89.798 


108.226 


81,818 


107.084 


HEUBAI 003380 


43.015 


24.557 


74.071 


29.281 


24,407 


19.711 


13.485 


20. 047 


HEKBA1003384 


25.555 


30.071 


68.079 


15.389 


9.455 


11.310 


8.800 


14.281 


HEMBA 1003 387 


6.515 


2.588 


2.657 


1.577 


1.109 


1.803 


1.986 


3.464 


HEN&A1003392 


111.457 


25.882 


42.253 


17.323 


29.007 


50. 086 


29.337 


23.550 


HEIIBA1003395 


16.068 


18.666 


35.483 


15. 254 


9,873 


10.355 


6. 207 


12.514 


HEMBAI 003399 


45.227 


21.480 


37.035 


19.231 


15.354 


19. 471 


27.860 


34. 116 


HEMBAI003400 


n6.2lfi 


36. 907 


58,y06 


24,811 


49.1^3 


53.819 


66.041 


53. 109 


HEHBAI003402 


32. 500 


16.239 


27.864 


8.795 


12.867 


17. 141 


11.617 


14. 596 


HEIIBA1003403 


60.260 


43. 377 


46.720 


20.221 


26. 579 


36.738 


44.891 


45.870 


H£I(BA1003408 


196.676 


49. 687 


70.460 


29. 354 


50.910 


84.358 


77, 062 


46.433 


HEMBA1003412 


104.813 


43.934 


55.699 


47.250 


43.763 


61.953 


59,463 


47. 139 


HEMBA1003417 


22.445 


13.970 


25.036 


8.433 


7.282 


10.593 


5.696 


11.032 


HEMBA1003418 


57.411 


57, 397 


75.232 


97.795 


45. 336 


43.450 


22.206 


90. 604 


HEMBA 1003420 


29.838 


15.856 


201.831 


11.319 


8, 067 


11.379 


12.938 


14. 721 


HEIiBAI 003425 


17.466 


15.895 


21.662 


4.733 


6.723 


8.483 


10.838 


9.083 


HEMBAI 003433 


23.931 


18.435 


24, 576 


12. 136 


10. 421 


10.074 


11.092 


11.581 
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HEKBAT 003440 


9K7Z7 


41.727 


39. 257 


19.755 


26.941 


45.998 


31.620 


35.845 


HOIBA1003442 


7.D90 


22. 535 


10.452 


33. 897 


10.259 


15. 118 


7.093 


14.790 


HEMBA 1003447 


82. 161 


36.670 


48. 248 


26.789 


18. 587 


41.591 


42.314 


35.065 


HEMBA1Q03453 


50.472 


26.692 


25.954 


16. 130 ■ 


11.252 


16.584 


28.534 


21.255 


HEMBAia03461 


55.687 


.25.328 


42.686 


17.261 


18.856 


27.281 


22.795 


17.854 


HEMBA1Q03463 


40. 102 


23.311 


34.469 


13.456 


19.704 


20.277 


16.984 


18. 124 


HEMBA1003465 


92.245 


40.963 


61.816 


28.410 


36.051 


39. 389 


40.220 


36. 851 


HEKBA1O03480 


114.075 


114.841 


266.076 


76.366 


67. 942 


55.459 


51.589 


62.191 


HEMBA 100 a 455 


44.403 


28,836 1 


33. 659 


14. 37) 


. 8.636 


26.284 


16.036 


14.582 


HEUBA10034B7 


42.939 


15.463 


23.730 


9.752 


15. 729 


24. 902 


21.136 


16.494 


HEUBA1003492 


31.026 


21.538 


56.674 


14.934 


12.014 


12.082 


9-567 


14,655 


HEIIBA1003494 


97.366 


260. 496 


50. 174 


48.821 


12.504 


74.554 


20.623 


180.841 


HEMBA1003497 


39.000 


17.943 


24.659 


11.432 


13.881 


21.376 


(8. 562 


6.072 


HEMBA1003S03 


54.774 


21.486 


28. 175 


12.948 


17. 154 


30.911 


36.463 


16.806 


HEUBA1003511 


18.672 


U.740 


43.023 


11,794 


13,330 


8.925 


16.405 


11.615 


HEMBA10035Z8 


385.123 


191.234 


239.319 


81.329 


123.915 


213.945 


179,430 


96.672 


HEMBA1O03530 


43.B20 


12.384 


23.693 


10.695 


21.216 


20.067 


28.030 


16. 204 


HEMBA1003531 


lit. 104 


73.542 


215.578 


67,833 


214.022 


56. 139 


50.217 


66. 992 


HEMBA100353Z 


145. 137 


62. 379 


83.827 


37.506 


53. 388 


90.314 


77.728 


60.515 


HEMBA1003538 


61. 123 


20. 746. 


32.949 


11. 160 


19.286 


54. ids 


^6.2^1 


13.837 


HEMBA1003545 


21.489 


10. 501 


20.608 


5. 904 


7. 197 


10.239 


6.617 


8. 168 


HEMBA 1003546 


31.371 


32. 365 


28.613 


13.365 


226. 243- 


16. 427 


16. 554 


24. 821 


HEMBA1003548 


4. 466 


8. 124 


9.845 


4.563 


7. 542 


6. 155 


5.547 


8. 387 


HEMBA1003553 


79.837 


51.515 


50.379 


23.327 


28. 564 


49. 154 


53. 525 


48.955 


KEMBA100355S 


20. 066 


8, 873 


13.692 


4. 762 


3. 684 


10. 112 


10. 962 


6. 521 


KEMBA 1003556 


57. 280 


36. 399 


128.391 


29. 283 


16.426 


19.257 


18. 121 


24.622 


HENBA1O0356Q 


9. 290 


4.426 


2.529 


2.848 


1.767 


2. 983 


5.207 


6.539 


HEK8A1003565 


42. 648 


29. 586 


20. 996 


8.344 


13.984 


21.927 


21.847 


22.043 


HEMBAtO03568 


7. 244 


1.649 


7.712 


2. 430 


3.763 


3. 172 


2.836 


2.592 


KEHBA1003569 


25.048 


20.5^6 




3l957 


13.740 


16.235 


19.512 


16. 518 


HEMBA 1003571 


111.721 


94. 378 


326. 335 


84. 368 


71. 788 


50.029 


48.01 1 


59. 960 


HEMBA1003579 


3. 335 


7. 399 


15. 353 


6. 553 


8. 948 


2.872 


9. 198 


6, 421 


HEI6A 1003580 


274. 105 


50. 292 


102. t03 


26. 686 


59. 875 


126. 943 


1 10. 375 


35. 595 


HEhSAI 003581 


112.013 


31. 295 


94.083 


21. 641 


35. 215 


54.336 


50. 7 1 1 


21. 238 


HEMBA1 003591 


97.076 


64. 326 


77. 160 


89.876 


47. 882 


53.615 


40.656 


45. 172 


HEMBA 100 3 5 95 


32. 697 


22. 842 


84.629 


19- 075 


11. 339 


6.305 


5. 581 


18.085 


HEMBA 1003597 


48. 561 


25. 846 


108.491 


20- 931 


15. 952 


19.375 


17. 580 


20. 153 


HEMBA 1003598 


49. 728 


20. 134 


22. 458 


12. 142 


11. 688 


18. 934 


2t. 743 


15,025 


HEXBA1 003600 


32 772 


35. 099 


56.905 


26. 268 


29. 290 


38.873 


53. 305 


56. 783 


HEMBA10036G2 


\t 248 


to. 116 


15. 162 


6. 182 


10.970 


8. 064 


14.736 


17. 188 


HE1BA1 003604 


205. 949 


53. 579 


69.723 


24. 549 


49.302 


105. 181 


98. 166 


47. 144 


HEMBA1 003610 


140.996 


29.255 


95.048 


15.492 


103. 150 


72.233 


54.670 


30.688 


HEHBA10036t5 


57.258 


20.035 


34.102 


12.808 


16.022 


24. 378 


18,759 


20.876 


HEMBAt0O36l7 


48.414 


20.375 


29.789 


12.148 


22. 291 


18. 199 


18.770 


18.242 


HEMBA 10036 20 


52.899 


22.318 


45.502 


19.575 


19. 962 


25.239 


39.072 


29.451 


HEMBAt00362t 


102.827 


102.094 


225.373 


80. 194 


64. 742 


58.874 


67.142 


60.680 


HEMBA1 003622 


19.815 


13.838 


25.009 


16.055 


8.339 


12.251 


15.369 


13.833 


HEI1BA1003630 


20. 008 


15.381 


30.244 


13.871 


5.573 


9.992 


10-303 


11.422 


HEMBA1003&37 


37.880 


29.848 


106.379 


23.251 


18.468 


17. 181 


12.409 


18. 500 


HEMBA1 003640 


39.068 


31.672 


100. 9C1 


22.572 


22.223 


21.513 


17.417 


20.420 


HEMBA1 003645 


25. 820 


19.380 


48. 445 


13.481 


9. 247 


12. 142 


54.230 


5.711 


HEMBA1D03646 


38.243 


15.329 


22.003 


9.624 


13.311 


24. 606 


19. 177 


19.938 


HEMBA1 003647 


10.251 


10.718 


12.323 


7.850 


7.892 


7.607 


7.882 


10.058 


HEMBAl06i6!l6 


40.171 


31.263 


66.874 


28.981 


19.429 


18. 898 


23- 172 


30.178 


HEMBA1D03662 


25.325 


17.011 


19.352 


6.387 


10.041 


10. 909 


14. 055 


18.544 


HEHBA1 003666 


23.086 


11. 187 


17.407 


5.803 


8-262 


9.774 


15.332 


13.851 


HEMBA 1003667 


304. 975 


209. 929 


337. 134 


96.636 


131.792 


179.317 


140.769 


174.256 


HEMBA 1003670 


12.944 


8.894 


15.235 


3.344 


2.565 


7.057 


6.425 


7.073 


HEMBA10D3674 


143.262 


32. 195 


51.919 


33.863 


52.734 


66.675 


65.424 


47. 173 


HEMBA1Q03E77 


80.516 


45. 946 


220.695 


45.985 


43.474 


38.916 


30. 594 


46.808 


HEMBAI003679 


25.325 


7.795 


16. 167 


5.727 


5.941 


12.433 


12.034 


11.720 


HEMBAt003680 


AtZ]1 


25.723 


33.794 


24.564 


23.985 


25.419 


38. 990 


39.343 


HEMBA 1003684 


18.273 


10.175 


17-733 


13.315 


4.937 


9.099 


10. 182 


10. 574 


HEMBAI003S90 


115.021 


55. 531 


75.876 


4B. 324 


43.039 


71.797 


85-431 


56.592 
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HEMBAi 003692 


83. 253 


96.347 


194.372 


63. 188 


40.872 


47. 354 


39. 288 


42.644 


HEMBA1 003702 


88. 125 


35. 028 


48.251 


23.719 


29.023 


42.873 


46.956 


36.550 


HEMBAI D03711 


93.732 


50. 280 


140. 199 


32.886 


33. 424 


47. 500 


41.959 


36.807 


HEIIBA1003714 


75.923 


20.596 


37.340 


14.414 


28.237 


32.029 


29. 145 


16.214 


HEMBAI 00371 5 


54. 160 


54.486 


142.871 


31.894 


31. 122 


28.832 


20.640 


26.672 


HE1IBA1D03717 


70.553 


38.574 ■ 


120. 922 


45.101 


29-491 


29.344 


27. 200 


38.418 


HEMBA1003720 


83.637 


94.829 


133.285 


55. 896 


49.519 


43.330 


22.099 


41. 137 


HEHBA1003725 


46. 157 


55. 932 [ 


71.704 


30, 085 


21.305 


22.378 


18.643 


31.573 


HEIiaA1003728 


103.795 


35,668 1 58. 184 


16.485 


21.818 


42.285 


37. 790 


34. 280 


HE)I3A1003729 


49.957 


2 1 508 


47. 663 


20.231 


15.376 


18.567 


21.294 


17.427 


HEMBAI 003732 


13.069 




6. 558 


3,228 


2. 195 


3.652 


3.024 


4.336 


HEMBAI 003733 


52.409 


J£. / O I 


7fi fiRA 


22.919 


83.426 


18.921 


13.867 


14.220 


HEMBAI 003742 


40,426 


CV. LVJ 


3U. 00 / 


26. 589 


21,518 


42.057 


44,130 


24. 802 


HEMBAI 003743 


25.918 


Cc, I to 


£ J. J3c 


18.886 


18.530 


12. 506 


17. 162 


18.069 


HElfflAI 003758 


110.630 


toe ^CO 




79.435 


58. 130 


58. 587 


34.868 


73.429 


HEMBAI 003760 


78. 949 


n nnn 


9K 7 Ift 


15. 194 


14.440 


32. 057 


34.468 


19.471 


HEMBA1O03764 


45,855 




fid. # tU 


23.891 


19.630 


154.051 


37.797 


57.861 


HEMBA1O03769 


87.589 


Al ^ 97 
Hi , CLt 


be. ^HL 


27. 144 


32.047 


46.499 


39.296 


38.944 


HEMBA1003773 


83.842 


y A Til 
Is. 1 ct 


c f . Mi 


12.002 


9.850 


33. 904 


29.817 


13. 165 


HEM6A1003783 


17.751 




£0. j4£ 


16.465 


13.884 


6.842 


9.757 


20.650 


HEMBA1O037e4 


. 13.500 


17. 233 


21. 849 


13.856 


12.436 


17.394 


11,099 


13. 140 


HEMBAI 003794 


386.642 


303. UU^ 


3Z2. 299 


109.371 


145.316 


286. 778- 


287.377 


239. 938 


HEMBA10037S9 


39.392 


23. 099 


29. 603 


15.022 


13.775 


16.550 


24.428 


19.403 


HEMBAI 003803 


63.548 


21, 899 


44. 323 


20. 132 


18.580 


28.795 


24.744 


35. 938 


HEMBAI 003804 


80. 382 


26. 816 


48. 558 


15. 154 


27.867 


31.087 


37.611 


22.634 


KEM6A1003805 


103.569 


42. 485 


42. 930 


19.994 


36.377 


43.797 


32, 147 


28, 376 


HEMBAI 003807 


21.717 


13. 940 


25. 512 


9.492 


6.870 


9.649 


6.812 


7.611 


HEMBAI 0038 10 


20.102 


1 1. 572 


7. 558 


20. 338 


17,855 


7.640 


4.451 


6. 585 


HEMBAI 003827 


432,954 


219. 520 


240. 291 


155.416 


219.584 


266,037 


283.204 


241. 127 


HEMBAI 003836 


177.311 


135. 831 


482. 334 


146.466 


136.063 


93, 790 


92.728 


122.237 


HEMBA1003838 


223.574 


185, 295 


C 4 1 9CO 


134, 002 


79.993 


115.711 


87.137 


118.957 


HEMBA1O03843 


13.867 


in 1 70 
10. 1 f 6 


97 JiriQ 


17.850 


21. 104 


13.382 


11.701 


13.634 


»OBA 1003846 


133.994 


3/ . bSD 


' "fit "V^K™ 
bo, f JO 


34. 962 


50. 550 


56.395 


40.861 


60,253 


HEMBAI 003856 


27.378 


1 1 SCO 


1 C QR9 
1 D. 30£ 


14.248 


8.662 


11.259 


9. 145 


9. 934 


HEMBAI 003857 


101.908 


Q(; KOI 


9i;^ i;9ii 


75. 110 


52. 628 


51. 958 


45.837 


48. 871 


HEMBA1003864 


52. 130 


Id. Uf 1 


£4. DDf 


9. 568 


13. D09 


16.810 


29.271 


16.795 


HEHBAI003866 


27.257 


19 arc 


7 7 AAn 


12.069 


15,414 


19. 103 


9.229 


7.524 


HEMBA1003868 


95.701 


3H. 3 3 1 




31.090 


41,733 


69.461 


48. 174 


43.486 


HEMBAI 00387 9 


62. 950 


hH. 3 f C 


ICQ 717 


48.098 


42.446 


37.097 


36.010 


45.824 


HElffiA]003B80 


134.462 


7n (MA 


im 771 
1 U J. H 1 


50.699 


47.955 


67.658 


44. 493 


30.581 


HEMBA10038B4 


99. 190 


48. 465 


73. 499 


34.795 


54. 399 


57.269 


63.551 


68.830 


HEMBAI 003685 


77.675 


B9. 095 


172. 968 


55.129 


49. 424 


41.309 


24.247 


31.596 


HEMBAI 003887 


60; 203 


22. 185 


33.582 


16.696 


21.181 


29. 281 


31.275 


22,835 


HEMBAI 003890 


12.753 


8.056 


15. 506 


7,762 


16.057 


139. 271 


387.408 


5. 124 


HEMBAI 003893 


386.525 


281.955 


515. 307 


187.300 


180.355 


212.964 


137.297 


122.335 


HEMBAI 003896 


411.418 


232.899 


382. 182 


144. 104 


165.806 


233.857 


185.700 


143. 577 


HEMBAI 003902 


39.732 


39.491 


114.984 


20. 297 


23. 509 


16.793 


14. 124 


20.479 


HEMBAI 003904 


32.775 


21. 109 


45.629 


10.006 


13. 109 


14.294 


24. 342 


17.444 


HEMBA1003908 


8.660 


8.873 


15.689 


7.298 


15.429 


6.307 


2.267 


5.699 


HEMBAI 003926 


132.636 


253.614 


316.882 


183.017 


124. 195 


147.955 


105. 962 


360.995 


^BA1003937 


87.005 


63.862 


200. 940 


40. 587 


36. 238 


35.284 


29.695 


40.418 


HBIBA1003939 


28.064 


25.844 


35.675 


20. 306 


20.378 


19.070 


16.457 


15.626 


HEMBA1003d40 


27. 800 


13.368 


18.045 


10.235 


10.394 


14.633 


17.733 


9.868 


HEMBA1003941 


57. 997 


16.835 


RS82 


17.381 


15.884 


23,428 


19.75^ 


13.795 


HEMBAt003942 


38. 168 


19.747 


45.852 


32.660 


22. 333 


24. 695 


10.791 


21.900 


HEMBAt00394S 


59.457 


32.900 


46.079 


23.037 


21.163 


36.632 


32. 279 


26.903 


H^BAI 003^49 


12.870 


13.019 


20. 578 


7. 159 


38.521 


442. 120 


272.494 


21.625 


HEMBAI 003950 


8.366 


1726 


5.814 


3, 195 


4,756 


3.3^6 


8.814 


5.401 


HEKBAI 003953 


23.527 


10.310 


11.872 


9.390 


8.494 


10.637 


10.973 


5.252 


HEMBA1003958 


131. 0B2 


90.718 


253.084 


74. 499 


85,036 


62.450 


34. 852 


86.629 


HEMBA1003959 


12.105 


11.228 


18.520 


6.546 


7.960 


18.122 


12.612 


10.591 


HEMBAI 003980 


S3. 133 


29. 785 


31.879 


18.932 


16. 178 


21.708 


32:094 


35. 333 


HEMBA1003966 


58. 245 


19.415 


68. 506 


20.791 


26.975 


28.975 


27.825 


25. 303 


HEMBA10039e7 


1.859 


3.908 


9. 354 


6.033 


4.054 


4.384 


4.208 


4. 986 
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KarBA1003968 


40.219 


26.894 


55.357 


16.296 


14.511 


28.531 


22. 548 


15.420 


HEMBA1003974 


147.167 


439.547 


139.030 


17.010 


33.973 


54.122 


29. 355 


338.820 


HBIBA1003976 


20.167 


17.809 


13. 159 


9. 187 


5.748 


6.820 


6.962 


10.367 


EMBA1003377 


32.761 


12.350 


24.212 


6.558 


6.775 


12.413 


17-016 


9.357 


HE1CBA1D03978 


40. S64 


13.858 


10.812 


11. 585 


11.203 


23. 881 


20. 489 


17.488 


EMBA1003981 


65. 803 


34.462 


71.399 


25.801 


31.348 


48.051 


31.355 


42.728 


EMBA1003982 


15.104 


89. 360 


20: 946 


18. D86 


1.620 


3.781 


3. 102 


64. 356 


EMBA1 003985 


15,199 


10.866 


21.715 


9.199 


1.517 


8.041 


5. 977 


7.569 


EMBA1003987 


48.695 


30.080 


108.473 


25.632 


23. 222 


28.008 


21.302 


24. 940 


HEMBAI003389 


47.841 


51.466 


128.889 


32. 288 


24. 298 


24.627 


15.392 


23. 174 


EMBA 1004000 


36.424 


35.098 


34. 843 


16.292 


19.541 


20.604 


16.803 


21.872 


EMBA 1004006 


8.411 


42.393 


12. 931 


2. 863 


3.395 


0.000 


4. 943 


9.742 


HEUBA 1004007 


135. 300 


114.014 


286.000 


90. 971 


64.473 


74. 153 


71. 985 


79. 319 


HEMBA 10040 10 


58.331 


152.845 


38. 786 


18. 676 


18.819 


35.229 


31. 514 


80. 599 


HEHBA 10040 11 


62. 306 


15.294 


38.336 


12.356 


13.756 


29.683 


26.091 


7- 986 


HEIIBA 10040 12 


47.010 


38.053 


139. 110 


42.415 


22. 159 


34. 340 


27. 21S~ 


32. 550 


HEIIBA 10040 15 


24.416 


26-249 


27.372 


12.243 


13.962 


25.082 


25. 133 


12. 269 


HEMSAI004024 


149.457 


114.788 


479.037 


80.679 


77.896 


75. 066 


57. 365 


93.859 


HEMBA 1004029 


81.485 


31.944 


43.520 


19.897 


20. 191 . 


38. 768 


36. 482 


19. 376 


HENBA100403B 


26.623 


15.823 ; 19.708 


12. 109 


7.832 


14. 400 


12. 855 


17.771 


HEJK6A 1004042 




10.678 = 12. 830 


6.612 


11. 484 


7. 963 


11. 320 


10. 405 


HEIIBAI004045 


24.675 


30.855 


37. 128 


20.069 


23. 538 


15. 509 


17. 299 


17.447 


HEMBA 1004048 


■95.795 


48. 977 


78.760 


36.608 


40. 779 


45. 132 


47. 334 


63. 844 


HEMBA 1004049 


55.947 


543.954 


47.428 


49.034 


19. 297 


56. 209 


23. 320 


68. 865 


HEUBA1004051 


59.776 


31.608 


51.948 


13.046 


25. 684 


38.632 


30. 423 


32. 553 


HEMBA 1004053 


29.222 


70. 670 


84.481 


24. 394 


1 5. 007 


23.414 


13. 218 


23. 973 


HEMBA 1004055 


39.S64 


23. 202 


34.928 


8. 151 


5.353 


28. 619 


15. 237 


14.807 


HEMBA 1004056 


136. 121 


122.072 


413. 353 


75. 363 


81. 883 


56. 439 


41. 004 


85. 794 


HEMBA1 004060 


17. 642 


11.826 


29.995 


9. 507 


4. 910 


13. 895 


8. 679 


8. 388 


^€MBA1 004061 


17. 144 


13.460 


20. 009 


16. 913 


8. 228 


14. 145 


12. 424 


5. 810 


-IEMBA1D040&7 


165. 029 


79. 589 


104. 390 


62. 419 


50. 783 


39 ] 15 


94. 004 


91 850 


HEMBA1 004071 


28.405 


34. 722 


37.707 


19. 775 


14. 692 


17. 342 


23. 864 


77 liSi 

t f . □ 3*t 


HEMBA 1004074 


128. 445 


51.338 


148. 050 


35. 606 


37. 851 


50. 216 


53. 451 


46. 373 


HEM8A 1004078 


26. 125 


14.714 


20. 940 


9. 721 


16. 211 


1 7. 398 


1 7. 388 


14. 057 


HEMBA 1004085 


42. 006 


24.067 


36.86? 


15. 417 


17. 509 


19. 555 


28. 362 


21 993 


HEM BA1 004086 


27. 330 


49.843 


21.238 


43. 213 


24. 232 


16. 260 


12. 409 


22. 262 


HEMBA 1004097 


45. 296 


15.292 


27,795 


13. 971 


26. 928 


26. 002 


33. 192 


19. 361 


HEMBA 1004 100 


40. 930 


37.210 


48. 942 


23. 245 


10. 184 


25. 744 


21. 452 


28. 594 


HEMBA1004103 


101. 036 


101.281 


184.668 


64. 176 


44. 322 


55. 385 


41 . 050 


40- 000 


HEMBA 1004 no 


89. 903 


55.107 


57.75) 


43. 841 


27.836 


21. 315 


27. 631 


34. 280 


HEMBA1004111 


171.907 


134. 108 


296. 310 


95.474 


115.874 


78.450 


80. Oil 


98. 760 


HEMBA 1004 124 


177.408 


71.838 


103.065 


37. 865 


46. 196 


68.531 


109. 364 


77.083 


HEMBAt004130 


64. 543 


54. 797 


171.602 


50. 628 


35.382 


25. 601 


19. 599 


23.097 


HEMBA 10041 31 


41.654 


24.184 


33.975 


26.913 


23. 365 


28.790 




24.999 


HElffiAt004132 


55.506 


42.840 


162.243 


42.708 


30.251 


28.863 


19.780 


22.237 


HE«ffiA1004133 


,64.624 


30.838 


38.522 


29. 390 


20.897 


28-027 


28. 747 


33.333 


HEMBA1 004138 


61. 197 


21.853 


23. 858 


17.376 


9.337 


30.080 


17.345 


Z2.082 


H£MBA1064l4d 


is.yjg 


^.656 


21.209 


10.565 


10.539 


14.067 


11.441 


9.994 


HEMBA1D04146 


40.893 


21.789 


90. 537 


30.533 


32.870 


23.542 


14.368 


20. 982 


HEMBA 1004 148 


59. 990 


18.796 


22. 167 


11.049 


17.531 


18.309 


29.374 


22.528 


HEMBA1004149 


16.284 


11. 131 


18. 385 


7.758 


7.634 


7.677 


5.890 


13.683 


HEMBA1004150 


5.223 


4.403 


4.468 


3.044 


2.553 


2. 158 


2.062 


2.260 


HBKBA1004154 


m. 110 


40.835 


69. 965 


31.437 


46.253 


58.472 


62.983 


47.865 


HEMBA1004164 


139. 670 


107.565 


315. 189 


77.326 


47- 327 


57.372 


46.726 


67.257 


HEMBA1004168 


24. 042 


16.530 


18.638 


9.347 


9.400 


13.838 


3.054 


13.060 


HEMBA 1004 (99 


22.894 


9.047 


10.461 


8.631 


7.704 


7. 849 


6.889 


7.253 


HEMBA1O04200 


33. 301 


51.362 


83.462 


26. 185 


27.548 


17.580 


17.235 


32. 109 


HEMBA1004201 


54.76B 


23.783 


'32.370 


17.449 


21.835 


22.123 


25.993 


20.006 


KEM3A10042D2 


14.526 


10.484 


12. 784 


6.804 


5.704 


9.594 


8.672 


11.673 


HEMBA)004203 


47. 655 


20. 140 


34.882 


13.604 


14.171 


19.946 


16.079 


18. 151 


HEMBA1004207 


5.344 


3.206 


11.421 


3.936 


6-145 


5.704 


21.592 


7.780 


HEMBA100421D 


33.071 


43. 543 


33. 120 


16.340 


41.396 


21.814 


19.639 


15.015 


HEMBA1004225 


73. 182 


63.749 


226.133 


59.565 


43.156 


32.703 


25. 781 


40. 078 


HEMBA1004227 


83.820 


31.222 


42.541 


16.931 


17.786 


28- 177 


25.468 


30. 978 
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Lin ID k 1 nn M**^e 

ntMBAl004Z35 


99. 954 


57. 144 


62. 536 


27.672 


34. 345 


69. 613 


47. 182 


38. 807 




27. 504 


21. 542 


17. 029 


18. 289 


11. 697 


19. 212 


12. 031 


16. 922 


LICUDA 1 AAJ4 90 


79. 2tO 


38. 454 


102. 493 


34. 130 


27. 841 


36. 089 


27. 438 


34. 578 


HEMBA 1004241 


5. 663 


2. 654 


7. 035 


2. 556 


1.072 


2.912 


4.422 


1. 294 


HEMBA 100424 2 


256. 862 


65. 757 


191, 327 


80.010 


76. 455 


85.478 


89. 242 


62.567 


HEMBA1004243 


72. 699 


55. 275 


60. 764 


28.287 


47. 148 


36. 800 


28.491 


47. 743 


HEMBA1004246 


44.915 


30.957 


100. 300 


22.414 


17. 109 


15.470 


12,686 


18.700 


HEMBA 10042 47 - 


56, 750 


16.238 


24. 674 


18.889 


22. 763 


31.897 


38.415- 


17. 377 


HEMBA100424a 


13.953 


18.412 


17.581 


11.953 


11.378 


U. 538 


12.794 " 


9.562 


HEHBA1004250 


24.439 


10.494 


10.631 


6.401 


5.142 


14.218 


12.652 


11.966 


HEMBAt004252 


37.349 


20.650 


22. 245 


9.949 


9.550 


14. 570 


21.841 


18. 200 


HEMBA1004260 


10. 994 


19.320 


18.415 


15.707 


20.374 


13.845 


11.265 


19.838 


HEMBA1004264 


22.716 


14.715 


13.358 


7.615 


5.234 


12- 282 


15.089 


11.397 


HEllieA1004267 


235. 310 


195.750 


654, 331 


171.071 


174.292 


115.073 


102.973 


144. 125 


HEMBA1O04272 


28.776 


19.025 


23.678 


13:063 


12,012 


15, 529 


14. 123 


14.593 


HEHBA1004274 


62. 157 


50.491 


53.598 


30.356 


36.472 


42.005 


58.020 


51.617 


KEHBA1004275 


70.423 


38.514 


45. 176 


17.443 


18. 132 


34.031 


35.295 


22. 171 


HEMBA1 004276 


33.630 


4.481 


14.011 


9. 548 


9.099 


14.035 


10.406 


8.615 


HEMBAI004279 


16.536 


11.082 


13.356 


14.834 


7.333 


10.255 


8,919 


12.068 


HEMBA1 004284 


29. 688 


30,297 


64.483 


13.658 


17.646 


17.327 


17.630 


13.770 


HEMBAI 004286 


32.471 


16.566 


18.049 


12.391 


6.773 


17.625 


23.811 


13.547 


HEIfflAI 004289 


81.573 


62.930 


165. 571 


49.704 


34. 785 


37.379 


28.939 


41.740 


HEMBAI 004293 


72.466 


34.902 


48. 669 


32.705 


17.408 


57.764 


53.695 


45.065 


HEMBAI 004295 


37, 595 


12.116 : 


29.975 


11.634 


- 5.514 


25.018 


23.797 


20.926 


HEMBAI 004302 


10. 880 


5.912 1 


7.885 


10.025 


5. 190 


6.060 


5.264 


9.355 


HEMBAI 00430S 


426.811 


177. 321 . 


335. 168 


107.646 


123.947 


256. 397 


251.772 


134.005 


HEMBAI 0043 12 


37. 953 


30.a64 


105. 533 


30. 747 


25.847 


16, 140 


16.283 


24.272 


fCHBA1004314 


29.396 


23. 332 


95. 584 


22. 179 


18. 544 


11.015 


8.804 


20.974 


HEMBA1004321 


47.670 


29.150 


105.316 


35.655 


23. 139 


31.309 


29.736 


47.858 


HEMBA10043Z3 


87.295 


65. 931 


221.440 


44.690 


41,425 


35. 609 


34. 117 


39.135 


HEMffiAl 004327 


65.869 


21.284 


21.540 


11.985 


14.419 


27.213 


27.030 


20. 118 


HEMBAt004329 


67. 920 


44. 687 


132. 755 


32.977 


21-556 


32. 356 


17.478 


26.773 


KaSA1004330 


8. 765 


7.655 


16.827 


7.164 


3.843 


9.511 


7.660 


4.615 


^At004334 


16.438 


21.355 


31.680 


15.109 


26.670 


13.368 


10.581 


13.568 


HEMBAt004335 


204.961 


102.859 


325, 226 


69.979 


64.392 


78.772 


71.541 


83.525 


HEMBA 1004341 


186.677 


30. 208 


61.439 


15.995 


41.404 


87. 221 


89.558 


40-224 


HEMBA 1004344 


261.676 


76.316 


123. 332 


42.705 


51.432 


26. 797 


42.054 


59.071 


HEMBA1004347 


65.249 


32.610 


97,858 


37.038 


21.953 


33. 115 


33. 526 


36.846 


HEMBAt004349 


22. 353 


35.727 


29.441 


19.803 


18.786 


23.126 


19. 103 


18.719 


HEMBA10Q4352 


. 75.508- 


65. 544 


237,050 


49.039 


34. 141 


32.597 


28. 166 


46. 343 


HEMBA 10043 53 


54.322 


66.042 


132. 169 


40. 563 


27. 380 


39. 551 


30. 556 


56. 886 


HEMBA1004354 


43.687 


29.352 


79.264 


22, 784 


20. 533 


21.755 


16.860 


22.429 


HEMBA1O04356 


44.730 


22.201 


27.487 


10.404 


8.280 


22, 159 


16.039 


15.038 


HEMBA1O04360 


91.412 


28.429 


71.634 


26,232 


36.259 


59.602 


38. 361 


50.410 


HEMBA1004366 


9.956 


10.099 


14.263 


5.481 


5.631 


8.802 


6.791 


6.167 


HEMBA 1004372 


3.613 


4.593 


5.338 


0.000 


1.638 


1. 507 


3.555 


1.558 


HEMBAI004377 


53.834 


41.410 


47. 048 


29.140 


26. 163 


34.545 


30. 827 


33.572 


HEMBAI 0D4389 


20. 540 


22.800 


24. 474 


14.497 


13.968 


15.620 


14.951 


17. 114 


HEMBA1004391 


60. 284 


22.653 


44.013 


14. 283 


19.018 


31.716 


23.931 


23.617 


HEMBA1004393 


177.786 


197.548 


108. 554 


32.455 


75.399 


76. 587 


39.777 


44. 665 


HEHBA1004394 


28. 949 


11.849 


12,442 


5. 544 


10.440 


17.825 


10. 981 


8.836 


HEIffiAl 004396 


37. 907 


26.955 


102.760 


18.571 


16.519 


15.025 


13.681 


21.980 


fWA 1004401 


22.519 


21.858 


30. 601 


14. 945 


13. 592 


15. 418 


20. 530 


20.774 


HEMBAI 00440S 


42.933 


38. 835 


117.844 


34. 528 


23.557 


19,155 


18.506 


29.842 


HEMfiA100440B 


50. 497 


27.151 


55.000 


25.559 


15.351 


19.522 


15. 546 


20. 863 


HEMBA 10044 14 


45.769 


51.722 


64.316 


19.655 


19.324 


39.735 


26.527 


36-385 


HEMBA1004429 


61.867 


59.067 


190.058 


39.014 


50. 304 


38.462 


27.517 


46,317 


HEMBAI004433 


49. 568 


39.828 


146.938 


37. 521 


28. 383 


24.241 


24.651 


42,005 


HEMBA 1004440 


,31.849 


22.499 


37. 132 


18.742 


22.355 


23. 183 


21.959 


35.073 


HEMBA1004444 


59.468 


46. 586 


153.763 


30.695 


29. 990 


24.833 


22.908 


37.63i 


HEM8A)004446 


22.134 


12.309 


29.426 


11.920 


3.385 


14.862 


10.855 


16.078 


HEMBA1004451 


31.688 


21.261 


28. 136 


18. 194 


15.678 


19.695 


21. 159 


27.155 


HEMBA1004452 


36.593 


5.268 


18.479 


3.443 


5.737 


17.680 


14. 173 


7,972 


HEMBA1004454 


50. 056 


27.897 


32.786 


24. 382 


20.531 


24.494 


22.897 


29.042 
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HEIIBA1004460 


138. 550 


96. 143 


356. 058 


74.883 


54. 735 


70.698 


38.344 


55. 945 


HEHBA10044E1 


64.074 


19. 163 


24. 808 


12.846 


16. 373 


23. 508 


^2.827 


10. 137 


H£IBA 1004463 


134.439 


72. 774 


210.409 


77.409 


60. 142 


56. 229 


42,361 


49.457 


HEHBA1004479 


82.994 


32.899 


92.282 


35.519 


44.435 


43. 183 


31.836 


37. 116 


HEMBA1 004402 


5.502 


7. 682 


11. 24S 


36.034 


2.926 


5.535 


5.693 


5.972 


HEMBA1 004491 


16.736 


6.285 


17. 615 


14.018 


11.729 


19-804 


10.583 


11-280 


HEMBA1 004499 


94.095 


71.456 


148. 355 


58.479 


48. 596 


46. 968 


46.648 


57:279 


HEMBAl 004502 


21.523 


9.344 


18.265 


7.282 


9.979 


2. 762 


3:174 


13.389 


HEMBA100450S 


26.042 


15. 980 


43,855 


17.515 


15.469 


22.190 


22.873 


15.812 


HEMaA10O4506 


12.004 


29. 395 


42.664 


21.849 


21-426 


14.469 


9.224 


9.845 


HEMBAl 004507 


96. 377 


87.688 


99. 177 


103.472 


34. 160 


81.068 


54.939 


151. 142 


K£IIBAldO4S0d 


. 52.657 


14.880 


19. 120 


15.228 


17.009 


24. 783 


24. 565 


13.476 


HEMBA10O4523 


20.156 


18.209 


11. 197 


16.529 


14.651 


13.004 


20.267 


19.457 


HEUBAt0O4528 


42.620 


27.819 


48.069 


14.426 


25.257 


43.038 


40.239 


37.718 


HEUBA1004534 


75.090 


41.159 


44.399 


31.300 


16.686 


31. 317 


21.009 


18. 589 


HEIIBA1004536 


31.53t 


13.343 


23-654 


14.085 


4.408 


13. 133 


12.981 


15. 2Q1 


KEHBA1004538 


352.363 


181.508 


233-819 


97.018 


122.402 


183.507 


100. 197 


) 50. 062 


HEMBA1004542 


47.360 


17.733 


29.238 


17,280 


12.324 


17,317 


22.764 


15-212 


HEHdAlD04^5^ 


63. 401 


29. 585 


^fe.857 


43.567 


39.674 


38.686 


23.830 


33.542 


HEMBA1004554 


52.231 


11.953 


25- 084 


16.273 


32.820 


33.809 


20.812 


5.535 


KEHBA1004S58 


30.217 


12.133 1 


31.036 


15.840 


30. 638 


65, 183 


19.155 


30. 921 


HEMBAl 004560 


68. 901 


16.566 


17.908 


15,431 


10.034 


30.093 


22.379 


22.683 


HEUSAI 004564 


48. 119 


14.911 


35. 565 


31.983 


32. 464 


30.028 


20.965 


32.479 


HEUSAt 004566 


32.479 


29.553 


20. 970 


32.788 


42.949 


40.715 


23.273 


32. 960 


HEM3A1004573 


17.728 


13.843 


7. 118 


9.972 


19.952 


9.755 


9.278 


8. 100 


HEMSA 1004576 


39. 572 


26.733 


42. 044 


10. 704 


37. 505 


32. 44 J 


17.232 


25. 351 


HEMBAl 004577 


45.233 


11.570 


97.881 


39.434 


13. 437 


41.089 


34. 426 


35.314 


HEMBAl 004586 


82.532 


71.398 


213.814 


70.289 


52. 589 


45.729 


23.395 


38.312 


HEMBAl 004596 


72,534 


32.493 


45. 820 


27.585 


27. 854 


34.997 


33.847 


38.473 


HEUQAI 004604 


99.019 


48. 582 


103.587 


36.723 


49.392 


48. 377 


56. 558 


69.256 


HEMBAl 004607 


53.557 


37.013 


100.999 


27.559 


.26. 143 


28.796 


21.692 


42.044 


h€MaA1004610 


20.690 


14. 854' 


69.908 


15.349 


12. 120 


9. 108 


8.8B8 


15.087 


HE1I0AIOO4617 


22.592 


20. 386 


42.426 


22.819 


15.558 


10.691 


6.697 


10.317 


^£MBA1004622 


78.025 


46.803 


209-059 


49.931 


29.836 


29.902 


12. 194 


27.438 


HEMBAl 004626 


38.170 


36.312 


110.634 


22.791 


14. 118 


17. 193 


15.579 


20.821 


h0fflA1QO4629 


33.858 


37.886 


87.440 


53.228 


47.341 


28. 160 


12. 170 


28. 096 


HEMBAl 0048 31 


35.946 


10.475 


4.434 


7.390 


17. 128 


22.775 


9. 569 


32. 852 


HEIffiAI004632 


27.084 


13.89) 


23.598 


10. 209 


7.B02 


11.754 


22.566 


6. 362 


HEIffiAT004S33 


78. 391 


33. 135 


114.054 


17. 197 


49. 008 


60.659 


48.857 


40.810 


HEIffiAt004636 


52.397 


20. 706 


34.962 


10.085 


22. 609 


21-255 


13. 502 


25.039 


HEHBAt004637 


4.228 


4. 304 


5.747 


5.278 


9.756 


4.086 


2.597 


5.024 


HEieA)004538 


0.241 


0.000 


0. 000 


1.008 


0.000 


0.000 


0. 113 


0.000 


HEIffiA1004645 


57.971 


29.253 


111.057 


32.645 


17.998 


27.214 


20. 560 


24.845 


HEiBA1004656 


16.139 


9. 194 


21.399 


12.766 


18.216 


14.099 


17. 122 


12.004 


HEMBA1004&57 


20.820 


23.742 


69.842 


9.422 


138.932 


42-697 


9.048 


13.383 


HEMBAl 004666 


7.321 


3. 174 


18.097 


5.962 


9.830 


5.098 


2. 525 


7.512 


HEMBAl 004669 


94.910 


36.291 


111.210 


30.591 


20. 021 


28.018 


25. 500 


25.624 


HEMBAl 004670 


57.231 


17.070 


60. 538 


23.280 


13.173 


24.312 


23.413 


14.342 


HEMBAl 004672 


53.471 


50. 154 


146.619 


39.883 


31.559 


25.617 


20. 328 


28.099 


HEMBAl 004689 


152.993 


93.435 


103.311 


81.212 


50. 90! 


83.998 


57. 329 


84.276 


HEMBAl 004690 


28.240 


10.247 


13.401 


8.159 


4.952 


13.963 


13,991 


11.785 


HEMBAl 004693 


18.359 


15.228 


20.803 


14.290 


13.070 


16.726 


9,014 


13.531 


HEMSA 10046 97 


81,532 


48. 847 


148. 587 


58. 849 


34.416 


51.983 


. 42,641 


50.271 


HEMBA1004702 


97.518 


62.966 


49. 904 


20.714 


42-224 


58. 938 


64. 906 


37.506 


HEMBA1004704 


99.551 


48.717 


236.687 


38.866 


33.457 


38. 377 


24.626 


31.783 


KEMBA1004705 


12.717 


12.313 


40. 950 


9.649 


17.863 


10.638 


5.969 


4.810 


^€MBA1004706 


33.616 


9.825 


16.175 


10.779 


10. 830 


17-906 


13.036 


12.703 


HEMBA1004709 


51.126 


39.934 


135.723 


32.285 


25-072 


21.674 


15.230 


23.755 


HEMBA1004711 


46.766 


9.203 


57.020 


12.805 


14.304 


16. 154 


12.982 


9.790 


HEMBAtO04723 


121,283 


47.643 


73, 497 


30.236 


56.917 


65.719 


56. 298 


52.009 


HEM8A1004725 


55.905 


32.051 


70.171 


12.221 


48- 208 


34.021 


35. 739 


12.501 


HEMBA1004730 


36,072 


10.037 


30.016 


7.633 


13.361 


7.545 


8.989 


34.832 


HEMBA1O04733 


30.769 


29.884 


23. 348 


6.988 


2-998 


8.055 


8-031 


2.822 


HEM6A1004734 


11.912 


11.974 


36.595 


3.988 


12.556 


7.653 


4. 303 


15.670 
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ntmoA 1 UU4f 


CC * ftQ 
30. iVit 




1 32. 333 


45. 653 


38. 696 


23. 515 


IS. bfU 


7 j( C/ID 

34, bus 


UCUDA1 ftflAlAA- 

icMUnlUU4/4o 


til PIO 


on f\f\A 




oo ceo 


22. 161 


14. 904 


u. bob 


18. 349 


JtlUDA 1 AO J'7jf A 

ntlloAluU4/49 




4d, 13f 


73. 698 


27. 788 


33. 184 


60. 214 


44. d3q 


42, 250 


iciloAiDU4rb] 


31 . 283 


64. 830 


173. 888 


54. 165 


36. 368 


41. 802 


31 . 283 


43, 505 


HEIlBAlUU47bZ 


59. 058 


32. 785 


1 Aft J '> o 

109. 428 


32. 254 


29. 090 


34. 259 


30. 970 


33. 029 


'IEMBA1D04753 


204.044 


247.466 


406. 165 


56. 689 


102. 755 


131. 323 


83. 515 


263.882 


iEMBA10O47S5 


57. 638 


59. 677 


83. 850 


22. 148 


29. 800 


30. 642 


13. 064 


23. 261 


HENBA 1004756 


9. 965 


16. 228 


11. 023 


8. 349 


6. 780 


9. 109 


111. 628 


14. 885 


HEMBA100475£ 


36.487 


26. 558 


1 16. 970 


22. 341 


14. 553 


14. 773 


1 1. 840 


1 4. 405 


HEH&A1004763 


67, 343 


19.641 


33. 742 


13.841 


16.720 


25.489 


23.051 


18.650 


HEMBA1 004768 


29. 177 


24. 043 


38.303 


6.673 


10. 298 


3. 197 


10.352 


13. 391 


HEtffiA1004770 


10.327 


14.492 


10.901 


6.416 


6. 310 


7.963 


10.868 


7.955 


HEMBA1004771 


46.910 


34. 314 


76.491 


31.609 


22.830 


23.102 


30.433 


32. 358 


HEMBA1004775 


39.253 


28.706 


63.968 


24.931 


18.754 


43. 049 


32.720 


26.795 


HEM&A1 004776 


22.604 


11.017 


10. 103 


5.466 


9.000 


16.400 


10. 105 


8. 046 


HEMBA100477S 


78.144 


77.681 


223.475 


37. 540 


33.791 


32. 337 


24.067 


43.529 


HEMBA1 004784 


9.826 


18.370 


102.812 


8.313 


15.151 


11.373 


9.479 


6.329 


HEMBA1004785 


25,723 


16.345 


26.216 


6.651 


10.649 


10.674 


13.732 


11.615 


HEH8A]004789 


18. 173 


14. 508 


iG.ddg 


7. 804 


8.691 


10.011 


7.713 


11.389 


HEHBA1004795 


I4.2S3 


12.973 


25.122 


11.028 


9. 351 


9-757 


9. 905 


12.028 


HEMBA1004797 


65.927 


33.745 


73.B88 


34. 142 


28. 246 


40.067 


32.715 


25.583 


HEMBA1O04803 


36.634 


41. 124 


65.880 


27.072 


30. 957 


22.607 


22. 520 


26.554 


HEMBA 1004806 


n.997 


8. 1S3 


21.467 


8.868 


9.653 


9.000 


7.894 


8.399 


HEIiBA10048D7 


16.352 


14.481 


22.459 


11.249 


12.009 


13.340 


7.935 


9.118 


HEIItBA1004816 


29.782 


24.075 


95.884 


18.110 


29.259 


8. 180 


12.578 


10.934 


HEMBA10048ZO 


8.636 


7.466 


8. 862 


4.249 


4.018 


4.269 


6.875 


3.493 


HEMBA1 004833 


159.947 


50.729 


81.248 


38.650 


64.754 


83.155 


56.657 


55.121 


HEMBA10D4847 


51.456 


25.570 


40. 694 


21.115 


36.572 


35.053 


31.537 


40. 529 


HEHBA1 004850 


77. 254 


24.014 


38.620 


21.854 


26.080 


54.413 


50, 197 


24.185 


HEM3A1 004863 


57,117 


32. 704 


72. 480 


23.951 


31.887 


25.058 


20.050 


20. 982 


HEKBA1 004864 


46.043 


27.344 


59.824 


26.750 


13.898 


15.719 


20. 308 


17.843 


HEUBAI 004865 


12.257 


14.542 


31.748 


44.090 


14.331 


13.454 


13.835 


15.797 


HEUBA1 004880 


56.788 


50.021 


126.837 


35. 420 


26.589 


24.064 


20.647 


23. 264 


HEIIBAI 004882 


42.450 


18. 453 


29.340 


16.782 


13.013 


13.552 


10.676 


19. 977 


HEUBAI 004885 


8, 545 


4.947 


5.350 


4.891 


2.933 


3-711 


3.652 


6.615 


KEIBA1O04889 


28. 103 


22.485 


32.049 


17-078 


14.363 


23. 391 


15.605 


16.916 


HEUBAI 004900 


19.922 


15. 709 


33.254 


10.423 


9.045 


6.539 


5. 245 


9. 440 


KElffiAl 004909 


88. 522 


49-269 


163.284 


48. 147 


35. 537 


36.045 


18.861 


27. 933 


KEIffiA 10049 18. 


64. 384 


43. 134 


105.868 


34.899 


22.323 


24.073 


15.857 


25.370 


HaiBA1O04923 


47.731 


37.996 


69. 158 


19.659 


26. 441 


18.192 


10.213 


20. Ill 


HaiBA1O04929 


11.048 


14.003 


. 10.808 


12.050 


7.539 


9.882 


8. 967 


11.809 


HatBA 1004930 


101.27/ 


92.425 


279.652 


80. 664 


66.618 


34.331 


31.091 


41.874 


HE)SAt004933 


9. 145 


5. 566 


12.895 


7.786 


12.296 


10.327 


96.457 


5.417 


HEieA1004934 


7.311 


7. 106 


43.966 


10. 208 


4.750 


5.866 


9. 143 


12.805 


HEIBA1 004937 


43.331 


27.219 


38.802 


15.358 


17.734 


15.280 


15.784 


46.365 


HEUBAI 004943 


51.072 


26.833 


32.001 


21.614 


16.458 


27. 585 


29.628 


38.533 


HEIBA1 004944 


64.363 


46. 788 


126.294 


43.803 


28. 989 


38.514 


31.589 


23.074 


KEhBAI 004946 


64. 638 


28. 144 


37.908 


17. 163 


24.332 


27.854 


34.636 


31.712 


KEMBAI 004952 


90.835 


18.893 


40. 862 


12.824 


20.090 


33. 566 


20. 062 


19.020 


HEIiBAI 004954 


14. 656 


36.003 


41.485 


27. 126 


23.696 


20. 777 


6.946 


29.261 


KEKBAI 004956 


5. 975 


9, 923 


6. 635 


7. 743 


0. 953 


4. 57B 


1. 565 


5. 188 


HEVSAI 004960 


86.030 


77.420 


136.061 


60.735 


49.221 


47.560 


29.646 


45.929 


HEIffiAl 004971 


31. 046 


5. 439 


7. 559 


12. 468 


1 7. 94b 


16. 068 


19. 705 


18. 480 


HEIIBAI 004972 


77.318 


38. 259 


56.654 


35.819 


27.295 


40.233 


30. 004 


50.710 


HEIffiAl 004973 


35.524 


13.502 


16.731 


9. 541 


11.726 


14,716 


19.197 


22. 580 


HEUBAI 004977 


6.756 


9. 870 


11.419 


9.684 


29.373 


8.701 


2.217 


10. 523 


KEU&A1004978 


8.6B9 


11.088 


13.909 


9. 999 


5.158 


5. 6S9 


2.642 


lb. 106 


HEUBA1004980 


34.093 


33.440 


87.268 


25. 974 


18.071 


16.453 


n.605 


22, 124 


HEUBA1004982 


14.750 


8. 271 


17.944 


9.205 


8.250 


11.553 


5.083 


5.456 


HEKBA1004983 


33.285 


13.488 


20.831 


11.831 


3.348 


10.309 


11.455 


8. 305 


HEHBA1004995 


27.255 


28.515 


26.297 


18.434 


25.474 


22.491 


24.452 


33. 883 


HEMBA 1005004 


13.855 


10.490 


33.238 


10. 381 


7.816 


13. 134 


7.576 


14.898 


HEMEA1005D08 


64. 7H 


26.633 


22.502 


18.478 


23. 532 


28.617 


18. 581 


15. 940 


HEUBAI 005009 


34. 543 


15. 673 


19.462 


18.045 


14. 122 


26.432 


12.593 


23. 116 
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HEMBA)005D19 


49,260 


24.872 


25. 349 


20.834 


30. 144 


32.629 


20. 777 


27.016 


KEMBA1005021 


37. 224 


63.713 


38.065 


17.051 


15.647 


20. 369 


25.859 


32.656 


HEMBAI005029 


30,265 


17.783 


35- 352 


16.531 


19.588 


26.517 . 


15.798 


16.604 


HENBAIOO5035 


393.404 


200. 167 


574.746 


33.872 


210.689 


177.872 


156.563 


170.510 


MEMBA100S036 


115.345 


41,961 


73.015 


39.541 


44.451 


66. 623 


55.833 


51.349 


HEHBA1O05039 


28.850 


19.922 


57.018 


13.971 


11.999 


26.427 


15. 206 


7.350 


HEVBA1005047 


93.995 


31.868 


54.335 


18.576 


28. 338 


31.562 


. 31.930 


23.751 


HEKBA100S050 


78.015 


41.690 


73.330 


29.830 


26. 504 


35.887 


21.640 


35.653 


MEUBAI 005062 


23-050 


15.803 


29. 553 


15.707 


7.S36 


15.618 


19.435 


13.336 


HEMBA1 005066 


10. 980 


11.354 


31.553 


13.509 


5.668 


10. 541 


5.005 


10.849 


HEJIBA1 005067 


39. 308 


34.578 


39.795 


44.519 


24. 643 


21.272 


19. 379 


20. 121 


HEMBA100507O 


73.155 


34.949 


68.556 


29.956 


38- 004 


38.211 


48.007> 


31.733 


HEJiiBA1005O7S 


88.089 


37.798 


148.675 


40. 537 


33-271 


33.074 


28.661 


30. 201 


HEMBA1005078 


100.064 


37.746 


66.827 


33.115 


41. 170 


55.560 


51.231 


17, 112 


KE1IIBA1005O79 


137.757 


86.238 


294. lis 


73.304 


76. 035 


75.084 


47. 255 


76. 170 


HEMBAIOOSOSa 


18. 102 


7.642 


17.087 


6.711 


6.184 


8.675 


9. 287 


9. 609 


HEIffiAl 005034 


82.712 


38. 248 


47.063 


26.664 


27. 435 


37.552 


38.419 


28. 349 


HEMBA1005088 


31.6)0 


22.435 


76.774 


22.700 


18.926 


23.875 


8.895 


12, 447 


HEI»A1005089 


68.944 


55. 156 


178.226 


34.742 


32.350 


38.645 


22.869 


28. 148 


HEMBA1005090 


148.861 


86.156 


117.997 


94.811 


57.034 


81.098 


54. 187 


116.066 


HEMBA1005Q96 


83.125 


30.911 


63.940 


33.378 


33-962 


48. 589 


35.467 


36.021 


KBffiA1005101 


69.080 


14. 020 


34.136 


10. 197 


13.998 


34.420 


22.696 


15. 975 


KBffiA1005107 


82.659 


25.203 


36.223 


1!.215 


21.514 


32-720 


25.972 


21. 337 


HEMBA1005113 


7, 977 


17.225 


31.501 


7.563 


44. 493 


5. 157 


6.957 


9. 761 


HBIBA10Q5123 


173.637 


77. 260 


555.672 


126.908 


94. 628 


90.446 


70.735 


90.016 


HEIiBA1005l33 


58.192 


40.749 


122.920 


29.864 


16.700 


17.652 


8.802 


18. 988 


HEHBAtOOSUS 


8.259 


9. 125 


14.962 


2.213 


16.732 


6.892 


3.383 


6. 189 


K£liffiA1005145 


185.299 


101.220 


352.159 


92.082 


88. 750 


122. 118 


76- 475 


90.044 


HEMBA1005149 


220.122 


109.352 ^74.492 


120.663 


125.192 


96.704 


92.083 


128.030 


HEHBA1005152 


125.948 


96.291 ^ 226-882 


58.505 


33.738 


46.323 


. 27. 534 


34. 457 


HEIBA1005159 


15.760 


11.274 


9.399 


6.198 


6. 191 


6.861 


12.001 


4. 556 


HEMBA10D517Z 


1653. 208 


89.558 


73.666 


54.667 


33. 118 


55.680 


32. 520 


70. 907 


HEMBAld0518£' 




17.248 


10.492 


34.452 


3.558 


3. 117 


6, 026 


1 1. 173 


HEUBA100518B 


23.74"5 


10.048 


27.091 


13.057 


7.719 


15.412 


15. 086 


15. 591 


HEilBA1005l95 


14. 573 


8.548 


11-038 


19.306 


5.313 


25.313 


13. 510 


9. 183 


HEMBA100SZ01 


52.322 


13.197 


47. 505 


13.091 


12.078 


8.531 


23. 532 


9.848 


HEHBA 1005202 


98. 566 


30.141 


71.588 


27.954 


44:381 


66.294 


42. 390 


39. 695 


HEMBA1 005204 


184.429 


287.156 


382.039 


168.753 


203.458 


222.970 


143. 609 


358. 646 


HEJMBAI 005206 


148.946 


51.309 


84.791 


34. 139 


49.115 


66.295 


83. 608 


76. 159 


HE)IBA100$219 


21.685 


17,755 


9.605 


8.236 


8.038 


13.031 


7.751 


1 1 . 441 


KEMBAt005Z23 


79.969 


42.665 


113.460 


40. 547 


32.099 


53.017 


26.025 


32.004 


KE1BA1005229 


25.819 


9.926 


21.841 


3. 135 


5.090 


6.656 


4.681 


7.079 


HEMBA100523D 


71. 184 


67.313 


201.065 


79.279 


59.679 


77.484 


47. 808 


66.511 


HeiBAl005232 


7.374 


6.386 


17.522 


8.552 


3.285 


12.098 


4.975 


3.965 


HEMBA1005238 


96.780 


44. 134 


51.932 


8. 128 


20.776 


69.291 


49.474 


35.019 


HEMBA1005241 


142.598 


104. 185 


428.635 


78.773 


78.033 


74.434 


42.333 


53.097 


HE1UBAI005244 


76.771 


32.597 


37.797 


16.459 


12.489 


35. 934 


31.814 


35.602 


HENBA10a5246 


241.316 


60. 348 


73. 077 


25.067 


41.351 


117.666 


88. 193 


54.014 


HEMBAIOOSZSI 


37.505 


33.247 


108. 631 


23. 585 


14.915 


23. 393 


14. 302 


16.409 


HEMBA1 005252 


53.401 


25.532 


37. 199 


15. 002 


20.744 


31.279 


24. 207 


27.562 


HEMBA1 005267 


17.238 


39. 564 


20.097 


27. 506 


31.874 


11.013 


14. 525 


14-024 


HEM6A1005274 


16.538 


8.744 


18-308 


9.021 


10. 103 


11.943 


8.914 


. 11.978 


HEMBA10D5275 


69.133 


43.329 


216.468 


46.290 


57.647 


37.411 


25. 040 


41.913 


HEMBA1O05288 


65.401 


50.495 


150.714 


33.833 


34.633 


28. 241 


24.910 


40. 164 


HEMBA1 005293 


17.403 


9- 430 


23-201 


4.467 


3.192 


25.620 


6.775 


8.771 


HEMBA1 005296 


223.097 


811.623 


894. 835 


738. 36! 


220.523 


698.319 


418.435 


J 376. 785 


HEMaA100^30t 


36.708 


15.970 


29- 798 


11.929 


12.544 


22.221 


35.726 


32.270 


haiBAI 005304 


83.978 


71.914 


260.016 


50.686 


36.101 


36. 160 


24.896 


47.838 


HEHBA1 005305 


44.218 


33. 773 


74.215 


27.494 


27. 352 


34. 920 


21.424 


38.882 


HEH3A10053n 


33.034 


20. 140 


48.263 


13.836 


7.908 


8.958 


9.090 


10.440 


HEMBA1 005313 


11- 165 


36.175 


17.550 


7.047 


11.502 


14.209 


53.072 


9. 124 


HEIIBA10053M 


6. 948 


2.955 


22.604 


6.335 


3.812 


5.787 


4.069 


4.891 


HEMBA1005315 


72.349 


54. 139 


155.842 


34.545 


43.132 


26.415 


28.942 


28.442 


HEUBAI005317 


20.230 


8.451 


17.258 


9.796 


11-564 


9.975 


9.263 


8.017 
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1 kin b4A#irl 1 ft 

J(BA100531B 


14. 755 


5. 931 


13. 883 


5. 22B 


5. 376 


9. 013 


5. 511 


4. 846 


EM&AiOOd324 


98. 070 


33. 348 


44. 270 


26.052 


35. 446 


48. 523 


30. 889 


17. 915 


HENBA1Q05331 


ZA, 825 


335. 211 


15. 947 


25.495 


14. 744 


21.427 


16. 942 


29. 580 


HEMBAI0O5337 


19.080 


18. 022 


19.429 


5. 217 


20. 830 


29.867 


32.481 


44. 585 


HEMBA100S338 


61. 533 


38.788 


63. 113 


23.657 


30.437 


48. 455 


40. 921 


36. 285 


HEUBA 1005344 


384. 481 


88. 937 


143. 574 


53.983 


72.524 


157.520 


135. 992 


68.042 


KBIBA10O5353 


111.629 


68.949 


220.401 


52.090 


53. 484 


57.048 


30.455 


42.612 


HEMBAt 005359 


87. 635 


64. 332 


175. 543 


59.707 


36. 743 


34.233 


21.666 


47. 596 


HBIBA10O536Z 


25. 674 


25.093 


18. 642 


30.797 


21.917 


19.092 


20. 883 


12.720 


HE1IBA1D05364 


6.677 


2-817 


5.168 


13. 116 


19. 753 


5. ISO 


2.877 


7.198 


HEMBA1 005367 


51.911 


28.536 


74. 559 


28.446 


30. 138 


27.987 


16.766 


22.415 


H&MBA1D0537Z 


11.289 


6.819 


11.700 


5.659 


9. 177 


6.402 


9.312 


4.913 


HEMBA1 005374 


64. 639 


57.505 


120.218 


32.738 


30. 987 


24.792 


23.695 


30.728 


HEMBAl 005379 


29. 549 


13.813 


12.040 


8.862 


7.648 


11.978 


9-051 


4.019 


HEM3A1005382 


140. 116 


94.743 


104. 609 


70.213 


26.226 


53.452 


88.235 


85. 480 


HEMBAl 005384 


33. 109 


15.221 


21.713 


10.250 


8.543 


n.03O 


7.4^8 


9.010 


HEUBAI 005386 


111.062 


30. 547 


52. 790 


29.541 


31.691 


44.619 


35. 179 


29. 136 


HEUBAt 005389 


66.82) 


32.429 


129.272 


42.528 


35.894 


16.755 


11.513 


24.601 


HEMBAl 005394 


35.794 


18.327 


22.715 


25.833 


26.639 


30. 857 


16.944 


24. 443 


HEMBAl 005403 


40. 404 


14.030 


54.041 


14.621 


15.504 


27.461 


15.586 


32. 390 


HEIBA10054Q8 


51.701 


45.069 


71.813 


44. 257 


67.383 


35.010 


23.690 


44.612 


HEMBAI00S410 


4.534 


4. 269 


11,774 


12.035 


10. 197 


6. 188 


3,955 


8. 910 


HEIIBA10054n 


75. 220 


94.039 


163.001 


67.133 


50, 499 


41. 243. 


22,652 


35.008 


HEMBAI005423 


35.745 


26.430 


69.138 


35.773 


15.442 


19.286 


14.057 


23.010 


HEMBAI005426 


14. 366 


12.073 


14.418 


5.345 


11.591 


8.954 


3.082 


7.203 


HEMBAr005427 


66.444 


99.596 


61.088 


47.865 


59.821 


53.861 


25.223 


46.397 


HEMBAtOO&430 


52.945 


15.385 


36.316 


19.210 


23.854 


37.895 


19.556 


18. 127 


H£MBAt005438 


51.806 


28.359 


33.314 


17.787 


19.295 


21.754 


13.422 


29.941 


HEMBAl 005443 


108.954 


165, 667 


426.408 


91.550 


77.559 


76.024 


105, 042 


108.232 


HEMBAl 005447 


51.333 


39. 578 


65.244 


29. 171 


28.000 


21.457 


18.763 


23. 755 


HEMBA1005449 


86.452 


20. 253 


41.861 


15.939 


27.647 


39.311 


28. 567 


27.508 


HEMBAl 0OS45Z 


110.567 


52. 128 


74.119 


42.532 


39.847 


53. 326 


67.529 


72.233 


HEMBAl 005454 


7. 997 


16.821 


17.998 


14.293 


14.436 


8.454 


6,498 


11.445 


HEMBAt 005468 


185. 066 


78. 008 


126.372 


56.026 


56.490 


78.922 


61.083 


57.511 


HEMBAl 005469 


88.419 


54. 761 


196.280 


63.682 


53.661 


42.639 


23.441 


30. 144 


HEMBAl 00547Z 


37.878 


41.710 


88.807 


34.196 


28. 126 


21.983 


24.350 


30. 575 


HEMBAl 005474 


89.169 


55. 263 


212.086 


51.664 


50.480 


66.508 


39. 590 


30. 322 


HEMBAt005475 


212.273 


98. 359 


182.707 


110.945 


105.968 


98.316 


. 56.095 


68. 647 


HEMBAl 005483 


61.603 


40.439 


42.459 


21.361 


21. 335 


31. 130 


n.57B 


25. 898 


HEMBAl 005497 


10,325 


12.396 


5.705 


8.252 


5.611 


9. 949 


2.213 


16.039 


HEMBA1005500 


86.636 


J§.755 


180. 843 


A^M\ 


28.664 


31.809 


14.951 


31. 189 


HEMBAl 005506 


24.029 


3.468 


17.794 


7.400 


5.454 


9.419 


6.593 


3.517 


HEMBAl 005508 


12.944 


12.524 


22.247 


8.536 


16.857 


11.561 


7.741 


12.059 


HEMBAl 005511 


116.338 


59. 193 


267. 63B 


59.921 


58.995 


43. 190 


30.786 


51.049 


HBIBA1005513 


167.332 


70.217 


88.519 


56.620 


54.920 


73.797 


80.751 


68.624 


HEMBA1005517 


37, 667 


10. 443 


23.901 


B.d03- 


17.777 


21.966 


23.844 


18.511 


HEMBA100S518 


109. (05 


25. 679 


71.345 


23.319 


36.856 


47.397 


27.618 


27.825 


HEMBAt 005520 


200.267 


104. 176 


459.373 


133.255 


106.207 


95.070 


67. 199 


94.086 


HEMBAl 005522 


36.421 


15.946 


24. 796 


12.598 


8.472 


14,558 


16.899 


13.857 


HEMSA1005526 


116.274 


72.899 


292. 397 


82.002 


73. 603 


66. 198 


34.319 


47.682 


HEMBAl 005528 


13.037 


9.406 


30.550 


14.612 


15. 947 


15.516 


7,583 


24. 988 


HEMBAl 005530 


56.516 


26.583 


63.811 


13.686 


21.441 


29. 159 


24.254 


21.717 


HEMBAl 005538 


5. 523 


17.373 


35. 952 


7.017 


10.885 


11.406 


15.411 


35.789 


HEMBAl 005539 


76.498 


30.847 


69.424 


17.584 


24.989 


35. 829 


28.772 


25.913 


HEMBA1005545 


45.912 


10.940 


32.124 


15.206 


46.822 


33. 595 


31.865 


24.090 


HEMBA1005548 


57. 779 


14.326 


15.050 


10. 139 


18.638 


22. 115 


22.271 


39. 291 


HEMBA10D55S2 


141.489 


120,695 


363.831 


84.934 


81.893 


79. 223 


60.281 


62.088 


HEMBAl 005558 


52. 488 


20.021 


24.397 


9.638 


22.919 


24. 422 


21.456 


8. 178 


HEIffiA1005568 


74.152 


61.206 


184.989 


53.681 


38.251 


33.077 


24.038 


37.014 


HEMBA10a5570 


54. 151 


58.747 


74.768 


17.273 


26. 562 


31.212 


27. 080 


30.221 


HEMBA1005576 


71.454 


57.260 


39.016 


21.283 


8,931 


30.461 


29.371 


19. 991 


HEMBA10O5577 


40.771 


13.448 


21. 181 


13,021 


6.610 


18,266 


12.838 


10. 181 


HEMBA1005&81 


81.577 


27.270 


38.708 


10.847 


19. 555 


33.479 


28. 804 


16.842 


H£HBAtOOS582 


24.681 


30. 135 


30.933 


14.220 


7. 764 


10.454 


12.847 


13. 157 
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KEUBAI 005583 


23. 554 


22. 466 


98. 629 


9. 735 


10. 545 


12.468 


10, 523 


17.884 


HEMBA10055B& 


9S. 041 


95. 264 


268. 022 


69. 126 


54. 588 


44. 105 


34. 310 


52.441 


HEMBA1005593 


6t. i02 


40. 350 


125. 688 


37, 987 


35.953 


41.577 


39.834 


47. 357 


HEHBAI 005595 


52. m 


18.552 


31.240 


B.095 


8.750 


14.586 


12.433 


7.264 


HEMBA1 005597 


125. 119 


43. 335 


90.414 


24.402 


44.780 


74.946 


66. 352 


45.322 


HEMBAI 005606 


141.646 


66. 667 


95.041 


30. 084 


57.974 


107.329 


84.655 


46.145 


KEXeAl 005609 


77. 991 


60.190 


244.951 


52.002 


41.602 


40. 406 


26. 926 


42-614 


HEMBAI 0056 16 


47.760 


62.865 


190. 870 


42.670 


41.809 


32. 256 


23, 583 


43. 139 


HEMBA1005621 


33.797 


18.993 : 


22.515 


11.333 


11.545 


16.964 


12. 122 


13.910 


HEMaA10O56Z7 


128.661 


66.487 


148.021 


45.359 


42. 161 


42, 054 


30.884 


43,319 


HEMBAI005628 


43.539 


36.758 


85.714 


25.524 


46.601 


19.229 


82. 784 


36,636 


HEMBAI005531 


21.340 


8.467 ) 


38.068 


22. 476 


18.318 


17.813 


12.599 


28. 199 


HEM6A)005632 


113.190 


73.661 


233. 637 


59. 097 


45.388 


52. 090 


29.944 


37.461 


HEMBAI005634 


123.668 


195.912 


390.579 


101.523 


107.528 


72. 729 


54.939 


130.473 


HEMBA1005562 


15. 391 


1 1. 345 ■ 


23.021 


7.453 


5.561 


13.084 


8.973 


5,282 


HEMBA1005666 


33.844 


30.419 • 


34.983 


13.220 


31,573 


24. 609 


13.796 


28.043 


HEii8At005670 


91.667 


63.609 


255.523 


57.730 


45. 927 


45.285 


23. 794 


46. 684 


HEHBAt005671 


63.448 


55.388 


34.948 


26.297 


20. 567 


2,367 


5.666 


13.509 


HEMBAI D05679 


53. 089 


33. 284 


125.705 


39.666 


32. 151 


40. 446 


37.522 


36.817 


HEHBA 1005680 


115.289 


72.018 


220.408 


76.653 


55. 707 


68.735 


32.613 


36. 232 


HEMBAI 0OS685 


68,783 


46.211 


72. 197 


30. no 


32; 724 


43.022 


37. 740 


33.510 


HEMBAI 005698 


37.890 


35.679 


44.793 


29. 794 


25. 150 


48.613 


15.651 


20. 648 


HEMBA1005699 


14.243 


17.539 


37. 269 


^9.035 


12.276 


5,454 


5.259 


6.787 


HEU5A1005703 


19. 524 


15.116 


20.249 


7.652 


15.489 


11.648 


8.488 


10. 229 


HailBA1005705 


35.316 


35.677 


66. 552 


26.492 


29.605 


90.298 


18.303 


44. 730 


HEMBA 100571 2 


20.312 


29. 695 


30. 267 


17.829 


17. 668 


17.695 


14.517 


23.820 


HE)ffiA10057U 


47.313 


15. 037 


30.499 


6.950 


13.391 


32.044 


15.084 


7. 078 


HEliBA1005718 


88. 576 


81.734 


176.773 


75.414 


46.080 


58.797 


49.803 


76.705 


HEMBA)O0572l 


84.981 


42.340 


58.434 


18.134 


34. 246 


43.284 


34.523 


41.460 


HBIBA1O057Z2 


174.952 


92.346 


194.868 


■ 55.652 


48.768. 


63. 471 


92,755 


56.031 


HBiBA1005724 




8.284 




4,000 


14.801 


15.6^1 


9. 324 


5.953 


HEMBAI005732 


89.624 


24. 907 


32. 546 


5.638 


21.753 


30. 046 


28. 487 


20.595 


HEHBAr005737 


25. 179 


16.797 


16.017 


10. 703 


12.731 


12.444 


8.579 


7.257 


KaiBA1005742 


11.547 


23. 162 


24. 345 


20, 921 


29. 934 


18.597 


13.749 


22. 702 


HEUBA1005746 


36.098 


14.40? 


21.907 


16.923 


13.431 


12.235 


10.908 


8.606 


HEMBA1O0574^ 


80.718 


30.396 


44.843 


21.861 


30.274 


80.588 


47.082 


26.037 


HEHBAI005749 


35.749 


31.758 


64.769 


22.755 


28.853 


26.733 


31.698 


30,753 


HEISA1005755 


34. 680 


39. 133 


30.663 


37.837 


21.308 


24.392 


15.905 


25,470 


KEMBA1O05760 


118.125 


41.490 


33.276 


25.724 


28.933 


46.295 


35. 173 


31.205 


HEMBAI 005765 


94.451 


70.516 


200. 826 


.48.023 


37.340 


35.414 


31.098 


40.041 


HEMBA1 005765 


112.861 


70. 359 


87, 247 


48. 958 


51.073 


52.147 


72.391 


63.859 


HEHBAI 005780 


55.961 


34.713 


89.816 


28.466 


45.254 


28. 283 


25. 156 


29.122 


HEMBAI 005795 


18.800 


38. 386 


19.666 


10.007 


13.009 


11.811 


13. 106 


14.493 


HEIffiAl 005809 


67.301 


66: 510 


87.390 


53.061 


43. 975 


35.574 


35. 334 


57,818 


HE>BA1005813 


52.911 


84. 881 


160.064 


38.752 


43.727 


30.799 


23.426 


57.177 


HEMBA100S8I5 


30.338 


30.434 


43.366 


19.911 


16. 123 


39.745 


26.743 


28-548 


HEMBA10058ZZ 


40.948 


47. 745 


65. 298 


51.932 


30. 845 


20. 187 


22.641 


29. 114 


HEMBA1005B29 


114.982 


70. 536 


272,004 


48.816 


36.558 


40.259 


23.443 


35.824 


HEIffiA100SB33 


59, 540 


25.743 


29.266 


15. 545 


24.711 


26.954 


17.968 


18.807 


HEMBA100S834 


151.440 


. 82.917 


322,413 


102.348 


74.711 


59.590 


35.082 


70.415 


HEMBAI 005844 


66.624 


11.865 


96. 556 


95.719 


56. 133 


75. 546 


55.974 


122,840 


HEMBA1005852 


71.743 


77.830 


72.218 


53.009 


85.623 


.78.593 


90.291 


87.310 


HEMBA] 005853 


62.809 


83. 326 


343.381 


63.897 


79. 208 


48.939 


27.359 


58. 468 


HEMBA1005878 


139. 991 


109. 928 


447.600 


93.748 


65. 325 


53.917 


35. 383 


63.446 


HEMBAI 005883 


5.211 


6.310 


6.808 


14.769 


10.070 


6.635 


4.486 


11.850 


HEMBAI 005S84 


9.136 


10. 768 


29. 442 


9. 504 


7.302 


9.142 


4.561 


12, 287 


HEMBAI 005891 


8.927 


12. 500 


12.662 


5.995 


7.370 


7.346 


1-250 


5,470 


HEMBA1005&94 


70.006 


59. 347 


177.879 


49. 407 


29.584 


23.227 


14.651 


36. 934 


HEMBA 1005898 


84. 399 


51.254 


234. 549 


59. 872 


43.955 


25.491 


23.019 


41- 130 


HEMBAI 005902 


38.306 


15.873 


52.804 


16.742 


33. 189 


39.317 


26.778 


43.581 


HEMBAI 005907 


4.806 


3.997 


8.804 


5.339 


3.957 


17.078 


5,311 


' 4.941 


HEMBAI 005909 


4. 140 


3.733 


23.479 


2.443 


4.661 


6.683 


0.750 


10.643 


HEMBAI 005911 


143. 925 


92.633 


316.302 


83. 107 


51.954 


60.593 


39.302 


55. 189 


HEMBA1005912 


18.801 


17.259 


13.568 


32. 298 


21.976 


14.454 


12.917 


25. 318 
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HEMBA1O05913 


10.533 


16. 1 17 


14. 368 


16.655 


8. 179 


7. 135 


7- 907 


12. 918 


HEMBAIOOSSZI 


83.262 


45.648 


252. 573 


51.044 


41.764 


22. 285 


23. 762 


46. 202 


HEMBA1D0S922 


64.440 


17.427 ■■ 


35, 135 


20.084 


33. 779 


24.835 


18. 394 


14. 883 


HEMBA100Sg29 


173.002 


139.696 ! 


373.444 


95.543 


83.075. 


72.298 


55.205 


94. 715 


HEMBAtO05931 


146.354 


89.551 1 


?24.601 


83.623 


63.406 


73. 122 


54.973 


59.891 


HEMBA1005934 


141.558 


91.791 1 


227.012 


89.834 


99. 341 


96.876 


52.957 


55.492 


KE)ilBA1005945 


144.693 


21.871 


38.980 


19.915 


46.699 


78. 590 


80.430 


30.052 


HElllBAtO0S962 


67. 209 


34.719 


63.745 


21.004 


17.931 


29.331 


21.199 


20.008 


HEMBA1005963 


18.320 


6. 954 


9.127 


5.913 


2.497 


8.674 


7-674 


4.873 


f€llBA1O05990 


581.646 


117.336 


139; 967 


53.671 


242.262 


424.182 


418.873 


85.511 


HEMBA1O05g91 


67.437 


59, 327 


188.570 


42.994 


21.101 


33.868 


19.164 


11.619 


heiBA1005999 


193.878 


135.695 


450. 789 


26.399 


129.150 


103.289 


53. 193 


115.91 1 


HEMBA1 006002 


73.560 


26.438 


22. 156 


12.657 


16.731 


16. 116 


10,600 


19.305 


KEMBAIOd^Ob^ 


59.620 


7.083 


16.863 


8.213 


29.019 


53.513 


52.130 


23.838 


HEMBA1006011 


25.811 


30.413 


39.888 


21.434 


54.488 


30.978 


27..996 


25. 339 


HEMBAT006013 


51.604 


13.251 


19. 743 


11.817 


15.364 


28.363 


21.493 


18.674 


HEHBA100E016 


01,929 


42. 149 


115.996 


35. 228 


39.875 


46.607 


33.305 


25.397 


KE1IBA1006019 


31.772 


18.482 


22.979 


15.207 


22.984 


24-244 


26.246 


14. 100 


HEHBAl 006021 


25.984 


10.213 


45.937 


9.253 


20.615 


14.587 


14.203 


12.296 • 


HEMBA1 006022 


100.930 


40.045 


62.368 


42.744 


23.660 


46.057 


25-008 


19.323 


HEMBA1 006031 


42.088 


41.281 


14,729 


11.264 


12.725 


36.716 


13.037 


5, 133 


HEMBA1006035 


10.089 


10.059 


27. 290 


8.123 


6.309 


6.629 


2.039 


5.229 


HEMBAt0O6036 


188.431 


■ 82.469 


443.914 


119.939 


80. 135 


81. 126 


54. 157 


94.631 


HEMBA1006042 


69.906 


33.773 


134.462 


30. 108 


23.244 


29.765 


29.479 


29.607 


HEMBA) 006044 


53.721 


10. 199 


12.818 


4.725 


8.467 


5.435 


2.586 


4.088 


HEMBA 1006045 


48. 078 


43.730 


81 128 


28. 336 


25.311 


26.461 


23.478 


44,272 


HEISA 1006043 


35. 685 


18.435 


41.495 


19.225 


19.636 


34. 213 


25. 302 


26.809 


HE1BA1006053 


0.000 


356. 500 


78.844 


24. 270 


47.030 


114.986 


63. 574 


385.970 


KEMBAI 006055 


7.603 


5.331 


12.625 


4.484 


13.776 


12.227 


9.079 


5.545 


HElffiA100605S 


51.872 


19.394 


14.828 


7.834 


11.8/y 


is. 640 


15.830 


21.486 


HEHBAl 006063 


72.886 


52-429 


63.882 


34. 021 


30. 125 


39. 536 


28. 303 


35.860 


HB1BAI006067 


6.005 


14.253 


7. 505 


3.169 


2.242 


3.352 


4.358 


0.888 


VCMBA10060B1 


70.282 


19, 151 


25.838 


8.981 


9. 908 


26.560 


16.837 


23. 976 


HEMBA1006089 


54, 392 


145 


42.70d 


18.278 


17.433 


17.768 


18.372 


23.981 


HEMBA1O06090 


71.092 


20. 389 


36.832 


15.386 


17, 868 


38. 904 


35.031 


18.238 


HEMBA 1006091 


69.022 


28,947 


126.425 


16.353 


30. 302 


56.034 


53.650 


66.468 


HEM5AI006093 


111.885 


11.435 


50.738 


16.185 


27.687 


43. 178 


25.048 


14. 980 


KEMBAI 006099 


40.381 


27.136 


39. 149 


18.199 


31.100 


31.158 


28. 536 


26.484 


HEMBA1 006100 


36.979 


48.991 


259.267 


41.090 


50.094 


^24.833 


13, 379 


34.466 


HEMBA100610S 


40. 170 


19.301 


21.611 


11.126 


8.795 


12.441 


8, 780 


16.453 


HEMBA 1006 114 


42.849 


44.783 


46. 702 


33.193 


23.220 


34. 626 


28. 294 


51.756 


HEMBA1006121 


160.208 


21.943 


26. 728 


10.160 


21.331 


17. 129 


25.838 


25. 137 


HEMBA10O€t24 


63. 151 


11.764 


15. 994 


17.764 


14.099 


57.249 


29. 200 


8.240 


HEMBA1006t25 


72.730 


70. 406 


57.020 


50.057 


45.287 


40.856 


45. 665 


68. 939 


HEMBAtOO6l30 


36.221 


31.688 


34.742 


7-. 817 


28.246 


34-473 


25.726 


21.315 


HEKBAI006138 


160.258 


170.815 


435.120 


106.719 


139. 660 


100. 947 


67.854 


89. 604 


HEMBAIQ06142 


127. 194 


85.725 


238.552 


54. 531 


52.936 


65,032 


45.938 


59,791 


HEieAIQ06l50 


66.777 


58. 231 


76.666 


59. 941 


19.605 


46. 114 


33.261 


75, 731 


HEMBAI006I51 


189.265 


57.959 


104.921 


29.646 


46.546 


66,736 


74. 155 


88. 383 


HEMBA1006155 


141.288 


19.560 


50.142 


11.752 


32.711 


79. 435 


60.621 


32. 838 


HEMBA 1006 158 


. 17.276 


12.6i9 


19.210 


7.139 


7. 468 


23.241 


7.360 


13.357 


HEMBAI008164 


140.272 


70. 843 


382. 965 


97.488 


87.832 


69.460 


42. 210 


85. 135 


HEMEA1006171 


66.839 


48. 304 


34.618 


13.911 


21. 700 


40. 783 


26. 049 


37-233 


HEHBA1QD6173 


63.939 


35. 393 


52.598 


22-894 


32.403 


35.413 


40. 572 


67.870 


HEMBA1006176 


51.671 


222. 661 


52.703 


39. 369 


29.305 


59.271 


24, 272 


83. 343 


HEMBA1006182 


72. 842 


38.362 


132.455 


29- 730 


26.735 


30, 382 


19.907 


34.405 


HEMaA1006197 


16.655 


31.338 


37. 528 


55.808 


23. 143 


18. 848 


13.456 


40.765 


HEMaA1006198 


30.466 


15. 178 


21.337 


16. 185 


25.764 


15. 643 


14. 389 


18. 561 


HEMBA1O06213 


38.783 


20. 120 


38. 136 


15.627 


10.604 


25.751 


21.716 


35.282 


HEMBA1006217 


32.003 


18.510 


33. 960 


4.079 


17. 107 


31.016 


36. 526 


19.419 


HEMaA1006226 


40. 304 


60. 090 


110.529 


40. 359 


39.915 


62. 796 


35.202 


59.281 


HEMBA10O6235 


40. 954 


9.021 


21.361 


7,280 


14.241 


13. 056 


4.951 


7.077 


HEMBA1006248 


42. 946 


17.521 


32.092 


10.747 


12.992 


19.331 


18.339 


17.999 


HEMBA 10062 51 


84.944 


24. 303 


30.554 


15.291 


24.212 


30,870 


18. 154 


10,996 
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HBI8A100G252 


36. 069 


24.612 


74. 170 


29. 506 


28.055 


19.517 


14.085 


15.356 
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24. 773 


^£MBA1006410 


149. 580 


32. 840 


61, 022 


20. 027 


39. 718 


54. 551 


23. 826 


33. 928 


HEMBA 100641 6 


96.031 


62. 892 


198. 896 


50. 538 


38. 551 


37. 025 


37. 809 


33. 447 


KENBA10064ia 


23. 236 


18. 335 


23. 851 


11. 378 


ID. 280 


28. 208 


46, 245 


36. 223 


HEIIBA1006419 


189. 293 


101. 979 


475. 145 


90. 626 


79. 213 


64. 306 


40. 042 


52. 384 


HEieA1006421 


39. 702 


26, 487 


127. 221 


23. 773 


16. 184 


14.460 
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13. 523 


KEUBA 1006424 
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10. 588 


3. 778 
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2. 324 
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88. 597 
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230. 530 


60.836 


32. 273 


40.489 
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36. 244 
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11.038 
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15.035 
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48.245 


13.919 


53.981 
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27.442 
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HEIIBA1006456 


36.915 


28. 165 


141.114 


18.927 
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33.405 
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60. 747 


42. 392 
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40.447 
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32.823 


18.018 


27. 165 


HEIiBA1006467 


13.357 


6. 130 


15.734 


10.759 
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5.183 


2.655 


HEHBA1006470 


73.950 


30. 705 


103.625 


27.235 


29.870 


33.755 


33.818 


24.286 


HEUBA1006471 


19.032 


4.504 


7.503 


2.933 


2.522 


5.224 


10,020 


1.873 


HBiBA1006474 


25.718 


12.420 


21.381 


11.498 


9.614 


19. 875 


17.655 


13.491 


HEMBAI 006476 


180.042 


91.935 


63.588 


43.462 


42.248 


109.725 


88.725 


65. 945 


HEU3A1 006482 


129.627 


169.312 


167.982 


151,338 


57,839 


95. 521 


75.480 


239. 325 


HEMBAI 006483 


99.620 


64. 773 


232.207 


50. 445 


29.074 


37.572 


23.818 


27. 130 


HEMBAI 006485 


41.690 


4.055 


17.445 


11.682 
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6.411 


10.066 
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75.250 


36.421 


29.634 


46.687 


17.302 


21,229 


17.832 


15.706 
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5.771 


32.673 


2. 141 


5.240 


2.356 
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4.739 


7, 328 
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dHBA1Q0D492 


14. 002 


19. 916 
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8. 836 
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19, 790 


3. 750 
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16. 895 
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13. 446 


17. 608 
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41. 560 
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53. 451 


19. 114 


39. 593 


25. 366 
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15.054 


17. 536 


15.658 
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19. 274 . 
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10.287 


4.521 
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HEMBA 100851 7 
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30.085 


91.871 


18.732 
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45.881 
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15.672 


HEiffiAI006S21 


31-224 


27.873 


37.864 


18.318 


9.774 


14.205 


14.646 


13.907 


HEMBA1006529 


28.702 


20.010 


34.050 


20.150 


16.588- 
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17.327 


KEItBA1006530 


18.445 


16.411 


29.175 


14.433 


12.214 


16.734 


15.731 


8.081 
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11.627 


7.208 
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20.393 
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35.153 
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15.027 


11.094 
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30.281 
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59. 940 


7.791 


7.169 


15.883 


8.745 


8.693 


HEUBA1O06546 


68.722 


53. 155 


127. 193 


49.337 


73.807 


60.506 


22. 328 


34.045 


HEMBAI 006549 


13.885 


13. 666 


21.800 


11.666 


8.491 


14.211 


8.987 


6.080 


HEMBAI 006559 


26. 976 


22.040 


38. 197 


16.910 


14.550 


14.058 


13.018 


17.217 


HEMBAI 006562 


55.924 


24.663 


75. 789 


20.363 


17. 181 


26.651 


IS. 158 


19.510 


HEMBA1006566 


20. 849 


6. 116 


14.933 


8.767 


9.572 


6.937 


5.229 


4.788 


HEHBA1006569 


67, 508 


20.299 


44. 291 


27,048 


12.798 


15.243 


24.739 


31.861 


HEMBA1O06572 


21.817 


4,339 


15.862 


1.796 


3.407 


11.582 


8. 381 


5.922 


HEMBA1006579 


5.427 


18.336 


4,219 


3.440 


2.139 


5. 460 


3.967 


5. 110 


HEMBA1006583 


31.967 


15.854 


29. 307 


14.271 


11.747 


26.889 


17,058 


10.451 


HEJiffiA10Q6S95 


59.014 


41,577 


148. 359 


30.660 


.16.681 


19. 571 


13.265 


24,768 


HEJiraA1006597 


111.817 


64.480 


210.001 


47. 574 


27. 392 


47.009 


27.887 


28.666 


HEMBAI 006606 


79. 184 


47.311 


131.822 


40. 177 


33. 228 


35.403 


25. 240 


31.687 


)£MBA10056t2 


43.105 


20, 909 


46.913 


39.205 


20. 348 


25. 383 


18. 706 


17. 150 


HEM8A1006617 


79. 1 39 


62. 924 


235.236 


60.258 


30. 407 


40.264 


28, 184 


38.643 


HEMBAI00S624 


449. 384 


84.050 


165.494 


39. 352 


209. 908 


291.427 


208. 533 


65. 478 
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108.316 
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71.812 
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39. 325 


50. 996 
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51.405 


33. 730 


1 58. 286 


28.605 
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19.781 


9. 639 


12.894 
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67.353 


30.354 


51.867 


15.409 


33.210 


43.083 


25. 295 


12.985 
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ZZ9.685 


30.246 


56.218 


16.406 
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41.724 
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32.464 
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118.455 


69.232 


231.917 


50. 609 


51.023 


50.716 


21.698 


29. 527 


HEMBAI 006653 


46.971 


16.614 


46.472 


16.579 


12,358 


15. 364 


13.867 


9.224 


HEH8A1006658 


69. 823 


28.363 


60.976 


37.650 


28. 124 


47.014 


33.470 


15.872 
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79.863 


33.626 
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29.124 


33.070 


25.182 
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25. 726 


26. 740 


39.661 


13.975 


13. 287 


15. 240 


12-,046 


10.419 
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8.276 


4.281 


10. 565 


6.319 


4.257 


10.392 


2.791 


2. 171 


HEHBA1006671 


39.553 


178.523 


135.413 


18.941 


17.294 


37. 782 


10. 166 


32. 048 


HEMBAI 006674 


100.472 


44. 108 


176.724 


46,922 


36. 357 


44. 809 


43.576 


43. 269 


HEMBA 1006676 


120.417 


42.888 


163.8)6 


29, 504 


40.435 


60. 162 


32. 540 


34, 825 
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27.104 


2.556 


23. 174 


4.035 


8.982 


19.092 
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57.351 


56. 288 


111.358 


60. 597 
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37.545 


20. 757 


20.789 
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132. 496 


140.334 


315.655 


97. 296 


56. 206 


54.392 


37.622 


57.596 
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65. 136 


25. 204 


42. 137 


26. 654 


26. 490 


30, 156 


6. 159 


27.512 


^MBAI 006702 


4.275 


4. 328 


8.B81 


7. 114 


3.362 


1.846 


7.796 


1.9B5 
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52.417 


20.755 


26.852 


21.409 


19.843 


32.229 


13. 146 


16. 546 


HEMBA 1006 708 


126.875 


38. 520 


66.803 


31.253 


33.294 


55.347 


32.071 


18.229 


HEMBA 1006 709 


67.500 


31.686 


94.432 


24.924 


17. 355 
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HEMBB 100003 7 


77,688 


29. 380 


69.658 


56.679 


27,020 


54.052 


30.086 


15.311 


HEMBB1000039 


52.550 


48. 503 


140.795 


30.096 


18.739 


26.012 


15. 151 


21.723 


HEIffiBI 000044 


134. 136 


75.469 


218.667 


61.596 


32.667 


29-659 


43.360 


42.83 1 


HEMBBl 000046 


17.937 


21.052 


3I.O04 


18.291 


11.321 


20.120 


21.506 


15.078 


HEMBBI 000050 


74.210 


33.681 : 


207.484 


35.691 


22.905 


25. 584. 


18.572 


17.494 


HBIBB10000S4 


68.273 


47-191 i 


246.350 


44. 008 


24. 522 


29.259 


22.570 


21.316 


KEHBBl 000055 


72.875 


112.284 \ 


61. 172 


110.297 


21. 358 


70.636 


93.824 


132.288 


HEHBBl 000059 


331. 5t7 


184.687 1 


S62.540 


182.481 


130. 065 


131.364 


90.002 


121-903 


HEMBBl 000072 


240.733 


98.890 


326.893 


75.919 


57. 742 


118.222 


108. 108 


91.458 


HEMBB1000081 


23. 733 


27. 174 


85.100 


21, 146 


30.856 


20.458 


7.513 


15.351 


HEMBBI 00008 3 


.120.759 


58. 163 


188.224 


40. 609 


37.789 


59. 334 


33.712 


39. 101 


HaiBB1000089 


67.618 


54. 952 


191.832 


56.629 


24.609 


36.847 


30. 680 


26- 912 


HEMBBI 000094 


355. 534 


116,828 


161.958 


31.504 


29. 300 


49.613 


36,239 


35. 197 


HEl^BI 000097 


27.834 


63. 724 


51.468 


14.249 


22. 834 


34.068 


18- 547 


16. 455 


HE»aB10d009S 


157.641 


91. 912 


456.470 


71.07S. 


50.739 


64.471 


32- 108 


43. 354 


KEHBBl 0001 03 


75.781 


59. 392 


114. 974 


44.216 


31.915 


47.628 


23. 669 


56-268 


HEMBBI 0001 06 


62.814 


44. 996 


77.918 


35.044 


19.825 


40. 409 


26. 156 


46. 001 


KEMBB1000113 


43.660 


33. 435 


95.987 


42.744 


19. 714 


20. 114 


15.899 


21. 606 


HEMB61000I19 


57. 350 


21.211 


42. 528 


17.77d 


19. 517 


28.754 


23.570 


30. 104 


HEMBBI 0001 33 


92.950 


65. 230 


58.619 


69. 544 


53. 705 


104.229 


39.058 


80. 858 


HEMBBI 0001 34 


44. 120 


20. 654 


76. 693 


40.611 


24. 712 


37. 185 


42. 327 


21. 963 


HEMBBI 0001 36 


21.810 


7. 191 


44.517 


15.599 


7. 339 


22. 582 


12.399 


24. 899 


HEMBBI 0001 41 


163.867 


99. 946 


331.822 


95. 807 


55.858 


64. 560 


36.737 


52-602 


KEIBB1000U4 


96.831 


97.019 


183.423 


88.529 


36. 185 


15. 577 


29.259 


32- 144 


HEMBBI 0001 47 


59.253 


9. 088 


62.426 


7.391 


11.451 


7. 175 


11. 502 


10. S93 


1£MBB1000152 


56.391 


28. 723 


34. 597 


15.309 


19.424 


32.469 


29, 105 


19. 117 


HEMBB100O154 


85. 308 


47. 878 


101.061 


33.881 


19.477 


27. 298 


20. 174 


15. 366 


HEMB81000I55 


35.691 


36. 132 


109.038 


28. 164 


29. 508 


22. 283 


16. 557 


17. 041 


HEMBBI 0001 73 


170.611 


173. 001 


494. 253 


143.666 


83. 705 


123. 932 


65. 317 


76- 388 


HEMBB1O0O175 


32.273 


19. 1 14 


23.481 


10.948 


4- 039 


29. 180 


7. 135 


13: 322 


HEMBBI 000 176 


56.984 


51. 334 


90.749 


69.004 


40. 144 


52. 980 


25.845 


19. 359 


HEMBBI 000 198 


70.426 


12.768 


26.381 


10.237 


6.266 


11.215 


8.858 


5. 363 


HEMBBI 000208 


42.474 


8.966 


34.929 


10.418 


12.883 


9. 285 


12. 335 


7. 978 


HEMBBI 000209 


43.846 


10. 700 


9.943 


10.934 


8.858 


12. 135 


9.049 


4. 168 


NaiBBI0002}2 


27.532 


12. 579 


76. 077 


15,361 


33. 518 


17.471 


13. 132 


16. 552 


HEMBBI 0002 15 


178.324 


89.053 


294.606 


95.420 


68. 598 


^5.720 


51,270 


61. 235 


HEMBB1000217 


148.073 


45.416 


96.614 


47.569 


37.572 


89.989 


48.073 


33. 510 


HEM5B1000218 


88.298 


123. 000 


347. 859 


84. 124 


41-828 


57.417 


21. 147 


34.605 


HEMBBI 000226 


70. 693 


14. 949 


41.586 


31-786 


30.261 


28. 577 


14.779 


27. 177 


HEMBBI 000230 


28.681 


8.910 


13.549 


5.500 


3.547 


9.616 


6.632 


3.293 


HEMBBI D00240 


44:662 


12. 588 


13.211 


10.455 


4.589 


41.554 


8. 171 


7.082 


HEMBBI 000244 


22.390 


13.510 


42. 652 


18.503 


18. 758 


11. 192 


2. m 


13.188 


HEHBBl 000250 


20. 878 


6.254 


20.741 


9. 109 


1.841 


13.561 


9. 540 


2.708 


HEMBBI 000258 


101.717 


75.034 


336.781 


79.281 


52, 303 


67.231 


33.313 


34.880 


HEMBBI 000264 


99.327 


57.280 


269. 540 


83.791 


39,799 


96,654 


62.346 


79.783 


HEMBBI 000266 


70. 747 


23.082 


23.217 


14.456 


28.745 


34.547 


15.022 


' 15.672 


HEMBB1000272 


14.990 


14.502 


10. 270 


6.954 


12.730 


6. 133 


4.205 


16.611 


HEMB61000274 


105.245 


45.925 


190.978 


49.759 


41.568 


43,127 


18.199 


25. 826 


HEMBBI OOOZ76 


6.479 


2.218 


2.501 


4.783 


1.754 


2.070 


2.079 


1, 252 


HEMBBI 000284 


4.790 


5.088 


7.884 


3.489 


2.213 


3.213 


1.981 


3, 304 


HEMBB1000307 


52. 330 


30. 191 


128.450 


28.961 


22.039 


15.869 


9.113 


21.677 


HEUBB1000309 


86.347 


36.463 


96. 140 


43.964 


34. 442 


33. 118 


18.805 


21-507 


HEHBBl 0003 12 


41.862 


30. 986 


40.349 


24. 933 


7.383 


79. 360 


24.114 


16.788 


HEHBB1Q00317 


49.311 


18.053 


26. 189 


10.490 


10-102 


21. 107 


12.632 


13-384 


HEHBB1000318 


87. 160 


33.847 


208. 954 


43.556 


23.043 


27.764 


9.191 


17.641 


HEMBB1000332 


3.892 


11.256 


14.087 


42. 331 


28.145 


14- 132 


2.408 


14.319 


HEHBB100Q335 


27.939 


30.864 


21. 167 


28.071 


12.651 


30. 027 


12.746 


21. 753 


HEH&B1000336 


68.463 


26.023 


48.843 


10.608 


22.871 


23. 654 


23.868 


13. 927 


HEMBB1000337 


289, 853 


59. 290 


93.527 


52. 168 


54. 197 


125.769 


126-552 


60-614 
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HEttBB10O0338 


54.685 


45.755 


123.480 


44.612 


17.722 


26.663 


17,708 


29.721 


HENBB)000339 


144.258 


108.124 


265.125 1 


05.421 


89.798 


89.055 


56. 944 


50.241 


HEMBBI0a0341 


113.271 


45.622 


132. 90S 


32.751 


40. 166 


37.986 


28,017 


30.881 


H£MBBtO0O343 


130. 737 


71,935 


259.845 


80.183 


46.681 


45.761 


43.328 


46.721 


HEMBB10D0354 


202.146 


151.264 


495. 642 


57.908 


153.529 


142.579 


67. 161 


105.322 


HEUBBIOOOSSa 


92,244 


22.827 


29. 160 


24.670 


22.387 


48. 989 


59. 506 


28.803 


HEU8B1000369 


55. 720 


25.874 


97. 758 


27.483 


21.576 


23. 750 


17.278 


16.569 


HEMBB1 000373 


52. 572 


59.105 


70.779 


61.379 


38.792 


44. 185 


31.504 


45.653 


HEMBB1 000374 


153. 545 


115. 183 


389. 274 


08.150 


98.073 


80.319 


58.214 


75. 906 


KEMBB1000376 


95. 394 


132.554 


369. 985 


46.818 


60.328 


63.876 


^3.647 


43.202 


HEMBB1000383 


37-023 


35.429 


24.954 


13.017 


10. 381 


22.638 


16.842 


8.781 


HEIIiBBI000391 


127.327 


30.055 


106. 971 


24.962 


30.891 


57.827 


37. 484 


11.921 


HEMBB1 000399 


35. 143 


10.865 


22,406 


8. 561 


■ 4.100 


8.5^9 


2.643 


8.889 


HEMBB1 000402 


82.616 


20.485 


44. 946 


25.430 


13.012 


19.024 


7.725 


18.695 


HEMBB1 000404 


18.903 


12.568 


10.300 


8.593 


9.455 


9.301 


2.672 


7.956 


HEUBB 1000407 


19.286 


8.572 


18.593 


3. 281 


2. 599 


13.454 


2. 473" 


3.407 


KEIiBB10004ZO 


95.847 


66.573 


138.307 


54.950 


39. 330 


56. 220 


37. 608 


43. 081 


HEMBB1000430 


274.820 


161.981 


153.601 


40.874 


406. 081 


489. 107 


693.805 


115. 638 


KEMBB 1000434 


350. 936 


139.481 


599.497 


99. 1 98 


125. 426 


1 1 3. 500 


65. 775 


77. 587 


HEMBB1000438 


67. 342 


10. 187 


25. 472 


7. 736 


8. 148 


27.875 


7. 217 


6. 701 


fi£MBB100044t 


84.086 


98. 109 


5l^.64i 


78.842 


60.934 


76. 141 


46. 589 


35. 267 


HE)ffiB1000447 


76. 519 


88. 156 


54.883 


26.628 


31. 157 


24. 328 


25. 777 


38. 008 


HEUBB 1000449 


22, 367 


11.282 


25.245. 


1 1. 267 


1.700 


13.053 


5. 731 


8. 109 


HEIBB10004S3 


25. 781 


29.875 


49.056 


22. 139 


35. 305 


22.456 


14. 006 


15. 902 


HEMBB1 000455 


37, 937 


43.401 II 129. 423 


29. 222 


40. 584 


24. 577 


21. 227 


20. 356 


HEIfifi 100047? 

f I^IKUU ■ *# U U ^ i C 


146. 390 


61. 195 


235. 753 


80. 306 


44. 122 


82. 882 


52. 783 


87. 457 


HEMBB 1000480 


138. 135 


67. 904 


194. 486 


46. 367 


41. 944 


60. 409 


34. 897 


40. 785 


HFMBB100048E 


78. 51 1 


63.045 


211.876 


47. 786 


39 049 


36 558 


20. 396 


17. 632 




21 . 510 


22.091 


29.116 


10. 718 


21.0S6 


15.8M 


13. 086 


10. 892 


HPURRI 000490 


232. 419 


148. 116 


562. 064 


1 59. 2 16 


134. 370 


107. 861 


60. 296 




HFIIRR1OQ0491 


149. 070 


107.169 


349. 100 


81. 342 


44. 330 


51. 147 


33, 633 


59. 342 






21.930 


19.080 


9. 690 


6. 821 


10. 632 


9. 805 


5. 454 






34.074 


64.876 


3 1 , 406 


23. 065 


49. 816 


39 324 


39 Q2] 




133. 225 


95.239 


380.177 


165. 002 


101. 728 


72. 504 


64. 646 


83. 048 


HFIIRR1 00051 G 

ICMOO 1 UUU9 1 D 


1 37. 574 


35.610 


61.963 


35 305 


10. 932 


78. 851 


39 gQ5 


1 3. t tH 


HPIIBB 10005 18 


8. 388 


3.267 


26. 133 


5.489 


1. 531 


1. 500 


1 . 6n 


I. 901 




1 53. 793 


88.071 


329.880 


82. 474 


43. 568 


69.7Si6 


3^. S3b 


51. 1 27 


^FHRB 1000530 


46. 151 


13.390 


40. 950 


8. 319 


32. 799 


6. 126 


to. 689 


8. 426 


HFlffiBI 000542 


57. 808 


36.831 


46, 332 


20. 306 


1 9. 414 


5.489 


13. 314 


22. 747 


HPiffiB 1000550^ 


39. 123 


26.036 


79. 169 


22. 945 


10. 597 


23. 147 


37. 266 


20. 568 


HEABB 1000554 


192. 214 


105.635 


349. 184 


148.874 


90. 632 


98. 169 


55. 377 


100. 995 


HEHBB I 000556 


100. 759 


22. 180 


68.289 


37. 737 


35. 176 


41. 190 


47. 163 


40. 726 


HEMBB1 000564 


101.412 


37.586 


144.386 


37.463 


27. 344 


59.939 


31. 447 


9.452 


HEHBB1000567 


361. 516 


76.515 


125. 177 


66.960 


83.698 


221.216 


145. 840 


54. 204 


HEHBB1G00569 


63.847 


46.712 


54.356 


18. 197 


23.752 


36.942 


31.264 


39.479 


HEliBB1000573 


99.088 


89.487 


373.557 


76.986 


76. 235 


63.534 


39. 587 


58. 648 


HEMBB 1000575 


74.071 


67. 726 


296.427 


63. 469 


37.530 


42. 388 


33.544 


46. 151 


>^BBl000St9 




1^.805 


18.934 


6.889 


3.743 


24.452 


24.367 


23. 262 


h£lffiB1000585 


30.826 


34. 244 


65.882 


26. 172 


19.828 


26.184 


16.826 


33. 888 


HEIffiB 1000 586 


85.397 


75. 643 


187.543 


99.762 


48.456 


35.430 


28.693 


50.228 


HEMBB 1000589 


135. 404 


58.619 


243.853 


51.181 


36.284 


29.863 


21.561 


27.997 


HEMBBt000591 


99. 680 


60. 946 


242.306 


54.695 


36. 589 


52-616 


32.332 


33.066 


HEMBB 1000592 


30.320 


18,740 


34. 338 


11.753 


8.732 


28.305 


13.707 


12.164 


HEMBB 1000593 


148. 639 


68.816 


255.892 


61.084 


46.829 


61.565 


49.545 


66.588 


HEMB8l00b^9& 


. i7.140 


St. 001 


29.869 


21.272 


9.199 


21.ft41 


16.487 


29.680 


HEMBB 1000598 


39.074 


31.891 


" 85.011 


22.815 


13.772 


21.958 


13.576 


26.747 


HEMBB 10006 11 


14.828 


6.552 


11.601 


7.498 


7. 461 


15.514 


9.246 


9.161 


HEIBB1000617 


193.986 


137.945 


458.678 


127.725 


87.855 


84.583 


46.273 


77.986 


HEMa61000623 


65. 566 


26.480 


50.777 


19. 193 


18.923 


40.974 


28.571 


23.219 


HEiBBI 000630 


62.606 


23. 074 


40.815 


18.796 


14. 185 


31.973 


21.492 


13.779 


HEMB61000631 


61.311 


41.283 


27.586 


23.498 


24, 433 


35.043 


48.566 


22.826 


HEIffiB 10006 32 


58. 747 


55. 433 


156.750 


30. 460 


29.661 


33.497 


21.899 


21.857 


HEMBB 1000636 


127.885 


47. 562 


59.456 


48. 965 


33.643 


65. 366 


42.360 


37. 349 


HEMBB1000637 


817.391 


628.0)7 


1645. 738 


524.605 


482. 307 


443.855 


191.753 


265. 704 
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HEMBB100a636 


55. 058 


47.453 


95.751 


42.262 


25.684 


15.056 


22, 121 


28.829 


HEIfflBtOOQ642 


179, 188 


88.317 


251.754 


80.865 


42.468 


81.296 


37.696 


52.009 


HEMBB1000643 


43.411 


25.639 


113.037 


la. 985 


11.038 


14.245 


8. 276 


J8.743 


HEItfBB1000649 


27. 852 


45.202 


137.371. 


34.816 


24. 496 


9.967 


11.881 


22,322 


HEMBB100Q652 


84.942 


61.856 


125.562 


78.131 


42.090 


36. 343 


22.852 


31.597 


KEMB8100065S 


418.308 


73.377 


55.858 


57.166 


32. 733 


57.424 


38.897 


44.477 


KE1IIBBI0CK)665 


16.253 


13.954 


10.756 


20.817 


6.795 


13.110 


7.987 


. 4.458 


HEIIBB10006&8 


28.587 


13.435 1 


14.606 


13.78S 


25.844 


15.049 


12.549 


11.202 


HEMBB1000671 


239.020 


122.952 


561.221 


19.970 


96.244 


75.058 


66.812 


88.267 


HEMBB 1000673 


11.633 


5.779 1 


14.629 


14.904 


5.916 


4.811 


2.141 


12.812 


HEMBB 1000679 


16.899 


7,357 I 


23,438 


7.697 


1.049 


30. 246 


7.774 


7.063 


HEMBB 1000684 


138.240 


157.754 


430.254 


28.150 


66.411 


89.722 


49. 173 


57.832 


HEHBB1 000692 


4.978 


9.265 


11.569 


5.085 


1. 158 


3,240 


3.421 


1, 785 


HEMBB I 0006 93 


63. 119 


40.561 


59. 522 


22.326 


25.408 


13.898 


31.488 


20. 706 


HEMBB1 000705 


15.560 


31.798 


122.757 


35.451 


19. 928 


11. 568 


2.839 


10. 179 


KEMBB1000706 


22.553 


13. 626 


23,777 


8.621 


1 1. 683 


41. 509 


10.019 


7. 584 


HEU3B1000709 


u.m 


77.864 


245. 7}6 . 


50,833 


51.093 


50, 427 


37, 955 


51. 357 


HEM3B1D00714 


23.726 


10.733 


5.625 


12.298 


6.349 


9. 891 


2.142 


14. 350 


HEMBBt 000725 


24.239 


9.575 


11.437 


13-761 


12. 595 


17. 372 


8. 105 


16. 144 


HEMBB1 000726 


86.971 


84. 395 


208. 396 


65. 157 


43. 881 


37.441 


22.020 


39.067 


HEMBBt 000729 


51.556 


25. 288 


140.931 


23.005 


27.775 


18. 629 


12. 838 


14. 902 


HEMBB 1000738 


39.002 


38. 955 


168. 616 


42. 588 


21. 380 


43. 330 


7. 181 


21. 192 


HEMBB 100074 9 


115. 917 


94. 942 


454. 741 


136. 454 


54. 340 


39. 253 


32. 933 


49. 141 


HEMBB 1000763 


47, 835 


25. 201 


36. 488 


16. 952 


21. 036 


31. 919 


14, 990 


12. 1 1 1 


-(EMBB 1000770 


30. 598 


45. 410 


167. 003 


32. 786 


26. 482 


25. 698 


18. 186 


24. 127 


HEMBB 1000774 


27. 168' 


21. 690 


33. 470 


20. 937 


1 2. 916 


22. 598 


8.092 


17. 606 


HEMBB 1000777 


246. 286 


57. 131 


58.743 


31. 851 


40. 345 


119. 1 13 


81. 364 


53. 990 


HEMBB 100078 I 


41, 945 


36, 620 


34. 149 


24. 543 


23. 561 


16. 383 


14. 371 


20. 775 


-lEMSB 1000788 


10. 756 


10. 608 


5 481 


6. 429 


2. 950 


5. 995 


4 52? 


4. 589 


HEMBB10Q0789 


28. 490 


9- 620 


26. 151 


16. 088 


1 1. 640 


16 477 


7. 916 


7 fi79 


HEIiffi61000790 


74. 318 


56. 925 


185. 959 


63. 749 


33. 523 


7A 71? 
c*t. 1 0 c 


24. 414 




HEMBB 1000794 


13 Q80 


17. 254 


38. 876 


24. 305 


7. 427 


10. 338 


S 44^ 




HEMBB 1000807 


50 070 


31. 869 


22. 751 


1 9. 365 


20. 934 


77 no? 

H , M\SL 




77 780 


-fEMBBI 000809 


3S4.541 


42. 976 


42. 300 


26. 454 


9 


31. 526 


31 . 677 




HEMBB1 000810 


189. 365 


50. 676 


163. 325 


33. 349 


38. 994 


74. 400 


45 398 


- IQ 7fi5 




40. 710 


9. 304 


21. 006 


5 841 


5. 422 


15. 981 


10. 835 


5. 685 


KEHBB1000B2Z 


8. 726 


3. 570 


3. 541 


1.411 


7. 255 


5.519 


1. 285 


1 525 


HElilS^1b00626 


68. 485 


40. 348 


201: 149 


68. 467 


43. 204 


31-769 


32. 812 


55. 367 


HEHBB10Q0827 


50. 671 


34. 326 


108. 391 


32. 945 


1 5. 076 


25. 81 3 


18. 713 


25. 457 


HEMBB 10008 31 


38. 060 


20. 465 


29. 131 


12. 368 


1 9, 990 


20. 552 


25. 373 


6.415 


HEMBB 1000835 


59. 181 


56. 345 


127. 358 


58- 150 


44. 350 


35. 831 


25. 587 


35. 108 


HEMBB 1000840 


117.639 


63. 375 


340. 802 


61. 186 


48. 924 


38. 995 


20. 712 


30. 526 


HEMBB 1000848 


98. 938 


53.024 


210.423 


42.569 


28. 984 


47,603 


29. 642 


29.431 


HEMBB 1000852 


1.827 


2. 160 


0.621 


2.559 


1.621 


1. 272 


1. 364 


1.086 


HEMBB 1000657 


16.897 


16.768 


19.951 


14.921 


12. 912 


17.270 


10. 179 


14. 915 


HEMBB1 000858 


25.534 


16.531 


8.162 


8.209 


14.482 


12.749 


92.823 


10. 102 


HEASB 1000867 


106.946 


56. 331 


264.748 


50.278 


36.949 


41.202 


26. 795 


29, 760 


^£ieB) 000870 


68.550 


62. 423 


192. 351 


52. 406 


39. 303 


55,641 - 


23.738 


27.427 


HEIffiB 1000876 


21.813 


12.044 


24.966 


11.314 


7.589 


10.690 


11.143 


26.241 


HEHBB1000881 


30.089 


16.478 


28.345 


14.926 


18.419 


17.763 


18.901 


20.494 


KEMBB10008B3 


11.669 


10. 263 


26. 185 


6.975 


2.780 


8.223 


2.906 


3. 540 


HEMBB 1000887 


42.638 


32.274 


66.780 


22.979 


31.512 


42.842 


20.622 


22. 566 


HEMBB 1000886 


20.318 


8. 193 


11.483 


5. 178 


4.073 


8.708 


6.801 


4. 342 


HEHBB1000890 


40.795 


42.287 


112.076 


25.031 


11.171 


23. 116 


15.491 


16.447 


HEMB31 000893 


38.227 


10.603 


68. 306 


24. 535 


14.440 


12.863 


9.734 


17. 727 


HEHB31 000900 


23.814 


8.709 


17.013 


9.267 


10. 928 


12. 199 


14.105 


11. 108 


HEIffiBI 000905 


53. 589 


43.501 


37.125 


41.367 


26.379 


29.649 


38.699 


31.891 


KEHB8 1000908 


42. 944 


54.674 


120.821 


34. 982 


28.838 


28. 194 


15.897 


26. 230 


HEMaBia00910 


72. 960 


51.795 


161.850 


41.050 


36.594 


37. 378 


13.612 


23.263 


HEMBB 100091 3 


33.820 


35.219 


96. 448 


24.688 


12.371 


26.067 


14.715 


19.268 


HEMBB1000915 


1910.513 


222.511 


693. 345 


124. 825 


532. 993 


1548. 228 


1159, 943 


223. 176 


HEMEB 10009 17 


99.638 


64.212 


310. 142" 


53.316 


3^.091 


34. 989 


22.324 


40.667 


HEMBB1000927 


80. 569 


11.252 


19.448 


8.653 


21.944 


24.546 


17.769 


17.391 


HEKBB 100093 2 


33. 128 


33.556 


95.029 


29.041 


17.945 


21,758 


22,973 


31.034 
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HEIIBB1000933 


863. E35 


393.035 


605.052 2 


89.543 


312.660 


538.431 


353.155 


291.706 


HEII8B1000936 


23.212 


17.243 


46.380 


14.205 


25.527 


13.908 


8.530 


11.716 


HEMBB1000939 


105.016 


36.905 


52. 525 


19.304 


30. I n 


35. 223 


41.856 


37. 146 


HEMSB 1000941 


6.540 


27. 555 : 


15.872 


4.660 


6. 130 


17.648 


83. 248 


9.541 


HBIBB1000947 


36.384 


18.020 1 


47. 143 


21.361 


9. 565 


34.299 


13.482 


13.2B9 


HEUBB1000954 


16.970 


17.878 1 


19.810 


11.407 


6.851 


17.302 


10. 023 


8.877 


KEII6B10D0959 


22.223 


21.226 


78.296 


22. 44^ 


5. 599 


10.268 


10.673 


12. 183 


HEMBB1000973 


11.584 


10.364 . 


21.189 


8.579 


7.102 


23.845 


5.510. 


9.891 


HEMBBI 000975 


99. 598 


37.022 


69.027 


23.084 


27, 137 


40.162 


56.997 


30.316 


HEKBB 1000981 


10.199 


12.524 


23.602 


20. 141 


5.813 


6.152 


13.771 


4. 102 


HEk»B1000985 


13.065 


8.026 


7. 574 


4-776 


6.642 


2.985 


6.049 


3.612 


HEHBB100099I 


67. 124 


17.092 


28.053 


8.864 


8.560 


28.394 


25.072 


10. 907 


HEMBB1000996 


170. 25S 


127.636 


352,650 


90. 350 


64.926 


71.240 


60.014 


102.622 


HEIffiBtOOIOOO 


48. 257 


19.380 


16.573 


IS. 226 


10.61! 


14. 541 


7.698 


.9. 642 


HEMBB 100 1004 


0.797 


1.839 


0.439 


0.000 


0. 000 


0.318 


0.000 


0.000 


HEMBB 100 1008 


17.533 


13.975 


16.434 


11. 194 


6.400 


12.238 


5.478 


9.235 


HEMBB1001011 


39.743 


19.337 


28. 396 


15.752 


15.302 


17. 720 


15.586 


16.702 


HENBBIOOIOM 


121.726 


46.352 


244.715 


50.619 


33.004 


55. 708 


30. 100 


34. 469 


HEKBBI001020 


86.065 


68. 022 


243.352 


67,763 


53.522 


50. 406 


30.247 


49.844 


HEI9Bia01024 


66. 546 


59.010 


205.347 


41.480 


31.865 


35.052 


21.045 


39.489 


HEMBB1O01026 


36.265 


27.027 


76.443 


19.990 


25.484 


27.657 


12.014 


23. 129 


HEMBB1001037 


64. 352 


37.810 


120.090 


20.652 


22.459 


27. 294 


18.918 


28.917 


HEMBB 100 1042 


58. 936 


20. 428 


42.468 


17. 255 


1 5. 600 


32.463 


20.274 


18. 506 


HEMB8 100 1046 


75, 790 


22-021 


40.791 


13.932 


17.825 


47.853 


26.672 


30.056 


KEMSB1001047 


76.665 


39, 237 


208. 757 


53.469 


44.539 


37. 624 


16.049 


20. 262 


HEMBB 100 1048 


133.028 


58. 176 


140. 515 


48. 390 


34. 614 


42, 111 


29. 526 


34.858 


HEM3B1001051 


22. 699 


8. 465 


13. 142 


9. 942 


10.065 


9. 946 


5.881 


8, 790 


t£H3B10010S6 


40. 040 


16.494 


45.000 


22. 674 


18.685 


21. 131 


18.431 


12.498 


HEM3B10D1058 


88. 873 


59. 116 


223.822 


45. 122 


34.696 


29. 783 


21. 562 


25. 222 




35. 486 


18.631 


33. 852 


60.851 


26. 807 


13. 499 


12. 993 


19. 391 


HFIBB1Q01Qfi3 

1 lt.lWU 1 WW 1 WW>I 


53. 418 


36. 359 


125. 166 


33. 156 


24. 220 


19. 182 


16. 188 


14. 597 


HEMBBIOOIOfiS 


79. 181 


46. 879 


78. 755 


35. 034 


26. 835 


79. 006 


63, 193 


43. 296 


noRDO i vu 1 vac 


65. 296 


58. 491 


173. 393 


49. 675 


25. 253 


33.015 


14. 189 


22. 904 


nunvo 1 vw i w <i v 


64. 435 


31. 409 


20. 825 


17. 1 16 


14. 939 


41. 581 


21 . 497 


13. 792 


uHruRBinniaQfi 


43 372 


28. 562 


94. 366 


32. 120 


13. 089 


21. 236 


15.814 


22. 034 


HEMBfilOOl 101 

f 14_HUMJ 1 VW 1 1 U 1 


79. 652 


21. t31 


40. 775 


18. 757 


35. 350 


46. 263 


18. 855 


13. 874 




51. 740 


27. 685 


66. 794 


21. 160 


12. 958 


16. 450 


7. 235 


8. 605 


HPURRIOOI 104 

iTCMOO 1 UU 1 1 U*t 


61. 846 


33. 489 


28. 997 


14. 789 


10. 623 


20. 859 


• 15.993 


10. 658 


HEHHB1001 105 


69. 199 


32. 868 


132. 855 


27. 292 


32. 605 


49. 984 


20. 779 


23.761 


HEMBB1001M2 


161. 356 


78. 361 


73. 588 


64. 617 


86. 150 


93. 363 


87. 596 


95.854 


HEMBB1 001113 


114. 744 


130. 208 


298. 139 


107. 218 


73. 757 


61. 718 


32. 824 


66. 952 


HEMBB1001114 


105. 358 


95. 960 


365. 719 


66.457 


52. 314 


35. 251 


34. 4B0 . 


51.970 


HEllB^100ni5 


67. 274 


16.815 


13. 190 


26.838 


17.638 


29. 948 


23.803 


34.239 


HEHBB1001117 


2.434 


10.619 


14.951 


4. 152 


4.937 


2.694 


2.729 


18.952 


HEH3Bt0D1119 


18. 198 


17.501 


58. 077 


15.560 


5.202 


13.437 


5.261 


9.614 


HEM3B1001126 


306.301 


111.345 


256.365 


81.302 


76. 905 


130.782 


58. 863 


61.487 


HEMBBIOOIUS 


39.673 


36. 703 


178.312 


45.328 


36. 363 


38. 712 


14. 400 


26.997 


HEHBB1001137 


53.424 


19.209 


46.849 


14.453 


13.705 


30. 395 


18.865 


15.761 


HEieB100t142 


105.888 


131.411 


405.403 


98.008 


104.700 


62.754 


32.598 


75.485 


HEI»B1D0U45 


114.864 


106.329 


348.151 


78. 364 


57. 587 


54. 983 


24.738 


51.568 


HElffiBIOOnSI 


149.618 


23. 632 


66.607 


14.582 


34.238 


68.060 


46.084 


19.806 


HE1IBB1001153 


92.263 


53.444 


153.351 


44.131 


37. 191 


34.991 


21.708 


32. 599 


HEUBB1001158 


54.416 


30. 844 


50. 578 


22.880 


32. 523 


47.045 


24.553 


39.658 


HaiBB10D1169 


96.424 


70.158 


253.814 


76, 490 


44. 058 


37. 113 


24, 102 


38. 757 




7.730 


32.617 


5.324 




11.418 


7.523 


6.266 


HEMBBIOOinS 


46. 512 


27.401 


45.252 


21.001 


15.416 


20. 636 


17.361 


36.021 


KEHBB1001177 


126. 389 


86.212 


396.633 


84. 357 


48.470 


40.910 


34,438 


42, 680 


^£MB81Q0M82 


70. 825 


30.508 


45.077 


19. 262 


28.316 


32. 507 


^5,?h 


26. 488 


KEM8B100n92 


30.059 


2K703 


61.610 


20. 151 


5.688 


22.456 


24.299 


31.214 


HEHBB100n99 


1.469 


0.000 


0.000 


4.430 


0.797 


2. 148 


1.260 


1.223 


HEMBB 100 1200 


2.266 


1.426 


2.071 


5.734 


0. 000 


2.413 


1.567 


2.969 


HEHBB100120B 


111.969 


37.738; 


122.154 


28.426 


28.653 


55.253 


32.443 


21.624 


HEMBB100ie09 


103.602 


77. 44 J, 


233.649 


60.849 


25.456 


40. 993 


26.273 


33.636 


HEUBB1001210 


14.499 


40.527 


32.902 1 6.231 


10.125 


16.413 


17.251 


28.930 
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HEUBBIOOIZIS 


219.922 


83.033 


126. 326 


63.007 


71.733 


115.441 


61.961 


72.230 


HEII8B1001217 


63.633 


22. 116 


41.047 


17.479 


20. 160 


53. 164 


31.645 


18. 739 


EI»B1001218 


98-226 


47. 137 


142, 265 


53.412 


29.467 


23.819 


20.495 


24.079 


EMBB TOO 1221 


0. 524 


1.310 


12. 795 


0.988 


0.992 


0.867 


0.000 


1.767 


HEimBl001224 


52. 109 


37.281 


86. 318 


28. 364 


24. 177 


19.072 


16.478 


20. 321 


HEIffiB 1001 230 


38. 785 


17.158 


30.714 


15.256 


12.698 


31.469 


27.596 


17.436 


HEIIBB100t234 


33S. 966 


64.817 


131.669 


43.601 


69. 385 


167. 134 


101.415 


57.258 


HE1IBB1001235 


152.870 


67.952 


84.726 


40. 262 


26.665 


52.686 


38.623 


49.693 


HEIIBBIOOI237 


16.971 


23. 623 


33. 663 


30. 744 


21. 161 


18.495 


18.264 


25.643 


HEHBB1QOI242 


26.787 


15.776 


22.922 


4.200" 


5. 187 


11. 277" 


10.621 " 


7. 589 


HEMBB 100 1244 


280. 439 


9.589 


9.743 


8. 128 


2. 116 


4. 366 


2. 735 


2.871 


HEIIBR10D124S 


51, 892 


27. 766 


106.010 


25. 983 


19. 890 


21. 254 


16. 839 


2 1 . 54 2 


KPUBfl 100 1253 


56! 869"' 


33. 773 


58. 857 


31.655 


8. 253 


38. 144 


20, 639 


25. 942 


HFJilBRID01254 


28. J09 


8.716 


61.080 


12. 779 


6. 376 


18. 461 


22. 558 


8. 559 


4F)ilRR10fll2BR 

ICBlOu 1 Vv 1 £IID 


2.010 


9.088 


3.704 


1. 682 


16.420 


18. 653 


1 717 


1 . 0 1 1 


MFURRinni7R7 


111 1^4 


93.697 


391.730 




45. 6 10 


fi9 41 R 
D< . *f I 0 


11 4<;7 

00. H3 f 


00. oou 


wFifRRinni97i 




28.408 


63.773 




1 *i i A A 

J 3. C'*'* 


fC. 301/ 


0. OoO 


1/1 770 
lU. ( 0 3 




41. 166 


11.440 


25.545 


10. 847 


7. 531 


C 1 . 1 DL 




1 n >iQ9 




13 3. t f *t 


200. 678 


131.870 


U J, 


K 4Qt 

1 3. H3 1 


/U. 1 30 




'ij Qii 

3c . 90 ) 


uriiRRiflni9ft]t 




10.227 1 25.481 


Q 7RQ 


9. 3lU 


91 <;i Q 


ID. 300 


0 RR 1 


MPmRtnni9i^Q 


0*4 k c J J 


74. 730 ! 246.417 


0 t . 0 1 0 


0 1 . OOif 


IK 447 
00. 4**/ 


94 C91 


IB n77 


ufTURDi nni 9Qft 

tlHOD 1 wU 1 CW 




13. 181 


11.174 


'\\ 051 

0 0. iSL \ 


91 

£0. 0£U 


94 Rfin 

£4. ODU 


R9 CI j; 

OC. D 1 3 


1 1; ICQ 

1 3. OD3 




ftn 7R1 

DU. < 0 1 


23.745 


72.937 


1 R f;RQ 

ID. D03 


7ft 1 47 


41; ?f;R 

43. £Do 


17 RRC 
i f . OOD 


99 QII 


uPiiRBinni9Qa 




17.094 


44.424 


11 *;i7 

) 0. 90£ 


14. OOU 


11 ?9<i 
0 1 . 0^3 


19 099 
Oc. OCC 


17 170 


ucifRRinm tn9 

rtCMOO t UU 1 Wl. 


*17 t n7 
Of. t U r 


24. 979 


56. 357 


?1 IRQ 


9n 7fli 

tU. f 04 


17 091 


9R R4Q 
CO, 04 J 


91 OR 1 


uciiDDi nni lOi 

ICMjOIUU I JU4 


1 ? 1 14 


0. 119 


5.245 


1 3. *tuo 


1 . 0 1 u 


1 Q7II 
0. 310 


9 1 fel 
£. 1 3j 


1 QRn 

1 . 3oU 


ucmRiflnim 

rlcMODlUU 1 i 14 


D. 4 1 U 


' 5. 11 1 


25.042 




0. c44 


7 ni7 

/ . UO f 


£. 334 


9 9RII 
£. £3o 




0. F UD 


8. 398 


10.733 


1 flfi7 
0, Uo / 


1 /nt: 
1 . 4U3 


1 9" 
. 0. 03£ 


1 . 039 


1 . 340 


ucuDDi nni 117 
ncHUo lUul ill . 


\Q 1 ^7 
da. 1 0 f 


34.918 


87.084 


17 90n 


9 C i< 71 
i 3. 4/0 


£ 1 . 331 


1 A ■ nno 

14. Ul/J 


10 110 


ItMomum deb 


1 1 Qn9 

1 «}. 9U£ 


5.726 


7.704 


c, ooO 


9 1 9 j( 
c. 0^4 


1 CASi 
1 . 340 


9 nno 


C CIO 
3. 0 1 ^ 


ucuDDi nni ? 1 t 
IcjIodIUDI .$j r 




17.866 


37.859 


1 i . Di:o 


0. lao 


Ci. 100 


'JA 07C 
t4. 9/3 


t T 70C 

1 T. / 80 


icMoolUUf Sob 


C.C. D<>u 


20.911 


19.341 


\C. 430 


1 3. 304 


IB >I77 
1 0. 4 f ( 


1 C Oil 1 

13. 34 J 


C Hi A 

3. 0 1 4 


Lfctf DO t nn i 4 n 7 


b 1. 045 


43. 894 


187.675 


AC. 9Cn 


3£. I03 


9n 170 


OC 7Cn 

£3. f 3U 


29. 233 


ihHDB1uu1ij9 


on a A 


25.030 


21.230 


11 tJl 
1 1 . 34 1 


] t. 0/4 


to >< on 
IB. 4yu 


1 9 cm 
I £. oUI 


1 1 ARC 
I 0, 400 


HcMdoI 1101344 


"5 1 9na 
0 I . ciJy 


8.322 


15.710 


3. 41 1 


0. MS 


1 C CI 7 
ID. 31/ 


IE >«&9 


0 OCfl 

3. obs 




A A 1 


21.512 


. 38. 19] 


1 c lie 

13. 413 


J. 4ot 


£0. 300 


1 7 7/1/; 

1 / . /uo 


13. 303 


LicuDDt nni 4 jio 
1cN00lU(IU40 


bo. t)Z4 


40.319 


173. 356 


10 QD7 - 

03. oor 


£0. oob 


11 7 01 
i i . /OO 


£U. o4l 


26. 670 


UCUDDI nni 9cn 


lUj, OUJ 


17.400 


35. 832 


10. 333 


11 fl 17 
1 J. 00 1 


34. 3UO 


44. 034 


1 □ Q9 C 
1 3. 3£3 


LicuDDinn 1 mc 


1 1 A An 
1 d. 44U 


11.385 


25. 095 




£ 7B7 


7 one 


a. r 33 


0 Oil 
. 0. 3£0 


ntJIlDtS lUU 1 jd4 




14,483 


31.452 


1 1 R?Q 


11 jIQJ 


19 ft9n 


[J. U£3 


in 117 

1 U. Ill 


ucucto 1 nn 1 ific 

rtcMOD IUU14O0 




53. 690 


210.263 


3c. 1 1 C 


97 9nA 


4 1. J 3 1 


, OQ ICC 


19 ni^A 

ic. U04 


nuKDO I UU 1^91 


1 tu. 0 ou 


59. 744 


283.101 


54. 260 


46. 338 


67 368 


43. 944 


48 485 


ncnoo ■ ui/ j ^ u 7 


17. 341 


20. 708 


71.044 


14. 855 


7. 629 


12 537 


7. 158 


14 407 




50. 204 


67, 647 


124.463 


41. 290 


43. 730 


41. 591 


29. 026 


63. 358 


nCMOD 1 UU 1 *o ■ 


19. 588 


19. 545 


34.218 


14. 113 


18. 710 


9. 428 


10 202 


13. 801 




17. 779 


11. 154 


25.926 


1 1. 606 


19. 030 


10. 038 


7.367 


14. 535 


HEHBB 1001 367 


20. 705 


15.837 


19.148 


9. 955 


8. 901 


15. 994 


7. 831 


13. 345 


HEUBB10D13&4 


21. 419 


19. 091 


32.720 


17. 551 


19. 172 


11. 590 


12. 282 


1 1. 322 


HEMBB 100 1407 


39. 158 


17.718 


75. 721 


24. 299 


17. 481 


17. 410 


20. 342 


15. 525 


HEMBBIDDMIO 


18. 880 


3. 345 


6.042 


2. 907 


2.655 


0. 000 


2.839 


2. 094 


HEMBB10D1413 


32. 291 


25. 769 


80.279 


17.033 
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HEIIBB1001667 


2.570 


7. 909 


3. 107 


5.847 


8.690 


2.748 


1.999 


8.738 
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9.356 
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15.894 
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51.245 
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4.741 
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44. 901 


43. 576 
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67. 385 
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52.452 


40. 406 


43.432 
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54. 662 
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122.282 
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227. 745 


77.627 


53. 608 


53.010 
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69.815 
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51.656 
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14.112 


16.260 
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107.419 
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15.856 
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17.320 
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63.245 
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34,289 


26,478 
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17.292 


27. 924 


HEMBB1001736 


20.722 


18.061 


27.944 


17.598 


12.534 


9.551 
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15.281 
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9. 967 


9.806 


11.088 
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89.421 
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429. 206 


125. 585 
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56.733 
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64. 467 
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44.766 


60. 100 


46. 138 


48. 988 
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HEMBB1001967 


156.252 


96.306 


460.639 


121.361 


89.090 


70, 066 


46. 606 


68.839 
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12.816 


.13.451 


13.710 


16.666 


HEM3B1 002041 


64.539 


34.426 f 


51.061 


22.611 


27.241 


31.364 


25.209 


28. 240 


HBiBBI 002042 


108. 989 


70.252 : 


244.087 


61.596 


54.097 


58. 195 


45.407 


53.478 


HEMBB1002O43 


45. 022 


36.752 


179.777 


48.242 


21.779 


25.603 


30.919 


28.446 


HEliBBI 002044 


13. W 


2.012 


5.797 


1.053 


1.982 


1.313 


3.432 


2.045 


HEMBB1 002045 


289. 530 


197.322 


441.790 


43. 182 


150. 349 


206.083 


108.290 


M8.515 


HEMBB 1002049 


35. 193 


24.481 


83.015 


26.999 


19.710 


27. 535 


15,278 


24.921 


HEMB61 002050 


37.095 


16.954 


49.110 


12.868 


13.580 


16.690 


9.422 


14.540 


HEMBBlO0205t 


36.389 


19.655 


68.218 


18.665 


8.800 


22.352 


16.403 


17.616 


HEIBB1O020G8 


75-935 


30. 174 


53.312 


27.588 


23.758 


28. 553 


40.522 


36.664 


HEIIBB)0020G9 


213.038 


176.212 


471.114 


127.141 


113.252 


145.813 


82.555 


84.929 


HEHBB)002Q75 


42.631 


31.316 


161.071 


28, 782 


21-239 


25. 996 


13.087 


18.589 


HEMBB1002079 


16.958 


10.592 


' 15.974 


7.658 


4.913 


11.054 


12.405 


9, 170 


HEMBB1002060 


43.775 


32.579 


72.576 


24.001 


9.827 


28.608 


17.214 


17.433 


HE1IBB1002G&2' 


26.775 


8.257 


21. 193 


4.448 


• 6.280 


19.090 


464.903 


8.346 


HEIIBB1002084 


17. 127 


6.840 


43.925 


4. 043 


9.757 


28.316 


9.627 


6.512 


HEMBBia02D88 


90.318 


38.977 


65.816 


40. 755 


47.974 


81.367 


57.452 


75.281 


HEtfBB10D2092 


192.949 


59.522 


268.965 


49, 978 


47.797 


60. 595 


48.524 


38.080 


HEKBB10D2094 


127.875 


84.707 


379. 671 


89.068 


80. 779 


70.636 


38.807 


57.037 


HEMBB1002103 


29. 830 


9.3D7 


18. 867 


12.419 


117.011 


11.825 


10.555 


6. 133 


HEHBBI 002 109 


28.380 


23.579 


104. 568 


24. 307 


17.018 


17.089 


11.301 


21.844 


HEIiaB1D02U5 


71.073 


86.440 


117.523 


95. 976 


28. 307 


85. 908 


60.445 


114.378 


HEliBBI 002 120 


16.393 


10.090 


4. 147 


2.085 


3. 568 


9.594. 


4.954 


4.539 


HEIBB1002U1 


12.050 


2.757 


6.522 


1. 146 


2.007 


0.000 


1.999 


1.549 


HEHBBI 002 134 


784.781 


365.377 


605.805 


262. 168 


223. 204 


719- 592 


534.370 


450.949 


HEIIBB1002136 


109.220 


32.405 


75.010 


27.402 


26.278 


36.231 


38.283 


23.593 


H^1D02138 


17.812 


14.057 


17.210 


7.413 


9.287 


10.613 




9.644 


HEIBB1002t39 


51.267 


37. 549 


168.617 


27.467 


17.855 


27.091 


16.428 


23. 177 


HEIBB 1002 141 


82. 369 


29.424 


54.387 


14. 566 


15.214 


39.768 


33. 139 


22.856 


KEIIBB 1002 142 


70. 553 


42. 309 


156.252 


36.636 


14. 797 


26. 769 


15.277 


22.894 


HEIIBB1002t45 


40. 551 


16.Y63 


15.725 


8.229 


13. 984 


21.757 


14.873 


1^.5^5 


HEIIBBia02t52 


46,728 


36-893 


105.608 


55.422 


40.064 


25.225 


29.211 


42.935. 


HEIIIBB1002162 


40. 153 


34.008 J 


96.274 


29.709 


19. 847 


47.860 


22.055 


40. 550 


HEIIBBI002173 


53. 191 


41. 151 


147.055 


26.912 


34. 538 


16.431 


19.449 


25.327 


HEI(BB10021&9 


73.400 


88.057 


211.287 


73.810 


54.029 


46. 682 


45.749 


55.885 


HEUBB100219D 


33-242 


51.561 


233.972 


49.809 


19.665 


27.376 


13.129 


61.389 


HEHBBI 002 193 


69. 174 


22.324 


33.672 


10. 803 


18.423 


27.938 


24.748 


16.109 


HEHBBI 0022 17 


50.175 


37.602 


98.092 


38.769 


24.723 


33.043 


18.735 


39.436 




596.902 


2^2.867 


71Z.867 


191.461- 


186.314 


373.71 1 


195.571 


197-556 


HEHBBI 002228 


88. 583 


45.763 


205.932 


47.852 


46.693 


41.923 


37.485 


53.876 


HEHBB1002232 


56.752 


32.790 


128.643 


36.535 


28, 693 


32.710 


31.447 


41.940 


HEMBB 1002245 


. 31.084 


9.332 


17. 943 


11.049 


1 1.834 


11.864 


17.012 


14. 199 


HEHBB1002247 


151.502 


27.325 


64. 167 


10.018 


26.829 


62.501 


35. 734 


21.696 


HEUBB1O02249 


153. 327 


94.814 


380. 989 


101.573 


65. 579 


80.049 


62.653 


85.673 


HEHBBI 002254 


43.885 


36.756 


118. 582 


29.328 


19.323 


11.675 


12-693 


22.229 


HEIBB1002255 


8.633 


2.293 


14. 174 


8.771 


1.813 


2.385 


3. 358 . 


3.589 


HEHBB1002266 


5. 303 


5,716 


8,530 


6.222 


1.842 


2.404 


4.411 


2.295 


HEHBB1002271 


160.682 


46.654 


157.828 


58.291 


63.843 


72.913 


62.659 


73.702 


HEMB610022S0 


24.597 


13.246 


76.763 


13.976 


7. 742 


9. 196 


9.200 


16.479 




67.064 


21.27b 


52. 536 


34.388 


49. 938 


53.045 


1^3.030 


41.218 


1£HBB1002a00 


94.8tB 


28. 682 


50.102 


35.939 


13.923 


29.792 


25.245 


21.629 


HEHBBI 002302 


51.059 


31. 157 


28.441 


17.568 


17.905 


26.026 


22.516 


30. 501 


HEHBB100230B 


35.213 


49.812 


33.017 


23.300 


15.072 


17.296 


14.490 


16.293 


HE1BB1002316 


19.773 


a. 538 


19.354, 


3.667 


9.274 


9. 974 


8.613 


6.883 


HEHBBI 002326 


201-896 


126.797 


406.052 


154.628 


89.355 


85.970 


54. 052 


98-198 


HEMBB1D02327 


85.792 


48.221 


184. 126 


47. 724 


32.764 


29,959 


17.415 


34.542 


HEHBBI 002329 


69. 191 


21.714 


43.746 


25.618 


1^.775 


24.892 


32.481 


27.906 


HEHBB1002340 


18.233 


28.462 


. 7.730 


3.702 


3.055 


4.522 


2.914 


5.745 
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HEMBB1002342 


74. 746 


83.579 


169.482 


40.919 


23.495 


26.453 


33.215 


66.420 


KEliBB1D023S8 


149.857 


132.962 


286.214 


85. 160 


50.855 


67.546 


36. 624 


78.432 


HEIB51002359 


160.804 


77. 260 


219. 199 


68.995 


44.093 


58. 049 


35. 955 


51. 139 


HEIIB810023G4 


102.885 


74. 409 


188.270 


50. 973 


55.276 


45. 770 


40. 780 


59. 739 


HEMBB100235S 


152.074 


77.016 


248.465 


68.268 


81.100 


64. 637 


39.912 


60. 303 


KEM3B10D2371 


44.433 


12.342 


26.565 


13. 307 


36.600 


10. 553 


9.238 


5. 351 


HEMBB1002381 


134,427 


77.953 


207.310 


57.210 


48.215 


64. 049 


51.493 


77.629 


HEMBBIO02383 


164.205 


52.312 


94.064 


31.346 


31. 368 


30. 947 


43.038 


47.640 


HB1BBIO02387 


196.859 


164. 904 


235. 139 


49.485 


25. 102 


93.004 


52.536 


43. 092 


KBIBBI002409 


82.936 


49.978 


112.097 


29.207 


15.402 


3?.6t7 


36.064 


38. 132 


HBIBB1002413 


123.367 


87. 690 


361. 106 


87. 505 


57.485 


48.097 


23.254 


49.302 


HEUBd)002415 


87.091 


31.703 


92.595 


31.804 


23.352 


27. 293 


21.815 


24. 444 


HEJilBB100Z424 


13. 162 


19.511 


15.995 


5.848 


21.533 


16.980 


18. 246 


25. 253 


KEMBB1 002425 


84.086 


69. 689 


238.147 


62. 193 


36.928 


41. 171 


26.823 


47.957 


HEVBB1002427 


143.727 


26.894 


50.430 


25.865 


40.707 


52.937 


38. 610 


47. 517 


HEMBB1002442 


163.853 


121. 153 


501. 16B 


129. 909 


73. 231 


81.033 


47. 108 


287. 238 


KEMBB1 002447 


107.214 


80. 007 


214.338 


58. 963 


41.313 


60.452 


49. 159 


44. 523 


HBBB 10024 S3 


163,250 


- 93. 442 [ 


364.443 


93.027 


68.808 


58. 565 


46. 254 


58. 810 


HEMBS 1002457 


115. 756 


104. 520 


330. 657 


83. 026 


46. 720 


50. 971 


38. 415 


57.991 


HEIIBB10024S8 


18. 721 


11. 278 


23. 232 


9. 587 


7, 205 


6.051 


4. 559 


4. 343 


HEMB8 100246 3 


229,657 


146.001 


663.683 


193. 622 


138. 458 


104. 827 


52. 827 


1 10. 558 


HEIIBB100246S 


44. 210 


23. 316 


33.631 


20. 895 


17. 932 


26.471 


19. 122 


1 9: 703 


HEUffiBI 002477 


98. 948 


27. 813 


153. 875 


11.062 


36.071 


16. 072 


13. 791 


8. 347 


HEM8B 1002479 


23.249 


59. 003 


73. 224 


14. 014 


10. 084 


13, 246 


1. 980 


8. 949 


HEM3B1002489 


78. 748 


24. 690 


71.038 


31. 400 


39. 859 


43. 673 


44. 800 


75. 957 


HElfBB 1002492 


9. 080 


6. 989 


26. 130 


3. 092 


1. 453 


5. 606 


1.415 


2. 381 


HE1IBB100249S 


95.752 


104. 949 


301. 328 


60. 728 


72. 404 


45, 161 


24. 771 


61. 121 


KEIffiBlOQ2S02 


17. 132 


17. 856 


14. 643 


16. 170 


15. 224 


14. 056 


4. 504 


23.313 


HEISB 1002509 


0. 913 


2. 235 


7. 269 


4. 304 


0. 743 


1. 283 


1, 504 


6. 1 54 


HEIiBB1QG2510 


0. 732 


0. 000 


0 000 


1. 858 


0. 925 


0. 000 


0. 000 


0. 000 


HEHBBia02520 


249. 875- 


127.604 


585. 470 


169. 423 


138. 712 


90. 360 


100 598 


112. 828 


HEIffiBIQ02522 


24. 741 


27.480 . 


12. 342 


14. 142 


17. 452 


5. 861 


8. 292 


8. 541 


HEIIBBI0O?5?7 


63. 0?2 


61. 066 


87. 388 


46. 392 


29. 555 


37. 187 


£ 9. Die 


JD. U09 


HFJfBBf00253a 


72. 655 


45. 682 


83, 329 


21 . 750 


21. 479 


*»1 777 


AAn 111 


7 in 

oo. / lU 


jcuQainn7S31 

ICMOO 1 WVt 3 J 1 


40. 396 


18. 832 


10, 3D8 




Jt i}0 9 


ID. 1 m 


1 1 . oou 


ft 11^ 


h(EUBB10D2534 


78. 552 


49. 1 39 


154. 741 


66. 21 1 


30. 154 


46. 591 


28. 712 


37. n 2 




27. S09 


22. 843 


52. 264 


1 7, 646 


8. 234 


13. 078 


L 0. *t30 


t 9. 9 19 


KEliBB 1002544 


24. 012 


6. 185 


27. 814 


1 3 1 17 


39. 363 


15. 921 


9. 427 


1 4. 017 


HEMBB 1002545 


108. 234 


31. 929 


243. 949 


50. 972 


.16. 032 


40. 343 


31. 828 


1 3. 472 


HEMBB 1002550 


31. 850 


1 1. 452 


10. 668 


1 1. 228 


1 1. 049 


to. 100 


14. 262 


.14. 910 


HEMBB 1002555 


125. 621 


89. 607 


311. 607 


79, 974 


50. 209 


57. 837 


53. 696 


54. 119 


HEH6B 1002 571 


33. 047 


21. 526 


54.457 


14. 847 


25. 892 


21. 961 


5. 482 


18, 608 


HEMBBI 002579 


75. 252 


55. 132 


229. 479 


48. 891 


3 1 . 52 1 


43. 265 


24. 667 


31, 554 


HEMBBtO02582 


100.572 


56.574 


258. 453 


53.093 


45. 740 


39. 580 


26. 474 


45. 912 


HEII8B10025B4 


8. 325 


7.614 


13. 574 


6.883 


1.796 


7.655 


6. 183 


4. 955 


HElffi6l00Z587 


57.430 


44. 383 


60. 900 


47.981 


30.048 


30. 562 


19. 161 


20.854 


HEMBB 1002590 


IM.24t 


71 58^ 


179. 926 




28. 629 


43. 657 


33. 101 


34.032 


HEU8B 1002598 


278.617 


90. 944 


275. 018 


69.006 


68. 247 


114.505 


88. 149 


59.750 


HEliBB1002600 


17.618 


16.003 


23.907 


4.699 


9.726 


10. 133 


7. 945 


8. 940 


HEM6B10026D1 


67.910 


48. 188 


183. 948 


45. 346 


38.021 


37.423 


21.860 


33. 698 


HEMBB1O02603 


63.793 


43. 222 


141.343 


36.733 


28.849 


35.264 


22.033 


29.436 


HEHBBIOO2607 


64.941 


36. 284 


134.598 


39.424 


22. 220 


31.501 


. 15.575 


31.024 


HEIIBB1002B10 


22-852 


9. 200 


51.294 


16.832 


6.664 


12.856 


5.433 


6.515 


HEMBS1G02613 


85.026 


60.872 


161.891 


47.532 


36.559 


44. 841 


24.569 


31.062 


HEMBB 10026 14 


65.074 


30.721 


3&.m 


10.970 


15.910 


13.297 


10.461 


5.438 


HEMBB1002615 


230.370 


55. 581 


35.517 


11.758 


7.258 


46.064 


22.857 


86.789 


HEMBB 10026 17 


69.016 


67.288 


254.296 


42.530 


30.217 


36.395 


21.284 


37.688 


HEMBBI 002623 


92.506 


78. 124 


204.116 


60,739 


20. no 


48.078 


32. 253 


43.355 


HEMBB 1002624 


77.755 


27.026 


153. 976 


33.209 


25.309 


20. 104 


21,741 


24 .'486 


HEMBB1002631 


10.297 


18.892 


12.879 


14.916 


7.219 


5.864 


6.990 


n.537 


HEMBBI 002635 


88, 049 


68. 172 


141. 149 


41.853 


40. 290 


23.649 


21.781 


44.425 


HEMBB 1002644 


98, 956 


65.380 


26.659 


19.266 


9.200 


38.890 


35,668 


29. 597 


HEMBBI 002654 


127.571 


78.659 


51.653 


28.747 


32.125 


137.732 


315.048 


39.477 


HEMB61002661 


106. 501 


46.651 


47. 116 


19.470 


20.684 


30.561 


24.281 


118.028 



172 



EP1 130 094 A2 



Table 65 



LWOD lUUCDDJ 


inn 701 




inn nno 


36. 841 


24. 382 


35. 028 


41. 975 


18. 1 50 




1 ( 3. ceo 


1^1. UUo 


J9b. \)bf 


51. 235 


74. 731 


89. 130 


40. 814 


55. 262 


HcMoDlDOZDr r 


2. 206 


3. 466 


5. 138 


4. 981 


2. 314 


4. 033 


3. 301 


1. 422 


nbM0D)uOZ6o9 


118. 247 


69. 327 i 


247. 117 


55. 886 


44. 381 


26. 944 


27.017 


42. 278 


itMSB 1002684 


40.291 


21.056 ! 


46. 317 


17. 772 


9,039 


5. 460 


8. 120 


14. 377 


HEMBB 1002686 


30.893 


12.882 1 


26.031 


19.059 


3.146 


12.807 


18.055 


9. 131 


HEMBB1002692 


48.969 


24.335 t' 


52. 440 


29. 779 


19.960 


25.893 


38. 755 


15.268 


HEM3BT002693 


129. 7S0 


76. 886 


322- 740 


70. 620 


62.314 


67.760 


73,429 


39. 005 


HEMBB 10026 97 


41.673 


38.793 


25. 105 


8.999 


2.058 


7.613 


10.266 


29.797. 


HEMBB1002699 


223.756 


165.884 


369.080 


116.529 


77.378 


109.419 


79.393 


99. 532 


HEMBB1002702 


13.506 


15.782 


24.367- 


3.561 


6,434 


15.699 


13.253 


24.914 


HailBB1002705 


29.934 


20.276 


16.478 


21.230 


7.599 


11.487 


18. 202 


30. 589 


KEMBB10O27t2 


29.588 


10.805 


47. 572 


15.673 


13.434 


15.691 


7.559 


16.536 


1MR32100C028 


77.081 


39.937 


40. 934 


18.725 


8.281 


41. 195 


27. 733 


21.472 


IMjt321000031 


50. 644 


21.357 


34, 754 


22. 184 


15.786 


31.242 


22.705 


14.148 


IMR32 1000034 


76.518 


63. 230 


37.290 


51.243 


23.808 


43.858 


26.605 


67.455 


IUk^2idoo03d 


66.895 


68.bj7 


83.136 


36.653 


27. 339 


62.232 


57. 760 


88.100 


tllR321000044 


1.614 


0. 000 


0.000 


0.000 


0.000 


0.000 


1.970 


0. 000 


IMR321O00OS3 


131,633 


84.822 


66.499 


84. 753 


43,262 


73.363 


69.831 


80. 878 


IHR321O00085 


157.704 


34. 180 


42. 747 


11.752 


50.766 


66. 106 


54. 150 


47.424 


lilR321O00089 


52.645 


22.980 


31.408 


17,365 


13.731 


36.296 


27. 222 


10.181 


IHR3210D0091 


39.993 


32.664 


43.895 


41.311 


25.143 


35.002 


20. 444 


63.906 


LtVER1000004 


45.674 


30. 112 


69.445 


16.874 


11.073 


28. 505 


105.044 


24.660 


LIVER 1000008 


23.703 


14.444 


22.304 


9.381 


15.657 


274.776 


344.333 


11.282 


LIVER1000011 


107.957 


31. 187 


106.032 


30.434 


41.030 


41.256 


348.474 


63.939 


LIVER1Q00022 


402.839 


177.843 


270.232 


82.143 


125.292 


206. 780 


141.934 


124.260 


LIVER1 000025 


61.584 


42. 776 


172. 307 


36.300 


26,856 


33.045 


34.820 


42. 189 


LiVERl 000030 


62. 987 


24.034 


69. 275 


29.784 


17.581 


22.393 


5U 178 


22.556 


LIVER1O0OO45 


27.941 


4.859 


27.468 


7.384 


9,755 


14.426 


20. 651 


24,802 


LIVER1D00046 


180. 297 


117. 998 


24. 240 


23.527 


16.373 


7.466 


27. 795 


66.724 


LIVER 1000072 


24.097 


SI 964 


4.S76 


11.158 


7.657 


8. 260 


16.555 


4.898 


L1VER1 000077 


90.518 


39.165 


17. 306 


13. 193 


25.835 


52. 139 


348, 056 


37.505 


LIVER1000080 


17.084 


4. 918 


5. 980 


9.600 


2.294 


5.176 


6.495 


4.479 


L)V£R1000086 


' 82.711 


55. 169 


150.708 


18.858 


19.278 


176.018 


481.085 


27.747 


LIVER1000092 


61.883 


36.836 


116.592 


27.330 


16.80^ 


25. 266 


35.863 


24.160 


LIVER1OOO09S 


54. 562 


13.959 


104. 146 


23.878 


13. 158 


200.163 


137. 395 


5.508 


L I VER1 000097 


138. 286 


11.401 


12.265 


8. 127 


9. 389 


9.669 


32.751 


7. 159 


LIVER1000098 


58.055 


39.291 


47.410 


18. 991 


19.124 


20.338 


142. 508 


19. 104 


LIVERIOO01OO 


81.693 


64. 546 


94. 504 


29. 185 . 


18.588 


42. 254 


23. 727 


53.633 


L1VER1000101 


52.507 


16.303 


57. 500 


10.286 


8.662 


17.642 


6. 129 


27.273 


LIVER1O0D1O6 


46.259 


32. 121 


32. 438 


11.568 


9.377 


13.216 


102. 125 


16. 904 


LtVERIOOOlOB 


25.277 


50.565 


62, 172 


25.422 


16.819 


17.243 


38. 369 


18.508 


LIVERIOOOnS 


23.571 


18.673 


71. 367 


14.244 


11.023 


17.910 


427.625 


11.136 


LtV£Rl000t2O 


100.902 


21.640 


35. 183 


16.555 


26.236 


39.037 


87. 151 


16.249 


LIVER1O0O138 


69. 624 


27.584 


56. 479 


22. 794 


25.076 


42.015 


35. 937 


23.833 


LtV£R1000146 


107.757 


63.296 


209.735 


54.534 


42.231 


45.210 


254. 168 


42.466 


LIVER1000148 


141.467 


42. 327 


108,510 


37.031 


31.920 


62.584 


125. 466 


65. 728 


LIVER10CKn57 


97. 282 


37. 198 


50. 979 


49.952 


35.021 


43.954 


52.527 


43. 221 


LIVER1000161 


100. 902 


24.883 


57. 647 


28. 329 


31.562 


42.781 


89. 198 


30. 740 


LtVERIOOOlS? 


97.214 


29.093 


41.460 


25.700 


26.316 


112.706 


332.789 


30.702 


LIVER1000174 


53.927 


23.440 


26.353 


13. 595 


12.625 


36.580 


71.460 


10.512 


LIVER1000185 


49. 746 


20.428 


31.630 


13.964 


13. 391 


16.773 


16. 676 


14.878 


LIVERt000t87 


38. 332 


8. 211 


15, 200 


4.654 


8,084 


9.846 


567. 808 


8. 320 


LIVER1000190 


93.672 


29. 635 


50.518 


1^.812 


18.768 


23.709 


41.865 


11.496 


LIVERI000192 


141.875 


53.337 


99. 330 


32.936 


41.210 


79. 500 


128. 608 


47. 907 


MAUUI 000009 


99.035. 


77.266 


234. 005 


72. 924 


.40.612 


44.930 


25; 218 


35.909 


HAIMA1000015 


40.458 


7. 192 


19. 901 


13.017 


12.921 


18.315 


13.014 


8. 185 


HAWAtOOOOig 


62.999 


29.927 


150.049 


52.t)37 


36.450 


42. 958 


38. 148 


30. 172 


UAIMAI000020 


58.696 


30.055 


181.093 


40.615 


38.572 


34.176 


18.159 


20. 807 


UAIMA1 000024 


15.610 


5.08ft 


15.411 


7.263 


3.468 


11.652 


37. 950 


9, 224 


MAIHA1 000025 


53.706 


37.358. 


123. 944 


37. 766 


29.177 


24.650 


18. 530 


21.156 


MAIttAI 000043. 


170.220 


108.774 


290.077 


126.472 


100.059 


82.087 


70. 843 


76. 243 


MAiaU 1000045 


83. 118 


48.873; 


22. 107 


10. 125 


5.779 


15.440 


7.895 


8.811 


UAMUAI 000046 


1 1 7. 084 


44. 85f. 


285. 890 


66.458 


43.852 


36.388 


23, 428 


22.375 
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UAUMA1000055 


65.11B 


40.884 


57. 307 


29.859 


27.445 


33.405 


22.066 


23. 563 


MAIOiAl 000057 


170.331 


108.479 


421. 160 1 


00. 366 


84. 331 


77.475 


42.047 


55.847 


IIAMIA1O0O060 


79.698 


50.265 


153.313 


49.223 


28.927 


42. 539 


25.636 


52. 458 


UAIilA1O0OO69 


118.921 


35.010 


182.272 


48.764 


43. 720 


61.342 


45.357 


33. 115 


HAUiiA 1000084 


128. 354 


92.819 


277.404 . 


87. 542 


63. 176 


65.262 


34.256 


45. 092 


MAUIAIOOOOSS 


40. 1S9 


20.019 


40.606 


21.956 


13. 181 


18.822 


35. 347 


26, 209 


MAKMA1 000092 


77. 338 


37. 915 


167, 474 


43. 988 


16. 101- 


26.961 


15. 531 


22. 390 


MAMMA 100 0096 


55. 344 


38.495 


38. 888 


25, 605 


1 1. 893 


44. 990 


24. 784 


25. 160 


UAIfllAlOD[k097 


62. 546 


54.694 


52. 522 


52. 269 


24. 807 


65. 730 


25. 787 


23. 298 


UAWIAIflODIO? 


57. 585 


32. 797 


91. 551 


31. 689 


19. 430 


26. 892 


22. 353 


16. 842 




63. 752 


26. 301 


89. 530 


30.004 


12. 188 


31 709 


11. 461 


14.718 


unmiAinfinmc 

llnMVl I UUU 1 VO 


37, 91S 


23, 228 


90. 795 


22. 075 


14. 445 


24. 686 


1 6, 649 


17 569 


nnni i7 


90, 3vJ 


CH. 3U£ 


43. 190 


22. 445 


T MO 

ID. 1 4U 


77 dlA 


1 5 4R7 

1 3. ( 


13, C 03 


u&iaiAi nnni i r 

HnJMA 1 UJUl 1 o 


\r\A ICQ 
1 VH, i DO 


30. Haa 


fl? R?9 
0 J. occ 


0. Od J 


7 A f\1Q 
L't. UJ3 


A9 71 1 


jO. \iQL 


41 949 


MAMMA 1 UUUl^s 


i7n ccc 
1 r U. 003 


75 9*;fi 

t C. CQ9 


Qfl All 

JO. O 1 0 


jiQ Q7n 


CC. 1 0 1 


30. f 03 


•;n 1 Q7 

3U. 1 3 f 


14. 30/ 


u A miA 1 rtn nil? 


be. 4ia 


£3,U3U I 


ii nc 1 

JJ. UD 1 


on 717 

Cv. 1 1 S 


14. 310 


04, 000 




14. lU 1 


HAlHA 1000134 


1U&. bZ2 






Qn cm 


ici. Tdo 


7C C AC 

rb. 390 


AC IOC 
4b. j£3 


60. 360 


HAIHAlDQOUS 


TO CCC 

/8. Dbb 


A"? "icy 


OD 1 70 




tt T7t 


M . bUl 


^0. o4 1 


1Q ion 


HAiAIA 1000141 


30. 121 


20. 528 , 


CO. 150 


13.910 


5. 510 


14.314 


i c. VcU 


IS. 748 


MAWiA 10001 43 


16. 647 


8. 003 j 


A ^ 707 

4) . 1 !lf 


0 CQn 


9, 949 


10, 059 


4. O40 


8. 280 


MAMUA1000150 


1 A O i A ft 

128. 128 


259. 413 


21. 844 


28. 777 


86. 623 


42. 827 


51.840 


42. 986 


MAMUAIOOOISS 


205.031 


88. 642 


291. 247 


1 10. 884 


80. 817 


97. 755 


63. 045 


78. 585 


HAIIMA1000163 


43. 643 


3B. 898 


57. 239 


22. 848 


21. 852 


41. 672 


1 1 . 036 


10. 618 


MAMMA1000I71 


141. 225 


46. 928 


265. 745 


98. 189 


60. 007 


66. 037 


34. 872 


50. 109, 


HAIttlA1000l73 


103. 027 


21. 955 


68. 080 


33. 572 


25. 668 


45. 271 


40. 340 


52. 609 


HAUtAl 000175 


19. 316 


8, 683 


7, 950 


4. 550 


3. 535 


7. 894 


5. 974 


4. 015 


Al AMfU i 1 AAA i A ^ 

UAUlAIOOOlES 


57. 490 


35. 830 


148. 702 


42, 892 


23. 250 


2 3. ~ 680 


2 1 . 050 


46. 992 


UAMUA 10001 91 


88. 722 


31 . 449 


40. 834 


26. 064 


22. 392 


26. 766 


36. 253 


27. 729 


llAIIIA1000t92 


53. 467 


25. 096 


30. 205 


28. 380 


21. 975 


101. 288 


1 ton 

128. 339 


44. 025 


ttAIWA1000193 


83. 93B 


36. 823 


36. 83B 


29. 409 


18. 9D5 


35. 131 


35. 059 


36. 667 


iJlBlMJA 4 AAA 4 AA 

HAIIIIA1000198 


1 32. 127 


93.^50 


347. 292 


70. 840 


49. 278 


62. 924 


38. 858 


66. 720 


UAMHAI 000204 


64. 455 


59. 079 


71. 789 


26. 771 


29. 275 


55. 156 


62. 132 


49. 295 


UA)i(AlOOOZ07 


45. 771 


62. 052 


52. 332 


19. 986 


16. 418 


37. 618 


225. 196 


1 8. 506 


UAWA 10002 14 


100. 292 


62. 311 


1 A n not 

289. 223 


62. 541 


32. 825 


57. 748 


32. 755~ 


39. 770 


MAMMA 1000220 


91. 389 


23. 816 


43, 034 


13. 919 


12. 649 


42. 421 


29. 143 


20. 494 


MAHMAI 000221 


39. 338 


35. 855 


11. 931 


39. 315 


9. 426 


18. 802 


27. 741 


17. 121 


UAMHAI 000226 


65. 096 


20. 174 


11. 901 


1 1 . 838 


17. 236 


23. 487 


43. 016 


24. 801 


UAHMA1 000227 


94. 333 


64. 156 


183. 365 


82. 763 


58. 478 


66. 811 


43. 961 


53. 250 


MAHMA1000230 


116. 378 


47. 908 


□ 7 oca 
3/. OOS 


47. 2 18 


38. 1 96 


CC ion 
bb. ;la0 


7 1 79C 

11. fcb 


07 717 

3/. icf 


HAMIA100UZ4I 


53, 737 


03, 1 ft 




cn Die 
bU. olb 


3 1 . 230 


CI 01 o 

bl. o39 


' IC c*>c 
30. 343 


t t 770 

CC. 1 (Q 


MAMMA1DD024» 


107. 413 


Ho. 4oo 




^AA A7Q 


51 . 682 


Ob. \}\f 


93. (03 


1 VO. 330 


HAIflU1u0D24S 


tnc A79 


BO. 411. 


tAt 077 
inc. QCf 


7C AKH 
f D. 400 


c 1 7no 

3l . fXiC 


1 in 791 


7n ccn 


cn 07 0 

OU. 3fO 


u AtMiA 1 nnni c I 

HAIHAIDODZbl 


lie Atll 


4f . Coo 


SnQ tan 




At CQ7 

Hc. !>y f 


(17 onx 
3f . 3U4 


1^ i;79 

34. 3/ c 


3 1 . U 1 3 


IIAiMAl000Z54 


At 1 C 1 

43. lb 1 


cU. S lU 


1 14. Uol 


iU. 345 


□ CQQ 
S. 053 


9. OOb 


3. j4D 


10 no A 

34 . U44 


HAMHA lUUUfSr 


1 AO 7Q 1 


7n 1 1 ft 


hl. occ 


IVH. 443 


04. jO f 


194 fi71 
Its. 0 < 3 


70 77n 


1 1 R ini 

110. 1 U J 


■/UMVMUUU£D£ 


10. 33£ 






"3? Vie"" 

^L. 3 1 0 




IS 51*1 


40. OU3 


35 SIC) 

3 3. 3 13 




39. 3J£ 




124. 043 


44. 847 


29 456 


2 L 390 


22. 61 6 


37. 039 


■nSHA 1 UUUc D D 


33. *tf D 


28. 959 


1 22. 654 


35. 663 


27.018 


24. 021 


20. 212 


38. 284 


yAiaiAinnn77n 


142. 968 


64. 234 


270. 948 


75. 022 


64. 750 


68. 1 30 


64. 006 


73. 994 


ll/UHRn 1 WuC 1 1 


3 J . QU.) 


9 51] 


35. 682 


12. 139 


16. 1 39 


24. 236 


26. 722 


26. 433 


uiyu A innno 77 

MAJMn 1 ItUUC 1 t 


55. 407 


16. 435 


98. 448 


19. 751 


12. 725 


33.047 


23. 839 


33.012 


MAMMA 1000278 


40. 286 


13. 365 


19.395 


9.730 


12.609 


20.423 


25. 204 


22.237 


HAMMA1 000279 


68.6G1 


36. 984 


173.379 


46. 809 


34.441 


42. 500 


26. 143 


48. 597 


MAHHA1D00283 


55. 199 


27.095 


46. 168 


22.395 


15. 870 


21. 308 


16,298 


18. 504 


MAMHA1000284 


76.726 


67.676 


42: 784 




34. 586 


47.651 


39. 169 


48. 342 


MAMMA1000287 


73.583 


58- 725 


142.953 


39. 301 


31.007 


27. 370 


29. 006 


35. 599 


MAMMA1000294 


457.450 


361. 106 


313.407 


116.696 


112.848 


343.951 


155. 948 


100.375 


MAAttA 1000298 


31.731 


25.511 


41.413 


16.220 


16.320 


14.676 


22.043 


20. 205 


HAWkA 1000302 


109. 379 


58. 532 


280. 880 


69:156 


44. 790 


36.788 


28. 220 


40.861 


MAWIAI 000303 


67.505 


14. 147 


18.804 


11.073 


33.859 


26. 599 


30. 177 


30.810 


HAMIAI000305 


32.363 


19.693 


108.733 


15.375 


12.695 


14:455 


13.353 


15.189 


HAMMA1 000307 


279.600 


75.098 


397.421 


75.020 


45.244 


68.757 


131.117 


116.800 


UAMMA1000309 


11.679 


39.455 


13.529 


3.502 


3.904 


8.895 


10. 500 


5.744 


HAlAilA1OO0312 


22.645 


50. 288 


9. 368 


4. 180 


3.450 


4.882 


7.079 


7,576 
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UAIBIA1000313 


^9.577 


69. 550 


54. 317 


10. 741 


60. 526 


42. 964 


18. 206 


37.303 


MAUMA1O0O331 


80.910 


48.868 


139.047 


33.811 


22.564 


15.207 


18. 580 


21.385 


HAMilA1O00335 


54. 800 


22.399 


33.190 • 


18.244 


16.273 


30. 688 


26.611 


30. 790 


liAMMAl000339 


63.222 


40. 948 


83. 679 


13. 158 


20.941 


22.134 


20.026 


10. 739 


UAMHA 1000 340 


57.438 


34.708 


164,958 


32. 922 


28.610 


23.069 


18.858 


23.519 


MAIMA100Q346 


78.099 


102.955 


374.737 


55.033 


32, 546 


66.256 


22. 303 


23. 575 


MAINArO003S6 


152.238 


116.086 


454. 516 


67.232 ' 


34. 525 


47, 884 


22. 865 


61. 267 


HAIWAIOOO^SB 


34. 367 


56.332 


15.362 


15. 091 


16. 743 


17.405 


19, 545 


7. 358 


iiAiiyAiflnn^fiO 

HMRUIA 1 UUUODU 


71. 104 


74.351 


246.244 


43.414 


24. 093 


24. 945 


14. 842 


14. 739 




101. 653 


93. 468 


230.215 


73. 577 


45. 022 


37. 236. 


37. 987 


42. 992 


mnBamn I UUUaDO 


71 inji 

fill uo 


19. 232 ' 


39.013 


11 717 
.It), f If 


?1 711 


30. 739 


77 All 
CI . 010 


1? Ak^ 

Jc. 403 


MAHaA 1 UUU HU 


1 f 1 . 00 r 


108.830 i 110.466 


An QAQ 

OU. 


3£. Ul 0 


7Q ?KK 

( 9. LDO 


^7 A77 


9A7 Bin 
C4 1 . 0 1 U 


lAMMAIUUUJf 1 


inn KA'i 


32.223 


80.873 


MO. 




Q1 71Q 

9 1. f j9 


*i7 fiA7 


AR ^OQ 
to. 399 


AMMaIUUUj/ C 




114.326 


6Q9.068 


JU. 1 JO 


70 Qitn 


fln Ron 

OU. 09U 


34. 031 


07 ^na 

9 1 . 3U!l 


MAMMA )UUUJS9 


79 f\7A 


60.911 


238.462 


^n nfs 1 
*tu. uo I 


in. 3£o 


11 lA 1 
J 1 . JO 1 


LL . **Do 


i(C CD 1 
43. DO 1 


UAUUA inono Oil 


1 1 Q QCC 
I 10. 033 


69.094 


105.789 




3U. U39 


33. Jo9 


if . J 9D 


1 7 09C 
it . 0Z3 


u AUun 1 nnn? DC 




44.493 


34.493 




10 m c 


97 COC 
LI . 033 


9yl 9 CO 
£4. £09 


17 A 1 9 
1 ( . 44 J 


MAMiA1uDQ4UZ 


IOC flOC 
1 £D. U63 


107.637 


256. 584 


CO if 1 c 
00. 4 1 3 


ii c ceo 

S3. 009 


0 1 . 400 


iU. 44u 


in OA 1 

ju. y4i 


UAUUA l/IAA^n^ 

HAAmIAI00(/4D3 


of . 330 


6^.749 


208. 574 


04. 03/ 


At. C7Q 

45. 3/ a 


AA 700 

44. /ys 


99 7 1 n 


vl9 900 

42. zjy 


AMMAluPu41D 




43.539 


94. 207 




1 9. 880 


9 9 C7 0 


1 C 97 9 
ID. Lie 


21 . 003 


UAUUA 1 nnnA i ^ 


^n coo 
JO. otS 


13.370 


70,418 


1 7 1 A9 


1 9 9Q9 


1 C 9 0 1 


1 1 COO 


1 C ICO 

13. ibi 


UA im A 1 nnnA i a 
IAnHA 10004 14 


IOC ccn 


111.622 


81.672 


1 C 779 
ill 


CI COQ 
31. 3£0 


14. 349 


OH 9 1 J 
to. £ 1 4 


19 SCO 
1 0. 030 


uAiHil i hnnA^c 
HAMMA10004ib 


1 fS, 8d4 


103.793 


427.214 


in7 oflo 


(AC OQQ 


101 /t A 1 

1^1. 44 1 


— lie tiAf\ 
33. U4U 


HA CC7 

o4. bb 1 


UAUJA 1 Ann it 9 t 
MAMiA 1000421 




73,475 


307. 780 


7A Oil 1 


c c ni7 

33. Uj f 


AQ AQQ 
43. 430 


J4. M 9 


AC A09 

4b. 4o£ 


UAUUA 1 AAA 49 9 

MANttA10U04Zc 


12. 0 14 


14.628 


30. 167 


1 r 1 nft 
lo. lUU 


1 1. b f 3 


99 A A 1 

cc. 44 1 


10 9A^ . 
\ 0. &4J 


ca 01 1 
34. o3 1 


UAAIUA 1 nAAJ*t9 


34. 100 


22.150 


69. 677 


10 AC 1 

I0, 4ol 


10 0 1 c 
1 0. ol 3 


1 c e A c 
1 3. 043 


0 cnn 


8. 869 


u A iBj ■ 1 nn n A 4 A 

IIAIIIA 1000424 


9. 330 


4.056 


36. 234 


0 17 1 


n Q7 1 

U, 9f 1 


9 7CQ 
C. f 09 


U. f 43 


— 7 b&i 
. f . l^t 


IIAMMAlO0D4Z9 


3(9. 321 


219. 603 


317.414 


1 CO coo 

1 38. 9Z9 


1 cn 770 
1 30- f ( 9 


9 OA inn 


] 9b. lb 1 


i AO CIO 

143. 613 


HAMIA 100043) 


143. 825 


79.993 


27fe.497 


09 A no 
82. 499 


C 0 AAC 

52. 49o 


DO. 42t> 


i9 9 97 

AS. ii r 


DO. 733 


IIAMMAIU0043Z 


55, 212 


17. 117 


24.472 


28. 083 


1 7. 360 


33. 881 


07 C A 7 

If. b4» 


29, 615 


MAIB1A1000437 


89. 375 


88. 947 


265.572 


60. 025 


69. 835 


45. 195 


30. 823 


31.510 


MAIflU 1000444 


120. 017 


124.234 


477.772 


1 15. 966 


65. 200 


66. 888 


31 . 943 


88. 274 


MAJBIA 1000446 


50. 201 


66. 027 


41.406 


8. 991 


18, 971 


29. 395 


7. 985 


37. 220 


MAUUIA 1000449 


81. 386 


41.427 


180.761 


40. 414 


25.983 


35. 232 


23. 109 


27, 942 


EUMAI 000457 


47. S62 


13.862 


15.095 


11. 981 


7. 566 


21. 142 


12. 971 


10. 872 


KAIMAt 000458 


34.485 


13.749 


22.864 


12. 116 


U. 199 


18.881 


15. 924 


iO. 046 


HAMMA 1000468 


8. 23S 


7.843 


6.029 


5. 004 


5. 503 


8. 258 


7. 138 


1. 618 


MAMttA1000472 


250. 243 


67.964 


110.774 


68. 614 


73. 186 


111. 758 


88. 016 


79. 409 


UAIAIA 1000473 


54. 174 


16. 506 


40.489 


16. 002 


17. 450 


26. 506 


1 /. /41 


13. 900 


UAHHAI 000477 


77. 316 


50. 237 


238.943 


56. 460 


38. 807 


19 77C 

jZ. 77b 


36, 436 


35. 332 


MAMHA1 000478 


201. 293 


157.097 


495.514 


127. 872 


82. 832 


77 AAA 

f f . 444 


AD 90C 

49. Z3d 


86. 763 


HAMIA 1000483 


107. 340 


74. 564 


252.463 


60, 824 


31 . 055 


44. 1 98 


A A 1 C7 
44. 10/ 


87. 443 


UAUUA ^ AAA JQA 

MAWIA 1 0004 !ID 


1 4. 473 


14.066 


16.023 


1 9 >toc 
1 Z. 4i>b 


D 9n9 


1 C C Cil 
1 3. 0 34 


1 1 noi 


19 OA A 

It. J44 


UAIAIA 1 Ann Jdc 
MANIA 10004 9 b 


iL. 130 


10.554 


20.693 


1 n C7C 

1 U, 0 t D 


10 n?n 


10 9fl9 
1 9. COC 


1 1 ?flA 


11 Jin 
1 J. 4 lU 


MAWMIOUUgUU 


li. U Id 


17.584 


49.151 


13. 1 uo 


11 Q 1 ^ 

1 J . 3 I *i 


t 9. UOO 


1 1 noA 


99 QnA 
cC. 9U4 


UAlitiiAl AAACAl 

■AHMA 1 UUU9U 1 


1 ifv. D J 1 


102.490 


468.793 


1 \m. I 1 0 


fi7 7fil 
or . r 0 1 


83. 834 


""it. 446 


oo. 3 1 C 


UAuyA 1 Anneni 




4.085 


3.866 


1 004 


1 005 


3 


4 005 


3. 248 


■nMMA 1 UUU3UU 


201 452 


115-279 


151.434 


56. 847 


78. 502 


149. 780 


99. 352 


64. 059 


UAiMiAinnnmn 


70. 898 


18.432 


60.927 


39. 187 


33. 327 


42. 829 


40. 993 


33. 1 27 


UAIMIAinfint^l'i 
mnHMn 1 UUU 9 1 9 


43. 323 


3Q.031 


85.637 


35. 744 


18. 805 


21.837 


19, 339 


17. 922 


UAHIAIQDOSIfi 


74.742 


48,811 


148.307 


43. 45^ 


18. 059 


'34. 061 


19, 122 


26. 985 


HAMMA1000522 


53. 273 


23.845 


132. 197 


22. 861 


14. 594 


24.776 


12,095 


27. 578 


MAIIIA1000524 


130.806 


51.389 


266. 529 


71. 558 


50.972 


73.691 


47,484 


55.510 


HAIIIA1O00528 


38.579 


27.136 


46. 940 


35.839 


15.860 


29.316 


19. 300 


24.797 


KAMMAI 000534 


32. 603 


20.088 


33.950 


10.973 


7.185 


10.580 


7.972 


10.180 


MAIIMA100D541 


165.518 


58. 806 


85.648 


63.188 


27.705 


52.036 


46.200 


39.018 


MAMMAI 000550 


119.597 


203.059 


41. 184 


24. 393 


5.859 


48.433 


765, 194 


63,005 


HAIIMAIOOOSSE 


31.963 


15. 056 


15. 588 


8.634 


11.294 


15.698 


21.467 


16. 597 


UAIfilAI 000559 


57.738 


31.181 


242.155 


29.443 


19.030 


26. 908 


13.520 


41.571 


MAIMAtO00565 


118.770 


30.318 


289.829 


37, 509 


33.728 


38,720 


18.344 


26.847 


UAMMAI 000567 


77.050 


44,379 


224.645 


48, 804 


41. 102 


56.039 


36.496 


63. 529 


MAMMA 1000576 


271.038 


180.600 


661.565 


221. 987 


157.443 


1 32.385 


93.679 


129.843 


MAMMA 1000582 


54.936 


43.406 


272.366 


14. 342 


18.896 


29.395 


46.333 


40.210 


MAMIA1000583 


90.692 


51.67(1 


147.945 


34. 905 


17. 175 


23. 177 


19.077 


40.824 
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MAMMA100C5S5 


89. 865 


50. 008 


288.673 


52.259 


29.243 


39. 188 


24.088 


46.734 


MAMIAI000587 


47.955 


U. 789 


58. 279 


12.415 


6.584 


14.410 


15.734 


6.826 


MAIMAI00059I 


77. 705 


38. 280 


81.784 


28.019 


20. 094 


28. 578 


24.299 


19, 949 


KAMIIA1000594 


194. 593 


94.384 


488.898 


91.064 


59.244 


55.681 


43.577 


75.029 


UA1IIIA1000S97 


496.923 


264.906 


751.536 


96.294 


121.433 


306.397 


199.968 


160.426 


HAMIA1000605 


324. 584 


183. 667 


990.246 7 


09.555 


135.844 


158.096 


97.598 


149.183 


I1AIHA10Q0612 


68. 113 


22.051 


42.999 


14.074 


19.294 


41.220 


29.460 


15.713 


IIAMU10006M 


580.099 


136.874 


402.890 


69.022 


127.803 


309. 892 


249. 344 


194, no 


MAMIA 10006 16 


2.590 


16.442 


13.809 


1. 109 


3.01) 


7.5O0 


3.036 


3.188 


MAMUA1000621 


19.258 


12.723 


14.307 


13. 200 


5.971 


12.028 


11.561 


11.081 


MAIMA10006Z3 


60. 189 


23,285 


25.913 


12.057 


10.543 


23. 327 


19.218 


20.667 


MAIMA1000625 


651.334 


249.117 


346.876 


55. 944 


192,671 


373,924 


300.473 


274.263 


KAWCA100Q635 


4.459 


2.994 




2.883 


0,000 


4.118 


5.584 


9. 542 


UAIMAI 000643 


24.259 


51.698 


115.511 


47.881 


17.554 


52.330 


16.308 


38. 448 


UANMAI 000646 


72.487 


111.121 ' 


22.868 


9.213 


27.074 


81.604 


46.659 


34,048 


HAMMA1 000652 


152. 920 


94.568 ' 


319. 943 


76.610 


67.817 


87.605 


. 41.747 


77.720' 


UAMUA 1000657 


116.830 


41.097 


278. 504 


38. 131 


36.289 


67. 327 


34. 224 


32. 593 


MAIMA1000664 


48. 908 


37. 993 1 


133.863 


25. 712 


16. 308 


21. 135 


14. 102 


35. 215 


MAMHA 1000667 


77. 285 


24. 312 


99. 732 


25. 027 


29.493 


43. 769 


22. 193 


24. 502 


MAjWA 10006 68 


42. 561 


28. 100 


54. 970 


17.454 


18. 336 


50. 398 


38.233 


26. 553 


MAMMA 1000659 


22. 797 


14. 382 


57.803 


14. 670 


6. 337 


12. 841 


7. 392 


1 2. 088 


MAMMA 1000670 


66. 748 


22. 566 


46.836 


26. 498 


25. 826 


33. 332 


38. 768 


39. 130 


MAiniA1000672 


128. 331 


25. 209 


67, 913 


35. 252 


28. 783 


64. 713 


38. 934 


40. 592 


MAMMAIOOOBdl 


66. 397 


40.677 


32.249 


14. 404 


13. 181 


26. 710 


30. 054 


37. 359 


MAMIiA10OO6S4 


85. 908 


107. 381 


66. 100 


35. 992 


32.881 


41. 006 


36. 719 


77. 834 


MAWIA1 000696 


165. 293 


107. 442 


551. 458 


130. 714 


88. 510 


70.985 


43.857 


55. 551 


iAMHA1000702 


82. 316 


25. 689 


52. 797 


22. 639 


22.884 


48. 899 


39. 297 


29. 636 


HAMMA10D0706 


81.416 


25. 442 


34. 529 


20. 432 


15. 562 


39. 909 


33. 303 


25 371 


IAlAiA1000707 


128 277 


17. 100 


51. 835 


15 001 


33 473 


48. 628 


46. 555 


■ 24.07S ■ 


iilAliiAi0od7i3 


75.265 


59. 677 


109. 995 


3V. 970 


i5.§75 


33. 874 


30. 149 


39. 491 


MAWA 10007 14 


228. 366 


288. 017 


246. 261 


56. 045 


25. 380 


80. 480 


51, 219 


64. 569 


MAIilA 10007 18 


98. 208 


92. 149 


245. 750 


79- 940 


49. 064 


50. 180 


40. 223 


49. 032 


iAMMA10DQ720 


158 737 


1 1 1. 227 


446. 586 


101. 175 


73. 612 


78.021 


29, 904 


60 252 


iAIIIAI 000723 


64. 930 


49 053 


148. 2B6 


40. 276 


28. 805 


19. 434 


18.845 


24. 7fi4 


iAMUA 1000731 


31. 516 


11.3^7 


68. 834 


12. 436 


11. 755 


7. 989 


7. 536 


7. 367 


MAMMA 100073? 


121. 291 


56, 513 


230. 064 


68. 746 


51. 582 


53. 763 


35-440 


49 335 


MAMMA1 000733 


24. 525 


14. 171 


58. 717 


16. 852 


7.153 


14. 100 


8. 585 


10.632 


MAIMAl 000734 


113, 01 1 


127.466 


142. 152 


102. 345 


44. 860 


84. 456 


43. 098 


98. 01 1 


MAIAIA1 000736 


142. 978 


48. 490 


130 520 


34. 595 


40. 252 


73.418 


82. 810 


69.461 


klAMMAIOOOy^d 


1 10. 304 


61. 504 


28.831 


38. 642 


18. 942 


31. 735 


48. 926 


35. 128 


HAHIA 1000744 


140. 264 


94. 669 


281. 287 


76. 261 


79. 000 


63. 977 


43. 557 


40. 380 


MAMHA1000746 


26. 385 


50. no 


37.264 


16. 895 


10. 790 


35. 280 


3. 177 


11.010 


MAHMA 1000748 


73. 879 


36.619 


52. 587 


30.957 


36.810 


46.899 


25. 359 


24.846 


HAMIA1000751 


42. 505 


27.882 


58.087 


44.924 


28.537 


43.075 


32. 581 


61. 052 


MAIBIA1000752 


55. 785 


55.799 


193. 100 


53.436 


25.798 


29.655 


21.969 


44.384 


MAMMA1000757 


314.709 


210.547 


536. 246 


187.416 


161.327 


151.926 


112-625 


152.076 


MAm 1000760 


218.937 


178-377 . 


534.346 


131.736 


100. 173 


95. 443 


58. 158 


91.220 


MAMIA10O0761 


147.993 


73.793 


349. 399 


85.319 


65.436 


75. 180 


43.310 


63.428 


HAMMA1000775 


75.873 


25.684 


170.040 


34.150 


30.063 


20. 938 


15.825 


18,992 


HAMHAI000776 


101.206 


81.986 


253.211 


57.436 


51.043 


51.597 


28. 394 


33.452 


MAMIAI 000778 


71.839 


47. 596 


214. 100 


42.749 


28. 124 


29.701 


17.866 


26.497 


MA1MA100D7B1 


67.901 


30.437 


97.580 


26.658 


23.265 


29.056 


17.488 


26.972 


MAMIAI 000782 


286.062 


55.796 


174.951 


84. 753 


88,062 


151.891 


90. 446 


86.369 


MAMHA1 000784 


135.655 


91.366 


264.154 


67.248 


65.127 


26.625 


29.991 


78. 501 


MAMIA1000788 


143.478 


49. 979 


98.983 


34. 503 


30. 600 


55.026 


29.032 


45.210 


MAMMA1 000798 


62.822 


41.315 


139.860 


37.055 


26.873 


27. 100 


11-942 


32. 539 


MAIMA100080Z 


132.633 


86.328 


341.638 


75.811 


64. 234 


64. 772 


38.532 


61.561 


UAMHAt000810 


150. 779 


88.200 


372.241 


99. 538 


80. 592 


81.887 


42.150 


57.891 


UAMHA10008t3 


31.571 


14.636 


31-497 


9.531 


9.356 


14.627 


12.633 


10,718 


HAMMA1000814 


197.602 


134.253 


279. 885 


107,679 


82.142 


99.046 


64,626 


62.091 


UAMMA100d824 


65.693 


^ 21.502 


64.020 


38.421 


35.405 


29.268 


31,671 


38.813 


HAMMA1000827 


146.098 


70.894 


157.448 


47.656 


39.428 


44.524 


33.051 


44.519 


MAMMA1O00831 


55.332 


19,954 


29. 847 


13.557 


9. 407 


21.580 


16.602 


5.497 


MAMKA100083d 


39.583 


28. 962 


39.815 


28.681 


49.251 


39.669 


14.663 


19.273 



176 



EP1 130 094 A2 



Table 69 



MAHMAI 000839 


157. 898 


1 38. 792 


503. 964 1 


13. 084 


86. 648 


85. 964 


57. 386 


102. 963 


UAM1A1000641 


44. 843 


37. 288 


50.074 


28. 351 


19. 319 


37. 537 


13, 012 


20. 655 


HAkMA 1000842 


174. 347 


36. 747 


169.008 


44. 926 


48.610 


78. 492 


50. 804 


35. 389 


MAUIIA1OD0&43 


8.643 


4. 650 


14.084 


4.758 


. 2.185 


6. 547 


5. 283 


1. 757 


itAIQlA1000845 


40.044 


33. 955 


33.012 


21.488 


15.747 


23. 310 


17.728 


15.607 


HAIUA10D0851 


197. 033 


79. 321 


307.054 


96.446 


73.025 


75.853 


98. 526 


72. 039 


UAMttAI 000854 


66.648 


33.221 


63.298 


17.429 


20- 157 


33.288 


22. 320 


21.685 


MAMMA10008SS 


10.264 


4. 185 


17.702 


3.794 


3.995 


2.454 


9.158 


3.568 


NIAUIAI 000856 


186.269 


40.945 


84. 561 


27. 973 


38. 378 


82.629 


60. 529 


25.726 


ilAlMIA1000859 


64.234 


121.939 


60. 662 


34. 958 


42. 945 


39. 557 


20. 320 


33. 032 


MAMIAI 000862 


40. 107 


21.345 


23.693 


16.808 


28. 277 


22.661 


14.238 


14.693 


MAMMA1 000863 


98. 576 


70.285 


234.996 


67.796 


55.216 


72.466 


36.802 


70.885 




1. 106 


0.000 


0.000 


0.000 


2. 321 


0.000 , 


0.000 


0.000 


IIAMIA1 000867 


46.228 


24.216 


64. 376 


21.736 


17.699 


18.758 


10.742 


6. 964 


MAMMA 1000875 


124.814 


80.537 i 


231.558 


88.627 


57.015 


82.859 


46.826 


53.611 


HAMMA1000875 


87.475 


35.523 ! 


94.191 


19.763 


21.466 


42.434 


27.201 


24.439 


MAMMA1000877 


201.968 


107.716 . 


538.232 


164.333 


86.827 


114.380 


80- 171 


97.872 


HAtHA 1000878 


99.671 


67.833 


257.022 


71.323 


29.066. 


47. 487 


36.714 


37. 365 


MAWIA 1000880 


76. 396 


60.884 


153. 335 


45.836 


17.649 


44. 996 


19.238- 


35.353 


MAMHA 1000881 


63. 646 


33.072 


177.731 


43.034 


30.410 


31.086 


12.184 


38.045 


MAMMA1O00883 


71.807 


24.931 


43. 109 


16.630 


18.675 


40. 320 


44.419 


55. 440 


MAIMA1O00897 


88.465 


0.000 


7.404 


0.000 


. 0.000 


0. 000 


0.000 


0.721 


MAWA 1000838 


380.818 


62.977 


134.846 


45.311 


63.221 


164.332 


122.071 


52.933 


MAMtAtOOOSGS 


97. 555 


63,528 


161. 117 


57.777 


42.205 


50.312 


28.216 


42.710 


MAiMA1O0O9O6 


5?.78S 


33.146 


125.096 


29.019 


13.531 


29. 380 


16.982 


14.930 


MANHA1000908 


30.597 


19.222 


40.351 


11. £84 


5. 445 


10.392 


13.459 


11.612 


HAMHA1000911 


9.952 


29.425 


3.938 


9.963 


1.886 


7.419 


5.350 


126.406 


MAMMA1000914 


82.184 


23.137 


69. 228 


20.659 


18.111 


35.329 


22.616 


18.859 


MAMIA1 000920 


92.123 


62.032 


37.205 


16.675 


15.550 


47.235 


47.680 


26.801 


MAMHA1 000921 


107. 169 


69.026 


207.821 


102.347 


60. 403 


64. 787 


35.902 


77.424 


KAHMA 1000931 


211.796 


140.234 


424.498 


95.390 


40.229 


51.643 


49. 349 


95.211 


MAHHA1000940 


145.411 


82.982 


268. 876 


70.972 


55.532 


61.420 


51.119 


60.328 


UAIMA1000941 


182.800 


134.847 


509. 857 


131. 193 


79.478 


106. 7J7 


53.292 


91. 187 


MAIiatAjobd942 


195. 078 


123.131 


446.428 


117.435 


68. 234 


90.801 


63. 506 


75.814 


MAIilA1D00943 


196.926 


99. 988 


558.754 


109.551 


89. 006 


81.092 


51.063 


85. 533 


I1AWIA1O0O952 


161.019 


97.081 


355.265 


78.330 


98. 779 


104. 172 


79. 021 


36.980 


UAHHAtO00956 


43.741 


16.217 


14.918 


11. 103 


5,840 


41.230 


24.471 


6.893 


MAWAI 000957 


35. 532 


53.065 


225.645 


64.794 


42.610 


47.323 


34.337 


45.567 


HAMMAI 000962 


281.600 


192.048 


781.958 


204.962 


120.611 


123.900 


84.354 


140.995 


HAWIAI 000366 


151.087 


157. 5S8 


417.591 


111.282 


64.746 


81.685 


51.694 


78.953 


MAIHA1Q00388 


21T.975 


107.043 


313.251 


58. 469 


41.964 


45. 044 


41.392 


63.998 


. ltAMMA1OO0972 


18. 150 


48.148 


119.482 


22-427 


18.041 


15-672 


12.870 


33. 135 


IIAIMA1000973 


36.667 


18.879 


24.787 


11.758 


12.527 


19. 441 


17.828 


22.312 




44. 972 


19.058 


38.995 


20. 137 


30.793 


22.864 


65.817 


45. 398 


MAH(A1000975 


122. 625 


67.075 


215.981 


70.671 


60.470 


91.475 


60.614 


81.173 


UAMIA1000979 


81.612 


102.452 


145.415 


68.435 


53. 443 


56. 902 


38.749 


89.759 


MAMKAIO0O9d6 


118.211 


39. 368 


239- 204 


68.513 


49. 208 


56.431 


42.354 


94.152 


MAMMAI 000987 


81.466 


50.679 


249.660 


43.686 


35.580 


49.753 


23.004 


41.997 


HA1MA1 000988 


150.907 


68. 191 


242- 562 


63.946 


34. 252 


81. 162 


48.528 


86.723 


HAIttAI 000994 


101:984 


21.000 


41.248 


21.154 


26. 136 


43- 152 


44. 373 


50.523 


UAIOIAI 000998 


166.669 


75. 193 


3B7. Ill 


91.202 


105. 673 


107. 213 


56.957 


84.216 


IIAUIA1DD1003 


73. 580 


37.252 


146.092 


47. 279 


34.315 


35. 674 


26.101 


59.032 


UAMMA1001007 


. 3.055 


0. 000 


5. 547 


0. 000 


1.411 


3. 633 


0. 800 


0. 000 


UAMIA1001008 


40. 892 


31.048 


65. 220 


38.501 


74.831 


33.859 


47.979 


31,121 


IIAIfilA1001013 


135.486 


126.855 


372. 544 


93.280 


57.270 


58.674 


44.237 


52. 328 


MAMIAIOOIOM 


85. 681 


25. 36) 


77,414 


32.516 


25.227 


20. 809 


35. 346 


16.624 


IIAIIIA1001021 


93. 867 


49.224 


180.659 


41.205 


34. 542 


34.975 


35.352 


29.726 


MAMIA1001Q24 


141.736 


49.918 


229.735 


52.670 


41.069 


54.541 


41.726 


36.711 


KAiBIA1001Q25 


13.661 


8.964 


12. 310 


5.843 


13.733 


6.698 


•4. 305 


5.091 


HAUMA100I028 


36.353 


24.719 


14.061 


10. 363 


34.518 


16.233 


15.746 


11.316 


IIA]IMAI001030 


33. 596 


27.602- 


35.295 


20.296 


15.861 


14.989 


25.031 


23. 535 


IIAIAIA100103S 


235.880 


125.555 


517.898 


181.208 


U9. 149 


129.655 


96.375 


134.509 


MAMiA1001036 


133. 350 


45. 689 


152. 344 


60. 632 


47.114 


60.433 


40.803 


40. 973 


MAMMA1001O37 


180.87^ 


100.457 


403.651 


52.277 


55.761 


72.026 


38.313 


51.826 
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MAM»A)0OID38 


26. 248 




150. 69^ 


32.729 


5. 309 


10.436 


15. 903 


27.263 


yAimAiooi04i 


113.237 


27.602 


43.846 


32.708 


45.924 


47.820 


46.929 


16.614 


HAIMA10O1043 


218.483 


23,847 


68. 163 


22.306 


10.449 


41.046 


45.779 


31.087 


UAIWAIOOIOSO 


157.361 


80.096 


220.216 


71.548 


69.197 


49.684 


13.493 


49.872 


MAIflAA 100 1054 


102.456 


62. 728 


134.003 


63. 324 


43.343 


21.184 


38. 007 
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54,055 


19.297 


24. 594 


8.408 


18.280 


19.024 


14.880 


18. 482 


IIAMIA1002230 


131.172 


96.706 


345. 936 


76.632 


50.164 


62.315 


■ 35. 205 


65.871 


IIAUU10022a3 


40.299 


20. 503 


27. 780 


14.645 


13.380 


24.157 


18.866 


16.294 


HAiniAIG02234 


16.951 


13.815 


19.450 


7.251 


4.128 


10.631 


13.812 


19.438 


MANNA 1002 2 36 


50. 642 


23. 553 


50.683 


14. 162 


51.817 


24.897 


29.324 


44.837 


MAMNA1002243 


88. 955 


30. 943 


38.127 


26.451 


21.889 


37.268 


32.369 


10. 849 


HAMNA10O2250 


101,569 


23.851 


171.031 


56.513 


74.300 


48.863 


11.431 


66. 114 


UAIiNAt002253 


515. 155 


161.871 


322.750 


80.630 


175.660 


370.878 


217.429 


157. 155 


liAiaiAt002267 


129. 167 


239. 800 


180.046 


95.357 


56.654 


98.387 


72.076 


331.998 


HAUNA1002266 


36.456 


16.771 


39.216 


17.501 


24.043 


16.873 


' 20. 704 


13.929 


liAyMA1002269 


27.848 


6.625 


13.419 


16.093 


10. 154 


9.666 


6.915 


4.535 


MAHNAI0022B2 


53.648 


58. 269 


178.298 


38.160 


60. 059 


34. 106 


22.977 


37.892 


NAiaiA1002292 


62.491 


17.873 


48. 526 


22.803 


16.647 


14.012 


30. 027 


30.270 


MAUIA10D2293 


236.280 


162.513 


481.000 


154. 526 


85. 449 


104.060 


60. 152 


54. 729 


HANMA1002294 


110.705 


24.664 


124.002 


35.492 


33. 138 


43.853 


25. 143 


19.816 


NAiaiA1002297 


66.424 


40.774 


88.229 


32. 940 


16. 125 


21.061 


14.524 


17. 505 


HAMHA1 002298 


104.368 


30. 772 


64. 493 


24. 071 


29.853 


40.308 


35.653 . 


29.912 


HAIHAI 002299 


102. 764 


41.185 


67.139 


29. 656 


30. 944 


33.813 


19.722 


23. 248 


KAHHAI 002308 


69. 299 




86. 503 


30. 668 


29. 756 


27. 771 


17.935 


16.223 


MAMMA1O02310 


494.257 


272. 509 


645. 571 


186. 588 


219.463 


344.867 


183.571 


203. 149 


HAlHA10023n 


151.653 


60. 941 


315.707 


69. 190 


66.700 


63.609 


50.563 


40. 723 


HAMHA1002312 


79. 548 


35.483 


113.839 


34. 110 


19.878 


36. 852 


19. 114 


16.993 


MAMIA10023j7 


98.094 


32. 026 


188.632 


45. 170 


46.365 


46.409 


41.391 


20.920 


MAUIA1002319 


141.320 


69.599 


218.472 


74.218 


50. 463 


59. 927 


44. 261 


42.418 


UAI«A1002322 


144.393 


65.401 


253.730 


67.857 


46. 931 


25.375 


51.-002 


- 44.826 


MAMHAt002329 


49.002 


17. 163 


28.349 


17.067 


21.239 


27.218 


20. 223 


13.611 


MAMIA1002332 


55. 840 


30.915 


137.766 


47.492 


35.312 


32.956 


23. 130 


16.413 


MANHA1002333 


75.478 


17.882 


32. 309 


19.280 


28.576 


31. 145 


41.629 


17.637 


IIANHAI 002335 


171.866 


50. 373 


149.587 


S4. 778 


40. 357 


18.695 


38. 972 


26.410 


tlAlMA1002339 


91.741 


62,618 


152.049 


63. 915 


53. 097 


48.035 


33. 591 


31.797 


UAMHA1002347 


98.915 


55. 800 


120.784 


40. 550 


55.929 


33. 327 


45.235 


27.501 


IIAMMA1D02351 


70.045 


22.016 


35.600 


18.333 


20.122 


33. 583 


21.722 


19.631 


MAWAI 002352 


52.143 


17. 786 


22.690 


23.069 


12.412 


24.411 


13.818 


11.949 


IIAIBlAt002353 


128.336 


52.78S 


144.030 


46.481 


46.561 


36. 806 


12. 132 


34.575 


HAMHAI 002355 


46. 995 


34.505 


123.684 


29.737 


22.025 


29. 352 


6. 766 


22. 664 


KANUAI 002356 


40. 901 


21.732 


86.932 


22. 189 


25,451 


22.826 


13. 215 


18. 951 


MAMIA1O02359 


276.825 


92.529 


330.418 


168. 428 


142.084 


59.794 


89.656 


51. 182 


1CAMHA1 002360 


42.725 


25. 740 


. 47.382 


16.661 


18.409 


9. 982 


9.481 


12. 121 


MMIAI 002361 


152.118 


88.131 


201.317 


50. 907 


41.767 


51.778 


26.886 


27.245 




39. 281 


22.592 


119. 094 


21. 154 


14,517 


i3.579 


14.318 


19. 590 


IIAHMA1002367 


142.252 


7S.b67 


50.909 


48.285 


31.065 


65. 479 


50.201 


210.780 


KAHNA1002371 


119.755 


66.644 


278.090 


138.658 


42.317 


49.599 


32.494 


49.257 


ltANMA1O02380 


90. 587 


47.691 


161. 105 


38.559 


31. 139 


36.350 


34.696 


25. 229 


UAU1A1002384 


90.935 


85. 538 


249.278 


71. 113 


46. 508 


40, 126 


29. 975 


44.417 


IIAIttA1O0238S 


13.712 


7. 306 


6.051 


7.420 


3.720 


9.699 


8. 116 


7.609 


HANHA1O02390 


119.086 


26.468 


66.535 


12.989 


40. 464 


53.956 


37.080 


19.518 


HAM1IAIO0239Z 


90.573 


32.273 


97.224 


19.547 


21.438 


25.503 


20.868 


14.255 


HAMHAI 002396 


167. 171 


132.603 


370. 476 


113. 135 


82. 112 


77.745 


28.921 


53.900 


UAUKAI 002399 


73.011 


45. 586 


115.522 1 33.773 


19. 180 


17.808 


26- 587 


22. 269 
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lUOMA 1002400 


10. 797 


7. 113 


11. 587 


4.041 


5. 847 


4.732 


4.516 


4. 194 


MAMIIAI0024O9 


93. 810 


75.886 


50.232 


41.725 


30. 159 


43.673 


520. 771 


70. 327 


MAIilAI002411 


81. Ill 


34.713 


76. 973 


23.185 


26.301 


31.997 


16.725 


1 1- 902. 


MAMKAIQ02413 


199. 0S6 


68.034 


377. 354 


55.454 


56.059 


50. 318 


26. 763 


38.961 


MAM(A10024ir 


30.976 


26.195 


58. 136 


15. 593 


17.649 


14.266 


7.765 


11.383 


NAMMAl 002427 


87.721 


47.715 ! 


208.629 


48. 123 


38.391 


40. 117 


26. 156 


31.585 


KAMHAI 002428 


108.360 


83.671 


293. 146 


88. 263 


84, 156 


51.786 


57.518 


57.126 


MA1NA1002433 


90. 843 


23. 726 


38. 263 


19. 586 


19.565 


44.397 


36.529 


25.042 


MAIMAI002434 


117.152 


72. 024 


272. 1 1 3 


68. 694 


66.706 


54.616 


45. 191 


46.511 


MAIMA 1002446 


102.855 


36,748 


90.796 


22.955 


36.351 


49.598 


42. 676 


12.897 


MAiaiA1002447 


77.962 


49.457 


171.445 


42.653 


21.446 


36.510 


25.929 


27.967 


IIAIttA1002454 


314.500 


201,950 


539. 572 


188.845 


118.797 


99.696 


72. 794 


103.951 


I1AMUA1002461 


204. 6B1 


47.899 1 


153. 652 


28. 137 


56.943 


63. 968 


55. 245 


• 48.401 


UAMU1002463 


130.489 


40. 148 


72. 551 


25.^45 


31.969 


67.395 


41.920 


28.713 


MAMMA 1002464 


94.697 


34.520 1 


44. 484 


18.573 


24, 045 


50.857 


37. 103 


17.415 


MAHaiA 1002466 


27.080 


25. 120 ! 


36. 208 


16.549 


16.920 


44.337 


37.029 


13.891 


MAMUAI 002470 


66.277 


10.542 


19.623 


14.778 


9.384 


20.022 


21.241 


15.324 


MAMMA1 002475 


35.982 


26.009 . 


77.707 


23.670 


24. 685 


10.963 


12.591 


26.386 


MAMA10D^48D 


85. 34i 


46.419 


144.499 


40.755 


50; 788 


48. 101 


35. 187 


30.058 


MAIMA10024SS 


256. 024 


56.235 


75.461 


32.978 


72.095 


120.038 


77.311 


49. 943 


MAMMA1 002494 


66. 749 


23.381 


164.418 


25. 376 


48. 947 


43. 135 


11.733 


14.401 


MANMAI 002498 


58.032 


20.346 


24. 265 


12.932 


13.125 


2S.950 


19.794 


5.551 


kAkllAlb02^^4 


73.62i 


20,842 


11.923 


21.047 


20.268 


27.749 


12.366 


14.645 


HANHA1002530 


82.789 


19.903 


43. 603 


13.551 


9. 151 


28.535 


27.989 


12.505 


HANHA10Q2S38 


101. 182 


27.725 


28, 460 


21.181 


31.900 


45.529 


26.380 


25.658 


HAMMAI 002545 


131.415 


100.020 


322. 993 


72.173 


54.265 


23.145 


30.820 


51.328 


MAMUAldA2^54 


Si.03i 


30.923 


62. 549 


16.548 


18.644 


38. 344 


32.052 


17.411 


MAUU1002556 


201.613 


62.773 


211.073 


70.139 


99.337 


37. 921 


45. 357 


46.536 


MAMMAt002561 


199.748 


128.004 


586.968 


135.854 


118.280 


54. 740 


81, 217 


51.656 


MAHMA1O0256S 


57:918 


43. 508 


20. 564 


13.434 


36.930 


27. 532 


51. 392 


uim 


MAIMA1002S66 


29. 155 


16.405 




3.460 


1.967 


13.518 


5. 709 


5.318 


MAMMA1002S71 


73.034 


22.187 


37. 154 


25.594 


6.079 


28.030 


19. 946 


20. 955 


HAIMAI002573 


218.479 


62.669 


183.544 


61.350 


46.029 


113.781 


65.617 


60. 521 


MAIIIA1O02576 


109. 821 


18.498 


33.802 


10.617 


22.515 


43. 283 


55. 199 


26.452 


MAMMA1002584 


244. 467 


197.626 


384.879 


79. 185 


103. 251 


112,917 


113.914 


151.642 


MAMHA1 002585 


133. 865 


28.963 


56.983 


17. 186 


16.306 


13.727 


51.687 


25.753 


MAMMA 1002586 


67. 168 


39.043 


34.775 


15.656 


19.252 


29.596 


35. 555 


19.945 


MAMMAt002S89 


98. 120 


25.567 


26.638 


16.923 


18. 956 


18.249 


16.364 


12.591 


HAMMA1002590 


268.176 


57.804 


202. 329 


36.278 


77.487 


180.923 


123.883 


42.552 


MAMMA1002593 


131.425 


64.951 


130.257 


54.131 


23.515 


55.983 


37:410 


36.272 


MAMMA1 002597 


76.091 


50.352 


131.097 


33.606 


42.551. 


25.425 


36. 396 


34.764 


MAMHA1002S98 


89. 190 


45. 133 


59.324 


58.225 


35. 339 


68.531 


47. 164 


70.246 


HAMHA1 002603 


122.932 


40.124 J 


155.801 


51.366 


48.672 


98,075 


64. 732 


66.103 


MANHA1O02612 


330. 999 


152.583 


441.574 


105.503 


112.754 


1/5. 106 


98. 853 


99.475 


MAINA1002617 


363. 139 


211.631 


557. 764 


145.485 


146. 250 


203. b52 


110.009 


118.254 


MAMMA1O02618 


90.423 


66.208 


129.807 


53.454 


46.096 


53.758 


43.899 


55.854 


MAIMA1002619 


34.076 


14.223 


23.292 


10.350 


14. 540 


15.236 


12.465 


13.642 


MAMMA1002622 


112.756 


60. 308 


263.518 


46.461 


43.508 


41.984 


32.044 


52.630 


MAMIA1002623 


89.689 


68.083 


149.811 


64.401 


102.215 


102.611 


54.682 


73. 325 


MAHIA1002625 


83.660 


44.949 


94.038 


26. 154 


32.540 


34.5t6 


38. 497 


28.162 


MAMHAt002627 


9.090 


2.616 


7.631 


2.675 


0. 000 


3.940 


7.852 


8.826 


MAIHAt002629 


111.050 


96.279 


397.433 


77.573 


45.933 


89.752 


53.737 


108.399 


HA«BIA1002631 


50.470 


10. 960 


11.524 


6.679 


3.741 


10.219 


10. 741 


11.301 


MAMMAI002633 


32, 234 


20.386 


37.729 


16.053 


9.358 


12.456 


8.681 


32.169 


MAIMAIO02636 


59.898 


50. 529 


142. 123 


25.014 


15.348 


18.150 


38.018 


22.608 


IIAMHA100Z637 


58.583 


21.541 


11.323 


5.892 


14.789 


18.069 


26.406 


22. 104 


HAMMAI002646 


55.442 


29. 770 


36. 308 


23.176 


15.750 


18.816 


26.997 


38.809 


MAMIAI 002648 


49.661 


48. 800 


69.217 


43.621 


64.730 


39. 438 


38.742 


48.014 


HAIUAI 002650 


15.384 


6- 907 


9. 595 


4.820 


3.958 


6. 140 


8.225 


6.042 


MAMMAI 002652 


61.935 


69. 556 


44. 994 


60.882 


59.089 


42.135 


62,414 


54.651 


MAMUA1 002655 


49.617 


25.105 


13.568 


11.569 


8. 462 


23.347 


10. 991 


22.157 


MAMMAI 002662 


122.410 


44.430 


94.335 


34.850 


32.770 


58.417 


41.476 


39.910 


MAMMA 100266 5 


236. 733 


190.056 


600. 904 


183.784 


112.684 


133. 133 


101. 570 


153.369 


MAMiA1002671 


89.496 


41.823 


60.274 


25.563 


20.577 


25.452 


50. 459 


40. 518 
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IIAMIIA1O02673 


94.294 


135. 347 


302.435 


85.978 


16.544 


122.876 


58.765 


72.402 




169.486 


32. 550 


50.424 


32.013 


39. 987 


85.564 


80.699 


45.058 


UAMtA10026S5 . 


25.020 


18. 401 


21.785 


11.312 


11.628 


3.402 


5.660 


25.002 


MAIiMA1Q02692 


7,274 


9.361 


3.697 


10. 386 


2.003 


4. 100 


3.302 


9.849 


MAiaiA1002B9a 


66.711 


52. 339 


15.641 


32.934 


10. 671 


20.167 


32.429 


30. 795 


MAHIlAt002B98 


39.272 


32. 200 


43.657 


33. 153 


4.354 


11-796 


12,328 


34,409 


MAIMAt0O2699 


18.348 


10.645 


5.272 


3,333 


2-314 


3.625 


12.679 


6.883 


MAMIAtOOZrOI 


66. 193 


107. 821 


326. 150 


82. 189 


33. 993 


57.919 


29.820 


55.144 


MAMCA1002708 


232.250 


119,730 


163.846 


75.850 


65. 245 


76.116 


103.624 


109.697 


MAimAt002711 


128.862 


01.834 


359. 100 


05. 535 


79.020 


75.543 


26.135 


61.975 


HAMMA1002712 


55. 151 


50. 304 


36.811 


8.507 


18.857 


25.978 


44.085 


47.001 


ttAkaiA1002716 


32.821 


37. 741 


37. 674 


23.554 


^13'. 366 


39. 383 


49. 740 


33.088 


KAHUA1 002721 


128.620 


78.060 


360. 516 


86.920 


49. 826 


57.925 


48.4^1 


76. 576 


MAIII1A1002723 


57.425 


45. 775 


59. 116 


53.954 


27.853 


31.646 


28.039 


37. 993 


IIAMlAtD02727 


4. 194 


5. 317 


4. 081 


4. 586 


3. 879 


1. 579 


6. 885 


6. 203 


HAIfllA 1002728 


45. 508 


63. 239 


134. 784 


49. 369 


17. 238 


32.733 


26. 228 


67. 828 


HA liiA 100274? 


486. 871 


191. 088 


183. 567 


79.031 


108. 740 


257. 374 


156. 771 


126. 280 


UAMUA1 002743 


17. 914 


25. 779 


65. 317 


19. 354 


14. 843 


12. 214 


24. 184 


22. 277 




70. 172 


- 65 184 


190. 550 


59. 599 


40. 023 


33. 273 


23. 675 


53 ggi 


AMMAiod^ir46 


14, 967 


8. 271 


6. 293 


9. 1 16 


3. 957 


9. 800 


1. 039 


7. 01 1 


UAIBIA10D?748 


53. 355 


180 9B8 


171. 425 


25. 271 


3, 510 


13. 742 


1 1. 775 


23. 747 




64.093 


69. 489 


189. 499 


44.022 


29. 371 


1 5. 039 - 


15. 85? 


30. 299 


liAHlA1Q02758 


25. 835 


7. 240 


9. 756 


5. 507 


5. 640 


9. 500 


11. 968 


9 


IIAttlA10Q27&2 


65. 824 


58. 122 


104. 988 


33. 940 


18. 696 


86 679 


92. 471 


84.012 


HAIfliAl 002764 


104. 828 


95. 058 


295 803 

L J w 4 U 1/ u 


59. 465 


52. 006 


47. 508 


45. 629 


48. 337 


MAIilAT0027&S 


81. 926 


54. 425 


1S5 685 


56. 838 


25- 634 


30. 254 


22. 519 


36-212 


IUUiA1002769 


20. 078 


9. 052 


33. 997 


9. 878 


15. 366 


12. 293 


19. 431 


15. 797 


IIAMIA1002771 


92. 652 


248 038 


91. 136 


106. 297 


36. 324 


95. 235 


52 022 


929. 910 


lAWA 1002 775 


51 . 236 


37.084 


125. 540 


30 088 


37. 975 


21, 242 


25!"69r" 


74 387 


IUlMA10077ftO 

niAJMlIn 1 UU£ 1 ou 


23 190 


24. 572 


73. 778 


29. 564 


12. 337 


13- 199 


6. 027 


1Q 17^ 
19. 1 r 3 




75 728 


28 066 


76. 753 


28. 366 


26. 053 


26. 045 


1 3. 885 


11 QAA 

■ JO. 9***l 


IIAIIIiAiaQ?79S 


17.412 


"3. 178"" 


14. 907 


9. 264 


2. 359 


6.615 


10. 136 


1 Q Q71 

1 9. 9£ 1 


llAUUA10Q779fi 


"28 59Ei 

CO. 990 


78 190 

CO. 09U 


48. 340 


1 3. 930 


16. 360 


14 774 


11 A^A 


' 19 ^09 
1 3. ru9 


■AJBWI 1 UUlOUS 


C3. 130 


I 0. lOU 


JU. lev 




9. 9JJ 


A7 7K0 


71 117 


1 1 /177 
1 J. '♦3c 




Q*t. •♦J ) 


7A ^RA 






49 335 


7Q 1 7'i 

C3. ICO 


1 1 701 


in AflQ 


UAMiAinn95tn7 




A7 A7^ 


1 C**. UDW 


J 9. ta** 


m 78A 

9 1 . COO 


"XA 


71 7fi^ 


Afi 1 7't 


IfAUUATftfl^lll J 


Co. vi o 




111 RRR 


IR AftR 


lA 7(17 


1 9, ^99 


77 IiClfl 
CC. JsM 


11 ^10 
J3. 909 


MAUUAI Dn9Jtl7 
n/UMn 1 i/ii£0 1 f 


ft 71Q 


Ifl AA^ 


6 577 


'"4.036 




7 74n 

C. £*tU 


8 ni8 


11 17a 




1 5. 173 


5. 049 


24. 747 


14. 605 


7 415 


9. 432 


16. 038 


'\ 111 
3. 1 1 1 




91 438 




185. 761 


75. 492 


49 491 


1 1 1 835 


311. 632 


111 117 


UAlfllA 100283 3 


90 875 


71. 138 


237. 238 


50. 345 


44 6g9 


47. 222 


25. 094 


46. 080 


II AiaiA 1002835 


28.488 


23. 244 


28. 102 


14. 935 


9. 604 


12.597 


16. 302 


12. 709 


MANIA 1002838 


84.752 


56. 692 


166.200 


49. 694 


30. 237 


32. 930 


It. 628 


26.416 


IIAIilA1002842 


98. 706 


53- 519 


151.675 


23. 902 


32- 033 


41 . 236 


27.950 


47. 227 


IIAIilAlO02843 


76. 343 


31.051 


107.479 


18. 190 


24. 282 


30. 456 


19.401 


13. 727 


MAMIA 1002844 


311.853 


139. 150 


228.560 


66.881 


72.282 


201.758 


152,946 


94. 166 


MAMMA 1002845 


4.464 


5.631 


16.258 


13.028 


3.642 


8.306 


5.338 


22.843 


MAMUA1002857 


77.604 


209.913 


23^.780 


167. 148 


50. 200 


1?8.2S8 




278.807 


MAIAIA 1002858 


113.809 


319.730 


662.654 


523. 500 


84. 144 


532-413 


382.518 


1000.090 


MAIB1A1002863 


108.297 


33. 190 


66. 980 


38. 305 


26. 112 


45.735 


86.883 


51.987 


MAHUA 1002868 


55. 375 


102.643 


253.035 


92.062 


91.774 


46.567 


38.439 


58.468 


MAMHA1002869 


85.453 


22-923 


80. 058 


19. 164 


22.933 


26.217 


42. 600 


30.859 


MAiMA1002871 


28.097 


6.998 


5.660 


1.523 


3.087 


7.477 


5.467 


1406 


HAAMAI 002875 


20.954 


16.542 


18. 160 


22. 628 


23.110 


21.099 


24.952 


32.949 


MANUAIOd^Syd 


13. 3W 


u.m 


9.446 


6.359 


8. 5ti6 


13. 2^^ 


30.077 


23.108 


MAIMA100288Q 


46.288 


35.830 


71.009 


12-119 


12.813 


15.447 


20- 107 


22.354 


HAMIA1002881 


57.225 


55.154 


238.977 


25.333 


27, 378 


18. 964 


34.053 


52.410 


HAMIAI 002885 


87.039 


28.425 


35. 323 


14.016 


29. 952 


34.101 


61.975 


26.2/1 


HAWtAI 002886 


398-174 


39.003 


88-205 


52.831 


26. 325 


197.562 


39.216 


20-561 


MAIHA10Q2887 


45. 505 


7.809 


7. 548 


7-024 


9-966 


8.271 


13-675 


5.111 


MAMMA1002890 


65.426 


61-707 


153.034 


36.444 


19.739 


. 40. 974 


38.649 


41.029 


MAMMA1002692 


58.445 


53.672 


210.646 


36.086 


31-508 


36.186 


13.729 


35.746 


HAMMA1002893 


76.469 


18-593 


25.600 


5.864 


9. 192 


24.826 


20.585 


11.290 


MAMMA1002895 


33.029 


30.313 


81.523 


21.896 


10.20.9 


8.431 


11.614 


21.933 
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HANKA1002898 


88.538 


24. 524 42.725 


9.653 


16.551 


32.137 


42.359 


^0.615 


MAIMA1002905 


91.445 


39.095 I 72.714 


28.234 


32.209 


91.200 


60. 899 


51.358 


MAMMA 1002 906 


92.692 


27. 852 j 53.273 


26.259 


34. 130 


57. 141 


67.635 


26.917 


MAMIA10O2908 


77.656 


66.964 


209.054 


54.014 


54.429 


43.639 


58.626 


50.901 


NAMHA1002SD9 


57. 128 


123. 626 


654.652 1 


52.^77 


89. 304 


83.864 


61.550 


39.879 


MAMHAI0O2918 


55.362 


26.201' 


35. 298 


14. 931 


10. 960 


■19.166 


27.775 


29.119 


MAMMA1002925 


50. 571 


70. 116 


54. 395 


18.071 


27.814 


43.511 


11.984 


57.467 


UAIilA100292B 


105.041 


221.644 


119. 112 


66.217 


73.866 


245.600 1 


218.974 


550.265 


UAMMA100293O 


63.069 


38. 713 


147. 112 


32.243 


19. 181 


31.875 


24.698 


46.379 


MAWIA1002937 


207.866 


61.711 


89.764 


38,377 


38.050 


97.677 


156.876 


119.279 


MAJiMAI 002938 


34. 139 


1 3. 727 


21. 350 


7. 309 


10. 152 


15. 165 


14.230 


14. 534 


MAMIA 1002941 


18. 884 


30. 845 


50. 805 


19. 591 


7.699 


16.322 


11,528 


24. 529 


MAMtA1002947 


63.095 




46 623 


20. 590 


18.624 


28. 594 


29. 987 


39. 586 


MAMMA 1002964 


43. 981 


•17 7^^ 


111 Rifi 


22. 173 


11. 661 


25. 346 


15. 339 


28. 296 


MAMMA1002967 


37. 974 


If; flA<^ 


Li. ICU 


13. 527 


10. 663 


35.085 


22. 091 


25. 885 


MAMMA 10029 70 


178. 268 


}7A ICA 


c7^ can 

3 J J . 39l7 


20. 984 


97. 317 


92. 795 


66.069 


109. 854 


MAMIAI 00297 1 


99. 466 


TQ AR^ 


•in 71 n 


19. 662 


15.091 


40. 745 


37. 592 


51. 546 


iAMMA1002972 


83. 922 


iS, it f 


i;n oil' 

3U. 9 1 1 


16. 436 


12. 354 


42 113 


50. 137 


45. 819 


MAHMAiaQ2973 


n>.546 




J 1 0. 3 1 d 


45. 601 


38. 568 


34.6/6 


22, 903 


68. 699 


MAHMA1002979 


80. 771 


OnA IQfl 


997 9Bn 


56.459 


375. 745 


1 19. 386 


122. 750 


226. 538 


MAIUA 1002 982 


19. 895 


Q AQ'i 


T A 9n9 
1 4. i\)L 


6. 255 


0. 000 


0. 000 


0. 000 


5. 076 


UAUMA 1002987 


65. 397 


3U. 9 16 


ICC cn? 
1 9D. 3Ur 


28. 534 


30. 958 


22. 630 


16, 594 


36. 952 


AlHAldOSOd^ 


104.391 




19c Q^l 
1^3. 9i> J 


48.800 


36. 915 


48. 025 


45. 716 


47. 346 


MAIAU 1 003004 


41. 353 


luo, uas 


77J fi79 


111. 746 


92. 691 


59. 597 


33. 719 


77.654 


MAiaiA 1003007 


20 423 


51 9fiQ 


/ 3. '490 


16. 044 


8. 909 


15. 878 


6. 947 


15. 193 


MAUMA1003011 


4^.615 


Jr. 0^ 1 


£9. 134 


23.843 


21. 157 


, 33. 395 


48, 907 


39. 054 


MAftflU1003013 


65 088 

r V V * WWW 


CQ ? Oil 


49. 438 


27.289 


18 877 


31 768 


67, 950 


59. 419 


MAMMAl0030lS 


36. 817 




OQ 9 C 1 
09. £9 1 


19.826 


4.6/^ 


U.502 


6. 959 


10. 432 


lAIIIA 100301 9 


10. 025 




3. £44 


7.467 


2. 375 


6. 403 


3.225 


6. 184 




48. 046 


31. 761 


50. 515 


13.842 


17. 142 


19. 341 


28. 497 


20. 218 




26. 646 


14, 274 


3. 514 


8. 603 


6. 618 


9. 838 


11.161 


6. 781 


lUIBIA 1003031 


248. 219 


140. 526 


311. 997 


98. 494 


105. 194 


1 12. 752 


66, 462 


132. 570 


UAIAIAilUllftll 




27. 208 


130. 132 


44. 81 1 


42. 096 


33 806 


- 1 7. 555 


36. y 5? 


uAuuAiftninic 


102. 528 


49. 560 


45. 025 


30. 91 2 


25. 924 


64. 046 


42. 175 


56. 246 


UAuuAi nniniQ 


37. 382 


19. 822 


98. 219 


37. 555 


17. 115 


27. 935 


g g5g 


25. 906 


UAIMAIftflin^O 


76. 014 


95. 416 


243. 1 38 


114. 795 


84. 250 


59. 989 


42. 107 


100. 448 


UAIfUA 1 ntx'^nAA 
MrMMn 1 UU JUh'I 


7Q AAA 

1 *t^^ 


45. 91 5 


90. 545 


*tU. * U9 


71 171 


25. 258 


1 3. 745 


2 3 . 444 


uAiuiAinn^OA? 

MAIMA 1 UUOUl f 


17fi 340 


121. 483 


150. 100 


91.015 


100. 397 


168. 621 


175. 219 


122. 400 




26. 899 


0 C 9 1 

y. oil 


0 1 C D 
9. 1 0)1 


2. 907 


5. 679 


12. 149 


5. 016 


10. 003 


■AKHA lUU 


OO. D J 9 


OA Q77 


7C a ac 


21.811 


1 5. 758 


1 1. 937 


6. 277 


20. 034 




31 . 238 


1 J. 0 1 1 


ii. 1 £ 1 


15. 345 


7. 891 


17. 689 


3. 176 


18. 147 


MAIMIAI 003057 


68. 258 


0 3. 39D 


1A nm 


23. 862 


19. 335 


28. 373 


32, 521 


36. 634 


MAMIAI 00 306 6 


43.837 


46. 015 


1 17. 875 


31, 178 


1 1. 361 


17.068 


9. 179 


35, 831 


MAIMA 1003075 


16. 366 


■ 


i2 fi79 

<)£. Oc9 


10,374 


3.215 


6.56r 


i,433 


1 1 . 804 


HAiaiA10030B9 


49.867 


51.500 


220. 715 


36. 189 


24.057 


14.625 


14.530 


41.852 


HAMMA1 003092 


22. 129 


73. 102 


15. 615 


27. 304 


11.693 


9. 575 


15.966 


84.963 


MAMMA1003095 


8.240 


37.313 


24. 078 


8.354 


to. 123 


9.662 


24.609 


12.392 


MAMHA1 003099 


44. 094 


27. 545 


96. 117 


16.060 


12. 184 


15.519 


4.930 


23.720 


MAMMA1003102 


44. 491 


18.730 


31.447 


14. 500 


22.389 


16.929 


20.089 


20.899 


MAMMA1003104 


35.977 


19. 146 


34.647 


14. 588 


10.720 


11.459 


11.385 


18. 999 


MAMMA1003U3 


41.697 


21.092 


30. 337 


15.635 


14. 764 


14.690 


17.723 


23.810 


MANBIAtO03126 


20. 042 


39.595 


102.916 


21.241 


15. 167 


17.921 


20-876 


26.563 


HAHCA1003127 


57.961 


27. 221 


102.332 


12,486 


8.002 


12,295 


13.773 


22.285 


MAMHAI00313I 


267.516 


3^.^54 


129.263 


66.563 


86. 667 


131 ^69 


95.293 


83. 256 


MAMMA1003I35 


22.855 


14.308 


5.624 


7.938 


2.690 


14.984 


7.633 


17.269 


HAIIIA1003140 


6.575 


9.140 


33.040 


4. 487 


0.895 


1.900 


5, 064 


5.312 


MAUIAI003146 


14. 105 


18.018 


18.562 


11.213 


11.461 


16.500 


8. 591 


9.815 


MAMMAI003150 


311.806 


87. 992 


58. 938 


77,271 


104.739 


165. 139 


115.042 


46.945 


HAMHA10O3154 


93.002 


39.912 


37.471 


22.819 


19.655 


31.742 


26,299 


27, 565 


MAMttAl0O3155 


41.709 


26.308 


36. 508 


14.326 


18.674 


30.842 


23.489 


18.046 


HANMA1003157 


u,m 


32,317 


147.fi4S 


12.108 


24.093 


12.999 


8,766 


19.930 


MAMMA 1003 163 


37. 900 


25. 338 


29.052 


18.551 


20.826 


32. 639 


35.893 


33.749 


MAIUUA1003164 


26.961 


14.747 


18.545 


13.932 


5.852 


14.778 


13.694 


20.137 


HAhMtA1003166 


12.213 


5. 478 


7.671 


8.749 


1.781 


3.094 


8.412 


7.640 
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NB9N31000010 


31. 105 


17. 113 


26. 284 


14. 271 


7. 540 


17. 180 


16.220 


11.568 


NB9N3jOOOOt6 


83.431 


16. 195 


24.879 


17. 001 


16.740 


25.216 


14,845 


17.364 


NB9N3 1000043 


87.438 


35. 161 


58. 144 


20.813 


36.473 


36.956 


51.575 


34.673 


NB9N31D0004S 


83.399 


1G9.448 


62.101 


95.653 


93.734 


94.218 


166.654 


74.328 


NB9N310O0DS4 


41.821 


12.636 


37-831 


15.025 


15. 265 


18.963 


10. 894 


13.189 


NB9N3100Q0T6 


22.822 


22.709 


57.320 


14.223 


12.517 


9.029 


11.713 


24.494 


NB9tt31000086 


31.281 


74. 504 


22. 661 


29.164 


11.744 


29.951 


13.909 


30.012 


NT2RH1000001 


11.595 


9. 900 


11.540 


4.467 


4.018 


8.823 


6.775 


5. 184 


NT2RM1000018 


333. 185 


58. 022 


171. 103 


77. 680 


48.418 


138.131 


122.906 


79.595 


NT2RMI000032 


37. 506 


9.768 


23. 088 


9.453 


" 13.222 


15.128 


22.911 


12.495 


NT2RMI 000035 


185. 573 


46.513 


81.354 


56.890 


39.846 


82.885 


74, 450 


52.553 


NT2RM1OOa037 


185. 843 


60.878 


116.479 


50. 830 


36.658 


38, 591 


49.882 


54- 3^6 


NT2Rlit 000039 


228.804 


172.849 1 


444.715 


04. 606 


82.108 


214.282 


139,766 


101.078 


rfT2RH1 000042 


55,479 


102.774 . 1 12.292 


45. 900 


52.898 


89.445 


80, 537 


184.618 


NT2RM1000055 


1.083 


0. 593 


0. 000 


0.000 


0.252 


0.000 


5.227 


0. 000 


NT2RM1000059 


212.057 


100, 267 


173. 989 


78.130 


50.792 


143.445 


81 18$ 


102. 504 


NT2RM1OOO062 


n.755 


9. 438 


11- 334 


1.925 


2.705 


2.434 


25.015 


10. 555 


NT2RH10000&5 


153.505 


42. 956 


56. 248 


29. 740 


66.820 


67.974 


42. 112 


55. 531 


NT2RM1000D6S 


26.794 


6. 539 


7. 914 


2.716 


6. 609 


8.275 


11.533 


13.605 


NT2RM1000071 


42.919 


1 26. 09 1 


61.623 


97. 378 


24.665 


45.008 


^4.491 


266.252 


NT2RII100a080 


12.803 


1,714 


1.023 


4.022 


2.135 


8.919 


13.254 


4. 329 


NT2RII10D0086 


393.857 


146. 368 


283.360 


too. 835 


117.874 


205.973 


155.085 


102.325 


NT2RUt 000092 


12.949 


18. 015 


4- 187 


-6.6D2 


2.600 


0.000 


S. 579 


17.636 


NT2R1I1000118 


0. 000 


0, 276 


0. 000 


0, 180 


O.OOO 


0.000 


0. 000 


0.655 


MT2R)i1000n9 


18.719 


5.828 


9.051 


5. 794 


3.873 


6.048 


19. 700 


10.812 


NT2RH10O0121 


2.231 


0.000 


7. 566 


3. 177 


3.735 


3.309 


1.697 


3.614 


NT2Rli1OO0122 


309. 647 


84. 904 


138. 129 


58.379 


75. 966 


213. 166 


141:553 


57. 559 


NT2R1I1O00127 


U. 133 


3. 707 


2. 380 


2.322 


3.743 


4,212 


8.594 


5.786 


NT2RM1000131 


1.661 


1. 269 


0. 348 


0. 000 


0.768 


O.OOO 


2.271 


2, 221 


NT2RH1OO0I32 


10. 432 


7. 649 


9. 599, 


3.479 


7.287 


11.592 


13. 046 


to. 752 


NT2RII10001S3 


39.773 


9. 302 


10. 314 


3.465 


4. 419 


n.775 


17. 131 


12. 503 


NT2Rli1000Y84 


85.966 


171. 937 


58. 982 


34.486 


22.674 


51.668 


129. 969 


177.417 


NT2RH100018G 


Z. 149 


4.607 


0. 000 


0.000 


1. 586 


1. 226 


3. 974 


7. 121 


NT2Ril)000187 


29.354 


12. 303 


16. 019 


17.222 


. 15.020 


1^.176 


15. 232 


18. 703 


NT2RII1000199 


16.274 


0. 000 


17. 316 


6.834 


4.725 


5.212 


8. 917 


6.720 


NT2RII1000213 


17:361 


14. 639 


43. 481 


9. 904 


8.998 


12. 127 


6.422 


10. 141 


NT2fU|l0002tS 


8.787 


10. 858 


90.070 


4.505 


89.435 


12. 158 


6. 380 


7. 453 


NT2R1I1D00218 


0.000 


in 1 QR 


7.239 


2.227 


1.452 


4.273 


8.324 


4.445 


NT2R1I10DD224 


35. 730 


65.418 


0.000 


47.537 


20. 172 


44. 102 


26. 563 


63. 368 


mRMI 000236 


52.706 


47,803 


20. 481 


19. 138 


42. 513 


21.813 


58. 118 


100.492 


NT2RII1 000242 


0.000 


0.000 


0. DOD 


O.OOO 


O.OOO 


0.000 


0.000 


0.000 


NT2RH1 000244 


13.988 


12.654 


6.957 


9.937 


6.047 


8.026 


8.938 


3.968 


NT2RM1 000252 


283.006 


144. 306 


358. 324 


169, 383 


149. 200 


192.609 


174. 288 


239.093 


kT2ktatoodi56 


284.496 


113.021 


203. 771 


67.954 


94. 270 


152. 181 


132-435 


150.452 


NT2RII1 000257 


S.203 


8.081 


9.713 


9.716 


0.000 


5.002 


7.893 


7.694 


NT2RII1 000260 


548.461 


312.072 


494.663 


164.454. 


249.491 


313.572 


232. 568 


270. 549 


NT2RIII000269 


9.472 


7,461 


6.606 


10. 004 


8. 876 


5.844 


16.818 


6,933 


NT2RM1 000271 


8.917 


1.259 


•3.857 


2.440 


2.317 


4.289 


4. 982 


5.t27 


NT2RM1 000272 


83.425 


97.598 


29.246 


80. 462 


22. 650 


25.350 


34. 266 


157.515 


NT2Rllt 000273 


27.031 


19.960 


21.872 


11.127 


5. 201 


25.896 


29, 976 


17.270 


NT2RM 1000274 


42.234 


91.340 


28. 306 


26.224 


11.534 


34. 723 


32, 623 


85.440 


NT2RII1000280 


14.289 


12.359 


21,912 


7.205 


7.361 


10.397 


4.200 


10.119 


NT2RM100029S 


8.249 


4.916 


17.445 


4.671 


9.099 


9.454 


2.185 


1.092 


NT2RU1OO03D0 


41.252 


31.172 


62. 474 


15.266 


6.023 


14.825 


6.206 


14.221 


NT2RMIO00304 


130.855 


217.805 


133.583 


142.504 


77. 271 


155.874 


78.198 


321.054 


NT2RH1OO0314 


255.347 


113.392 


165.204 


56.831 


114.936 


189.937 


108.461 


113.313 


NT2RM1000318 


4.002 


22.985 


8.SD5 


14.343 


0.836 


6.124 


14.391 


25.194 


Nr2RIIIOO0335 


10. 157 


10. 048 


6. 881 


7. 482 


5.897 


3.558 


14.151" 


14.353 


NT2RII1000341 


41.219 


3.681 


1.562 


O.OOO 


0.000 


10.884 


5. 578 


6.704 


NT2RJi1 000350 


302.316 


74.071 


106.873 


34.040 


61,895 


149.078 


112.^1^ 


85. 201 


NT2RII1 000354 


6.02^ 


0.000 


6.000 


1.807 


0.000 


0.921 


2-303 


1.256 


NT2RM1000355 


-74-362 


158.811 


209.578 


39. 101 


103.936 


249,368 


14.695 


225,724 


NTZRM1000361 


16.299 


10.575 


9.446 1 7.432 


8.424 


7.3B3 


4,356 


5.053 


NT2RII1000365 


0.000 


0.000 


0.000 1 0.000 


1.447 


0.000 


0, 000 


0.000 
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NT2RH1 000372 


93. 583 


9.616 


49.097 


28. 751 


33. 904 


61.678 


39.147 


31.524 


ffr2Rlill000377 


42. 186 


17.871 


22.783 


12-668 


13. 142 


15.587 


18.377 


23.502 


NT2RM100038S 


8.811 


19.351 


1.155 


5.242 


0. 780 


5.795 


6.201 
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22. 577 


30.927 


24.563 


11. 190 


NT2RM4001414 


64. 093 


33- 321 


33. 045 


9. 873 


26. 265 


24. 538 


. 20.805 


20. 958 


NT2RII4001436 


33.680 


29.67] 


20.088 


7.331 


12. 620 


14. 939 


11.468 


14- 185 


NT2RM001437 


70,569 


41.52SI 


158. 116 


28. 707 


19. 302 


25. 565 


23.549 


23. 787 


NT2RM4D01444 


63.099 


33.8ni 


51. 190 


21. 250 


36. 920 


55.421 


41. 830 


35. 180 


NT2RV40014S4 


15.293 


16.251 


33.213 


14. 589 


11.226 


13. 235 


7. 237 


9. 931 


NT2RII400145S 


8.636 


7. 94; 


12.910 


5.235 


6. 864 


7. 007 


13. 43Z 


28. 743 


NT2RH4001483 


74. 1 68 


64. 931 


19Z. oZb 


44. cf c 


1 "> OCA 

46. 034 


A A 799 
44. ILL 


99 AC^ 

■Li . 4D 1 


4D. 3DJ 


NT2RII400I489 


27.884 


28.1511 


36. 108 


13.377 


14. 505 


15.628 


23.221 


19. 361 


NT2RH400I49S 


260.493 


117.396 


133.602 


31.705 


64.659 


91.833 


54.255 


51.382 


tlT2RII400l499 


68.936 


37.210 


73.295 


19. 265 


26.638 


41. 151 


25.000 


25.754 


NT2RII400I515 


11.646 


7,90(> 


18.332 


5.318 


7.167 


15.640 


6.612 


8.512 


NT2RM4001519 


12.556 


9.937 


20.664 


5. 346 


32.689 


10.138 


7.966 


8.328 


NT2RII4001S22 


71.440 


59.43i5 


154.718 


40- 425 


35.841 


32. 755 


19.774 


38.742 


NT2RIII4001523 


24.710 


16.532 


29.750 


8.848 


11.883 


12.279 


19. 569 


31.077 


NT2RII4001550 


24. 908 


22.063 




19. 909 


:I0.432 


20.14j 


15.284 


28.090 


NT2tU^d0iS^^ 


y3,682 


40.371 


52.795 


27.094 


23.686 


46.848 


27.034 


27.166 


NT2RU400US4 


S3. 585 


.30.046 


33. 134 


23.878 


15.283 


26.877 


15.771 


20.649 


NT2RH4001557 


19.423 


19.434 


24. 184 


11.971 


12.237 


21.486 


7.653 


15.404 


NT2RII4001565 


55.552 


37.852 


90. 440 


18.538 


17.294 


23. 128 


23.413 


18.529 
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NT2AM4001566 


100.946 


48.659 


87.457 


28. 565 


28. 860 


79.976 


52.286 


9.785 


NT2RM4001569 


7.010 


5.598 


41.076 


3.288 


8.597 


0.901 


6.611 


1.304 


NT2fill4O01579 


41.258 


24.859 


37. 584 


7,247 


15.119 


35.411 


21.050 


31.905 


NT2RM4O0t582 


36.827 


23. 162 


29. 372 


10. 109 


10.956 


22.015 


19.971 


25.442 


Nr2IUI4001S89 


57. 574 


32. 795 


61.841 


23.877 


20. 226 


47.320 


41. 157 


35.619 


NT2fUI4001592 


32.950 


21.429 


32. 007 


7,221 


14.392 


17.425 


7-955 


10.850 


NT2RII4001594 


55. 970 


26.805 


46.827 


13.556 


21.275 


46.483 


34.751 


25.706 


Kr2im4001597 


113. 189 


66.565 


189. 284 


36.307 


35. 658 


51.457 


41.254 


42.293 


MT2ftll4001605 


16.347 


11.965 


18.084 


2.805 


4.141 


11.032 


9.672 


10.297 


NT2RII4001609 


173.865 


587. 184 


26^.155 


76.>61 


120.584 


182.319 


73.643 


191.832 




89.090 


32. 924 


55.024 


13.942 


38.114 


"56. Ib7 


36. 218 


28. 535 


NT2RM400Un 


30. 709 


14.204 


28.060 


S.394 


11.242 


12.351 


22. 333 


13. 486 


NT2RH4001618 


77.313 


59.231 


178.569 


26.795 


28.633 


44. 101 


23. 934 


50. 341 


NT2RIII4001622 


42. 484 


50.813 


37. 378 


16. 153 


35, 073 


39. 451 


29.062 


30. 213 


NT2RM4001624 


55.088 


36.243 


39. 342 


10.093 


11. 389 


25. 162 


26. 300 


19. 356 


NT2RM400162S 


165. 457 


44. 283 


55. 076 


16, 243 


29. 704 


87. 349 


62. 707 


32. 707 


NT2RM4O01629 


23.424 


34. 729 


31.319 


10. 721 


9. 407 


17.262 


17. 006 


17. 599 


NT2RII4a01632 


49.318 


105. 740 


108; 162 


80. 539 


33.853 


52.834 


39, 339 


102. 299 


NT2RH40DI642 


26. 758 


24. 864 


25.229 


7. 187 


11. 536 


12.745 


15. 743 


16. 315 


NT2RII4001647 


MO. 643 


83. 479 


257. 397 


53. 466 


49. 798 


64. 749 


33. 054 


65. 545 


NT2RH400165O 


20.039 


17.016 


26. 535 


7. 633 


8. 417 


10. 663 


14. 969 


25, 969 


NT2RM4001662 


93.433 


61. 261 


62. 868 


18. 713 


28.801 


43. 545 


39. 576 


18. 233 


firr2RU400l666 


99. 250 


53. 594 


135. 514 


19. 947 


25. 792 


43, 075 


21. 822 


28. 747 


NT2RII4001670 


108. 596 


50. 059 


60. 195 


8. 757 


26.897 


80. 647 


55. 639 


44. 557 


NT2RII4001682 


23. 010 


37. 857 


52. 107 


34. 229 


26. 474 


24. 078 


19. 040 


48. 902 


NT2RII4001710 


71. 974 


22, 009 


43. 652 


12. 553 


1 7. 193 






Co, OSD 


NT2R)li40Q1712 


30. 145 


17. 963 


23. 768 


6. 775 


12.959 


1 3. 705 


1 7. 401 


1 1 AAA 

1 1 . ****** 


ft 1 ti\wrtw 1 f 1 1 


39 284 


71, 253 


45. 168 


23. 590 


23. 852 


\A {\}A 


OC, 99l 


AA ARA 


ilfT?RII4001715 


39. A75 


47. 568 


SB. 48S 


29. 814 


28. 676 


C5. 9 1 1 


CO, 03*f 


OO. \ Co 


tfT?RU4Q01727 

f 1 (.niwvuu 1 f 1. f 


18. 82S 


16. 671 


24. 630 


8. 765 


12. 634 


14. 525 


9 624 


7 AAR 


4T2Ry4001731 


163 786 


60. 747 


103. 744 


21. 266 


23. 073 


109. 348 


Y0"T59 

IV, I OS 


RA A7n 


NT7RII4D01735 


25. 147 


42. 977 


27. 836 


33. 257 


CO, HOH 


ID. 90 1 


CC, vCo 


AR QUA 


irr2RII4001739 

1 1 CJSMfVV 1 f J » 


29. 621 


22. 031 


33. 503 


11 f;?7 


15. 721 


in RQ? 


7 TR? 


\A JIK*? 
11. ooo 


NT7R11 4001741 


1 17. 616 


80. 979 


99. 834 


34. 861 


34, 797 


AQ 7ni 

•13. / UO 


DO. 1 09 


Q1 iv^l 
VI. ooo 


KT?RII4Q0174fi 


61. 847 


44. 910 


113. 551 


21. 144 


31. 787 


'\7 AtiA 

J 1 . HO** 


J J. Oil 


77 A 
to. £ 1 H 


NT2R1I4001754 


72, 161 


34. 709 


70. 656 


13. 473 


' 25. 420 


34. 023 


22. 194 


15. 1 54 


NT2ftli4001757 


38. 1 17 


23. 659 


28. 972 


12, 593 


10. 724 


71 1 Rl 

£ 1 . 1 D 1 


7A 7fil 


IQ ftni 

1 9. OU J 


NT2RII40017S8 


24. 391 


23. 518 


27. 924 


5. 579 


1 2. 781 


14. 1 53 


7. 027 


6. 943 




51. 099 


53. 221 


60. 158 


17. 044 


37. 261 


58. 428 


34. 390 


t * . cov 


irr2RII4 001775 


15.024 


1 1. 154 


13. 303 


2. 644 


9. 532 


9.892 


5. 237 


4. 050 


NT2Rli4DQI77G 


24. 497 


20. 843 


16, 325 


5. 116 


12. 075 


8.815 


13. 233 


6, 515 


NT2RM4001783 


44. 218 


34. 754 


35. 521 


11. 654 


27.683 


28.899 


24. 397 


19. 284 


NT2RII4001793 


75. 698 


74. 949 


146.739 


24. 426 


38,218 


21. 996 


28. 324 


24. 241 


NT2RM40018ID 


25.287 


22.294 


22. 527 


8.986 


12.014 


13.754 


22. 602 


19. 691 


NT2RII40018t3 


108. 290 


15.721 


11. 311 


3.071 


4.660 


7.061 


9. 406 


9. 278 


NT2RII400I818 


55. no 


32. 332 




10.603 


18.181 


30. 893 


25. 538 


20 147 


KT2RU4001819 


2^1.167 


103.477 


118.661 


33. 955 


61.689 


117.958 


105. 557 


■ 4S.fiil 


NT2}UI4001823 


3). 566 


19-207 


30. 580 


9. 1 00 


12.589 


18. 948 


23. 046 


12. 498 


NT2RM40OI828 


33.606 


37. 243 


60. 904 


39. 892 


17.528 


52. 576 


22.264 


20. 662 


NT2Rlt4D01835 


31.946 


48.485 


36.681 


12. 402 


10.874 


32.404 


26.073 


33. 367 


NT2RII4001836 


68. 101 


53. 948 


86.019 


25.292 


41.216 


44.492 


46.063 


49.677 


NT2RM4001841 


77.551 


75.005 


64. 963 


39.735 


29.180 


60. 179 


38.346 


53. 737 


NT2RH40Q1842 


41.837 


31.217 


153. 538 


19.696 


13.432 


18.888 


13.674 


12.515 


NT2RU40Q1843 


47.451 


47.021 


41.491 


12. 355 


14.857 


30.666 


19.358 


23.477 


NT2RM4001856 


35.284 


17.427 


22.905 


18. 860 


0. 000 


35.056 


18.473 


17.632 


NT2RII4001858 


34. 556 


13.809 


35.731 


11.606 


5.891 


13.370 


14,535 


• 27.8(5 


NT2RII4001861 


102.500 


55. 955 


86.639 


33.805 


25.003 


43.868 


45.531 


30. 143 


NT2RM400t863 


41.449 


-■33.911 


68. 502 


24.321 


16.482 


31.445 


31.424 


32,578 


NT2RM400186S 


40. 706 


38. 767 


51.589 


19. 138 


24.325 


53.955 


38.078 


30.584 


NT2RU40DtB69 


87.261 


35.753 


43.743 


13.720 


22.315 


' 49. 946 


39. 651 


110.541 


Nr2ttll4001873 


31.012 


19.67? 


42.836 


19.140 


23.082 


17.590 


23.735 


26.533 


NT2RIII4001B76 


263.450 


78.666 


162. 933 


35.889 


80. 574 


217.874 


135.056 


71.907 


NT2RM4C01880 


52. 575 


35. 30t 


47.881 


20.693 


.7.377 


39.267 


19.933 


16.114 


NT2RH4001885 


52.625 


53. 95e; 


164.215 


33. 733 


28.285 


40.932 


20.399 


40.632 
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NT2RM4001889 


44.826 


54.188 


57.058 


17.324 


30.579 


30.391 


31.401 


27. 309 


NT2RM4001894 


33. 180 


21.032 


38.644 


10.366 


15.617 


23. 290 


26.653 


24.028 


NT2RH4001d97 


55.973 


37. 135 


42: 706 


n.443 


18. 977 


24.084 


52.995 


21.376 


NT2RM400t899 


79.426 


37.833 


50.793 


22.892 


10.010 


19.933 


39.828 


71.231 


NT2RM400t905 


71.913 


42.987 


131.041 


19. 900 


22.521 


28.037 


22.888 


34.298 


NT2RII4001922 


68.361 


66.765 


167.103 


32.535 


29. 282 


32.842 


21, lot 


29.820 


NT2Ril400193O 


9.761 


18.972 


11,870 


12. 179 


5.722 


7.704 


2.893 


19.882 


NT2RM4001938 


13.300 


9.323 


20.059 


5.226 


22.340 


8.605 


6.836 


2.737 


NT2RII40O194O 


44.499 


28. 342 


53. 112 


22.045 


19.769 


35.835 


24.329 


24.211 


NT2RM4001942 


71.378 


109.603 


137.250 


99.314 


68.782 


123.550 


44.362 


143.236 


NT2RM40O1953 


73. 750 


57.064 


218.754 


37.265 


39. 359 


37. 249 


28.374 


31.774 


NT2RM4001965 


27.774 


33.648 


57.473 


21.916 


18.921 


11.704 


7.776 . 


32.933 


NT2Rli400l966 


49.431 


24. 684 


41.501 


12.421 


18.343 


29.179 


21.379 


18.604 


NT2RM4001969 


28.734 


22-964 


33.007 


12.456 


14.747 


23. 958 


15.690 


13.553 


NTZRII4001974 


82.202 


23.827 


35. 591 


10.813 


20.091 


38.983 


35.402 


27.290 


NT2Rli400l979 


50. 759 


32. 744 


64,327 


26.669 


29. 268 




29,294 


414^6 ' 


NTZRIM0OI98O 


64. 506 


28. 217 


65. 730 


29.832 


30. 129 


51.434 


39.037 


38.269 


NT2Ril4001S84 


8. 940 


10. 121 


18.976 


9.204 


7.020 


7.587 


10.490 


17.931 


NT2RII4001S87 


76. 782 


27. 219 


64.310 


10.713 


13. 598 


56.046 


41. 155 


21.341 


NT2Ry4002013 


19. 064 


9.935 


20. 167 


9.513 


9-423 


13.449 


15.551 


64. 982 


NT2R1I40O2Q18 


23. 330 


15. 361 


28.649 


4.482 


9:866 


15. 203 


14.895 


1 1 . 409 


NT2RU40O2033 


103. 629 


76.058 


255.894 


33.739 


36.068 


40.994 


22. 684 


32.604 


!iiT2Ry4002034 


97.025 


74.014 


204. 281. 


25.591 


40. 356 


66.335 


30. 838 


29.885 


NT2R1I40Q2044 


128. 284 


97. 260 


283. 326 


56.682 


49. 448' 


68.685 


42.993 


58. 693 




42. 016 


31. 010 


47. 604 


17.496 


19.793 


15.043 


24. 593 


16.651 


N72RM4002054 


75. 334 


24. 437 


33.919 


5. 362 


20.426 


. 36.508 


26.858 


12.455 




28. 223 


41.574 


41. 231 


17.667 


21.073 


24. 192 


30.052 


56.881 


NT2RII40a2059 


24. 790 


47. 792 


30. 688 


32.2i5 


11.889 


26.659 




42.684 


4T2Ril4O02061 


15. 353 


22. 159 


24. 342 


33.358 


8.569 


13.680 


9.654 


12.690 


tfT2Rll40Q20S2 


35, 603 


^ 17.782 


25. 712 


9.437 


13.693 


23.679 


11.468 


12. 877 


MT 7 911400206 3 


106. 902 


S9. 539 


161. 049 


27. 157 


37. 323 


44.770 


45. 190 


17.589 


NT7RUiO070fifi 


59. 187 


29. 278 


44. 089 


14, 142 


12.777 


47. 854 


23. 525 


20. 028 


If 1 ftlW^UUftUD 1 


72. 915 


B5. 950 


164. 446 


33.322 


23. 243 


29.901 


19.168 


38.472 


ni ftinMUUftU/ 4 


26. 509 


19. 553 


24. 1^9 


7. 501 


1^225 


ll4Si 


13.427 


15.358 


IUT7DUAnn7fl71 


23. 768 


15.727 


27. 356 


9.430 


10. 288 


9.267 


19. 036 


9. 923 


1 ftflM'ffUUftUf 9 


14. 729 


8. 566 


14. 082 


6 U3 


8. 179 


19. 921 


8.913 


5. 764 


II T 9 Diu n n 7 n? K 


33 


34. 570 


24.768 


12.754" 


12. 370 


22. 729 


21.957 


5.088 


NT9DllAnn7n7R 
n 1 ftMrtUUftUf o 


65. 837 


45. 074 


59.931 


29. 244 


28. 319 


38. 890 


38. 136 


27.441 


MT^puAnn^nfti 
n 1 ftniVffUUcuo 1 


72. 328 


49. 374 


162. 917 


29 519 


33.925 


46. 864 


32.277 


29.982: 


NT9Rlldnn9nA2 
n i ftiiH'vuuftUOft. 


31. 523 


20. 963 


24. 293 




7.828 


■"18. 917" 


11.824 


-i.Sii 


NT7RI140Q2093 


13. 703 


1 2 . 906 


28. 1 90 


14. 073 


16. 132 


8.993 


10.746 


15.942 




48. 477 


33. 601 


44. 587 


15. 373 


19.020 


42.752 


31.367 


24.718 


NT2RIII4D021 IS 


52.087 


16. 294 


25.726 


5. 046 


11.691 


15. 294 


19.312 


5.666 


NT2RM4002118 


6. 461 


10. 205 


16. 364 


2.841 


6.221 


5. 928 


9.423 


8.612 


NT2R1II4002128 


24.014 


12:586 


33.670 


8. 609 


-8. 704 


17.808 


15.887 


1&. 787 


NT2RM4O02137 


60.650 


30.735 


54.930 


9. 746 


20.827 


30. 629 


27.756 


30.582 


NT2RM4002139 


59.820 


72.323 


217.660 


35.299 


32. 433 


22.926 


18. 198 


31.925 


NT2RH4002140 


61.939 


27.988 


54.095 


19.817 


18.951 


36.147 


28, 930 


19.620 


NT2RM4002145 


55. 935 


18.752 


37. 184 


6,758 


24. 220 


25.455 


54.028 


17,830 


NT2RM40a2l46 


10.714 


7.232 


14.881 


2.330 


4.453 


6:475 


3, 969 


22.927 


NT2RU4002161 


21.929 


10.37-£l 


17.604 


4. 124 


7.983 


12.456 


8. 266 


7.504 


tlT2RM4002174 


36.217 


21. 020 


. 78.760 


11.488 


14. 155 


12.056 


10.913 


19.76B 


HT2R!il4002178 


51.201 


34. 97{i 


146.685 


25.841 


26.852 


32.083 


18.490 


38. 988 


NTZRH4002180 


88.245 


86. 565 


200. 162 


36.530 


47. 240 


50.257 


25. 291 


41.037 


MT2RM4002t8$ 


60.374 


34.72ii 


47.531 


10.870 


17.954 


36. 151 


35.104 


14.336 


NTZRM40021B9 


443.685 


125.74(i 


233.812 


62.020 


80. 189 


317.532 


213.571 


55.692 


NT2RM4002194 


110.410 


60. 176 


66.781 


14.262 


24.395 


63.199 


46. 341 


16.491 


NT2Rlf4002l98 


19.11* 


25. 320 


30.650 


6.006 


16.046 


10.695 


12.553 


18.533 


NT2RII400Z205 


86.368 


52. 183 


210. 523 


37.437 


37.350 


41.233 


35.023 


46.891 


NT2RII4002213 


87.023 


29. 53;; 


69. 582 


22.287 


36, 169 


49. 771 


58. 648 


47.205 


NT2RU4002216 


28.034 


36.860 


39. 984 


61.988 


14.040 


23.456 


28.018 


31.505 


NT2RH4002226 


59.214 


25. 842 


44. 190 


19.726 


22.840 


30. 160 


21.306 


34.363 


NT2RII4002237 


84. 115 


47.301 


42.515 


13. 185 


17.445 


121.874 


282.813 


42.699 


NT2RM4002240 


21. 140 


20.811J 


18.200 


11.226 


4.270 


17.260 


9. 804 


24.400 
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25. 621 


38.004 


9.808 


12.483 


27.050 


27.880 


15.570 


rilZKIi40uZebD 


62. 880 


50. 437 


132.459 


16.059 


20.0S1 


22.911 


18.973 


36. 148 


nlZHmAijUiZoZ 


40. 381 


19. 221 


18.726 


4.067 


10.643 


11.552 
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122. 982 


62.701 


■"55.329 


NT2RP1000S22 


183.947 


57.483 


120.005 


32.529 


32. 275 


110.978 


93.419 


62.294 


NT2RP1O00533 


21.686 


8. 198 


15.700 


5.816 


6.071 


12.902 


9.030 


5. 528 


NT2RP1 000544 


3.732 


10. 938 


1.704 


2.465 


2.581 


6.543 


9. 371 


6.069 


NT2RP1 000547 


O.3O0 


0.310 


0. 170 


0.000 


O.OOO 


0. 000 


0.000 


O.OOO 


NT2RP100Q551 


3.716 


I. 322 


3.371 


0.657 


1.870 


1.149 


3. 287 


1. 199 


IVT2RP1 000567 


18. 148 


4. 53S 


7.630 


1, 128 


0, 978 


9. 115 


8. 337 


2.192 


NT2RP 1000574 


2. 807 


2.740 


4. 159 


0. 000 


1. 266 


2. 846 


0. 662 


0. 000 


NT2RP1000S77 


5. 767 


6. 059 


6. 234 


2. 033 


4.066 


4. 517 


1. 545 


3. 168 


NT2RP1000579 


13. 591 


6.812 


7, 808 


2. 066 


3.452 


4. 699 


7.020 


6. 279 


NT2XP1000581 


23.446 


6. 664 


15. 950 


5. 531 


6.046 


15.075 


12. 761 


9. 085 


NT2RP1 000593 


6.058 


14. 376 


5.780 


2. 580 


5.057 


9. 162 


5.483 


15. 975 


NT2RP 1000604 


3.081 


4. 126 


5.413 


5. 134 


3.748 


4.785 


3.835 


2. 255 


NT2RP 1000609 


27.487 


3. 174 


10.612 


2. 228 


3. 986 


13. 382 


13.762 


3.82r 


NT2RP 10006 13 


4.356 


2. 265 


1.529 


1.001 


0.000 


1.184 


2.710 


0.767 


NT2RP1 000622 


15. 005 


7. 496 


8.013 


1.968 


1.752 


• 7.985 


7.518 


6. 485 


NT2RP1 000627 


17.344 


14-772 


22.410 


6.441 


12.047 


16,356 


20.729 


10.336 


KT2RP1 000629 


15.718 


4. 144 


12.352 


4. 104 


4.312 


7.820 


11.024 


7.693 


NTZRPIOOO630 


65.249 


32.499 


52.599 


15. 138 


14.415 


30. 508 


33.741 


18. 936 


NT2RP1 000639 


43. 900 


18.204 


18.020 


10. 187 


10.606 


19.791 


14.683 


16. 200 


NT2RPIO00G40 


86.217 


156. 971 


37.078 


60.057 


32. 726 


29. 102 


17. 026 


75.883 


NT2RP1 000646 


7.394 


16.894 


13,629 ^ 


5. 542 


5. 660 


7. 382 


1. 582 


2.851 


NT2RP1000659 


26.494 


13.97& 


53.935 


11.276 


9. 119 


12. 945 


10. 502 


15. 936 


NT2RPI000674 


10.820 


5. 50J: 


9.633 


4.224 


4. 542 


3.907 


5. 942 


5.755 


KT2RP1000677 


187.310 


76.173 


99. 589 


^S.9S9 


49. 679 


90.146 


95. 230 


63. 227 


NT2RP1000673 


9.839 


5. 907 


7.263 


2.229 


1.965 


2.520 


3. 853 


6.223 


NT2RP 1000688 


30.741 


21. 13V 


41.993 


9.852 


14.205 


17.736 


20. 738 


18.729 


NT2RP1000689 


8.594 


2.814 


13.021 


1.222 


4.171 


7.394 


4.473 


3. 167 


NT2RP1 000695 


1.813 


3. 104 


2.068 


0.810 


0.000 


0.000 


0. 786 


0.000 


NT2RP10007O1 


1.280 


1.03:! 


0.000 


0.000 


O.OOO 


0.855 


0. 000 


0.607 


NT2RP1000702 


4. 112 


3. 34li 


8.473 


1.156 


1.B98 


1.616 


4.749 


0. 000. 


NT2RP1000713 


0.233 


o.02;> 


0. 327 


0,000 


0,000 


0.000 


0. 300 


0.000 


N72RP1000721 


193. 987 


95. 44!) 


152.563 


45. 581 


64.142 


102.872 


121.431 


76.919 


NT2RP1 000730 


24.414 


16.30;> 


64. 370 


4.470 


6. 129 


18.698 


8.948 


6, 185 


NT2RP1000733 


9.992 


13.894 


13. 138 


3.593 


3.087 


6.945 


6.918 


10.277 


NT2RP1000738 


357.551 


171.924 


254.026 


55.731 


120. 196 


211.940 


169. 539 


140.421 


NT2RP 1000739 


261.372 


106.684 


146.597 


37.731 


77.574 


193.277 


154.547 


67.465 


NT2RP1000740 


60.717 


34. 534 


37.472 


15.130 


15.350 


35.255 


35.792 


28.239 


NT2RP 1000746 


13.275 


9.551 


20. 132 


3.376 


1.635 


3.601 


3.265 


3.969 
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NT2RP10CO75O 


134.663 


52.958 


80. 346 


28. 505 


36.1^8 


71.713 


32. 250 


39,685 


WTZRP 1000751 


17.717 


44, 325 


31.941 


32.29S 


15.461 


19. 059 


18.084 


64.708 


NT 2RP1 000767 


12.860 


6.572 


9.057 


2.510 


3.872 


3.120 


5. 11} 


4-085 


NT2RP1000769 


Z7.4I2 


21.636 


' 18.089 


7.324 


7,758 


13.441 


12.436 


7.317 


frr2RPI0007£0 


7, 664 


2.995 


3.269 


2.715 


2.030 


O.ODO 


0. 000 


0.000 


lfr2RP1000782 


1l.61£ 


23.259 


28. 607 


5. 886 


16. 596 


14. 946 


5. 301 


7.061 


NT2RP100079S 


118.S85 


56.532 


75. 809 


15-096 


41.498 


78. 341 


73.407 


26. 885 


NT2RP10O0797 


215.680 


107.927 


100.844 


28.806 


53. 841 


131.952 


306. 946 


77 7J2 


NT2RP 1000800 


5.249 


3.787 


2.211 


1. 517 


7.056 


3. 306 


3. 512 


£ . 09 1 


NT2RP)000825 


49.312 


22.623 


29.009 


4. 529 


15.271 


16-815 


24. 570 


12.101 




67. 848 


23. 702 


41. 132 


9. 260 


13.328 


25.255 


29. 305 


27. 307 


NT2RP] 000834 


21. 157 


17. 555 


15.686 


11. 112 


11. 392 




11. 0*fO 


1 7 aoo 

1 f . 9 90 


NT2RP100083G 


12.434 


11.272 


7.839 


3. 196 


2. 621 


7. 219 


3. oCi 


3. 30£ 


IVT2RP 1000837 


98. 743 


40.415 


104-822 


21. 833 


23. 029 


41. 395 


tc nco 
J3. UOO 


H . flo3 


NT2RP)000646 


14.775 


11.209 


35.656 


4. 957 


5. 131 


7 QIQ 


t 77Q 

i. LC3 


3. 3 1 Z 


NT2RP1 000847 


27.431 


18.237 


16. 588 


10. 757 


10. 320 


14. 784 


10 1 fi7 
19. tQC 


10. 029 


frT2RPia008S1 


214.374 


87.847 


128.937 


45. 1 13 


51. 955 


144. 598 


in ft 790 


C 1 oco 
3 1 . 90 0 


NT2RP1000B56 


26.023 


29. 5)4 


67. 757 


23.663 


28. 185 


38. 015 


1 C 7/4 
13, 0 f 4 


1 1. 458 


NT2RP10O0B60 


163.711 


61. 100 


101.078 


35. 949 


41 953 


87. 889 


OU. £U*t 


40. 939 




24,271 


31.899 


49.716 


12. 862 


11. ^3? 


LL. 1 09 


17 "iOC 


1 7 Cm 


NT2RP1 000903 


68."7IE;' 


24.490 


31. 806 


9, 135 


IS ?3Q 


00. £**C 


CO. J3r 


M. 115 


NT2RPt000905 
NT2RPt0OO9l5 


26.662 
22. 768 


13.385 
32.699 


22. 530 
33.412 


7. 558 
17 920 


3 Md 
10. 752 


0. HUC 


19 nil 
in ncQ 


1 3. 929 


NT2RP1 000916 


36. 356 


17.076 


24.787 


fi.^41 


2 752 


1 D. 'ty-i 
■ Qfil " 

£9. 3OJ 


lU, U39 

IB lie 


19. 4Jl 
4. 134 


NT2RP 1000921 


20. 200 


10. 536 


22. 363 


8. 324 


^ "717 


1 3. 090 


I 3. 473 


4. 407 


IVT2RP 1000943 


9. 440 


4. 278 


14. 836 


10. 665 


" 2"G8'r" 

£. DOC 


J. 4mD 


1 ttot 
1 . bob 


1.791 


NT2RP 1000944 


65.067 


27.816 


40. 730 


12. 441 


18. 584 


4 J. 0 30 


90 f:o9 

£9. D0£ 


34. 740 


NT2RP 1000947 


18.414 


12.386 


22.697 


15. 197 


10. 849 


17 777 


0 Cfl7 
9. OOf 


20. 200 


NT2RPI000954 


28. 307 


24. 912 


28,425 


5 35g 


in 177 


£\). Dc3 


13. 192 


1 ^. 554 


NT2RP 1000958 


21. 987 


38. 788 


40. 914 


C J. 1/3U 


11 9fi C 
1 1 . C03 


ZU. 5Z3 


21, 953 


28. 920 


NTZRPI000959 


84, 562 


81. 956 


164. 902 


•IS. 


Ol. 3U i 


oU. 3(3 


47. 308 


77. 704 


NT2RP 1000956 


104.461 


73. 705 


101. 907 




no A7(X 


03. 30U 


39, 891 


37. 125 


NT2RP1000974 


213. 892 


124. 166 


1 71 079 


71 ftl ^ 
( 1 . Old 


71 «77 
/J. 0/ f 


1 cn c 1 ii 
1 oU. 3 1 4 


104. 131 


41. 698 


NT2RP1 000980 


16. 802 


1 1 - 080 


6. 958 




7 70 D 


7. 626 


6, 311 


2. 017 


NT2RP 100098 I 


50. 385 


24. 508 


35. 067 


t 3. 04 1 


17 RKi 


Z4. 4 lb 


15, 302 


5. 946 


NT2IIP1 000988 


19. 623 


11. 058 


22. 064 




7 C Ctt 
/ . 030 


18. 310 


15. 545 


11. 394 


Nr2RP100100^ 


56. 891 


33. 510 








27, 348 


21. 988 


15. 177 


NT2RP 100 1004 


23. 268 


13. 134 


r 13. 405 


6. 295 


3. OOtJ 


M b66~ 

1 r. 933 


12. 399 


18. 783 


NT2RP 100 1007 


29, 127 


10. 102 


12. 426 


R flni 

0. WUJ 




1 11 oil 

to. 31 3 


13. ^2 


9. 737 


NT2RPlO0lOIi 


36.507 


27. 547 


42- 002 


1 R tl^7 
10. 03 f 


1 J. U4o 


00 coo 

Zo. 0Z8 , 


24. 554 


12. 589 


NT2RP1OO1013 


9.942 


14. 082 


54. 179 


41. 030 


1R H Jl 


9Q cn7 
£y. Out 


9. S20 


52. 526^ 


NT2RP1001014 


19. 677 ■ 


17. 977 


30. 913 


10. 101 


1 1 7fln 

1 1 . £UU 


7. 4O0 


17. 655 


1 2. 776 


NT2RPI00IO20 


39.078 


9. ro7 


36. 274 


3. 816 


13, 500 


1 3. 300 


\K 191 

13. 1 £ 1 


A con 
4. 38D 


NT2RP1001023 


S30'9.613 


985. 566 


1698.618 


284 967 


1874 160 


1137 R^A 
*0*C. D39 


mo? 7flC 


oUo. ZoD 


NT2RP 100 1027 


73.098 


51 184 


34.629 


18.681 


24. 295 


93. 325 


R7 1 QQ 

or, lay 


3l. 245 


mr2RP100103I 


6.727 


3.944 


1.413 


2. 625 


2. 583 


4. 462 


0 (^<7 ' 

£ . D3£ 


t. U43 , 


NT2RP1001033 


34. 383 


18.547 


52.827 


11.081 


\ 12 794 


1 5. 798 


1 V. 0£ 3 


1 R Rrt9 


NT2RP 100 1042 


16.664 


10.042 


32.855 


18, 106 


26.513 


10. 262 


3 


n 01 

t t . 3 1 3 


NT2RP100I045 


189.863 


33,846 


51.766 


24. 186 


48.474 


72. 682 


35.437 


in 7R7 
OU. ID/ 


NT2RP1 001073 


12.^46 


10.61? 


7.850 


5.640 


5. 048 


9.855 


6. 935 


3. 3£U 


NT2F)P1001079 


91.852 


71.311 


176.776 


25. 199 


28.090 


49. 29! 


51.519 


t D. MUO ' 


NT2RP1001080 


36.634 


23. 42? 


19.061 


11.316 


14.731 


18.812 


18. 139 


n.376 


IIT2RP100ni3 


14.930 


5.61V 


8.219 


2.444 


3.358 


9.872 


5.861 


3.904 


ffr2RPioons9 


327,758 


59. in 


125.441 


72.993 


66. 677 


187.780 


55. 003 


98.072 


HT2RP100U73 


16.780 


13. 137 


27.175 


6, 169 


17.090 


13.269 


9.476 


11.252 


KT2RPIO0n76 


12.987 


10.035 


21.336 


6.618 


14.457 


10.468 


9.085 


4. 024 


ifT2ftPioan7r 


47.481 


25, 797 


35,864 


7.900 


13.900 


29. 446 


22.230 


7.579 


tfr2RP1001185 


90.471 


76. 83!) 


221.325 


28. 708 


27. 738 


39.654 


27. 055 


27.069 


irT2RP100l199 


15.790 


I^SllJ 


2^.913 


11.849 


14.093 


14.390 


10.829 


11.780 


NT2RP 100 1205 


22.415 


19. 35ii 


38.756 


18.438 


19.648 


28. 439 


20. 497 


36.255 


>fT2RP100l2l5 


26.469 


21.8513 


25. 048 


13.068 


11.039 


25.483 


15.692 


15.808 


MT2RP1001225 


54.629 


20. 260 


37.472 


13.542 


16. 25l 


26.429 


33.484 


22.194 


NT2RP1O01245 


11.787 


8.531 


12.195 


4. 229 


4.219 


12. 906 


5.042 


9. 166 


MT2RP1O01247 


6.228 


6. lOD 


■ 7.648 


1.747 


1.022 


2.368 


, 3.698 


2.028 
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NT2RP1001248 


49.226 


25.943 


116.648 


'10. 461 


11.820 


12.652 


13.256 


17.837 


NT2RPI001253 


15.172 . 


14.468 


19.494 


5.712 


7.057 


20. 880 


11.966 


15, 830 


NT2RP100Ue$ 


31.909 


17.523 


37.293 


9. 003 


10.973 


24. ISO 


18. 180 


18.610 


NT2RP1001294 


25.024 


26.137 


24.014 


7.577 


12.732 


16.248 


11.737 


14.675 


NT2RP1001302 


20.570 


17.865 


14.990 


7.914 


7.089 


11.711 


10. 424 


B.370 




50. 596 


61.003 


20. 191 


35.975 


42. 746 


31.795 


30.891 


iT?RP10D131 1 


107. 757 


35.881 


46.474 


17.712 


21.645 


48.944 


43.729 


26. 945 


4T2RP1O01313 


55. 324 


32.674 


63.966 


13.492 


14. 367 


18. 129 


17. 116 


14.648 


NT7RP10D1374 


35. 171 


18.577 


22.653 


7.819 


11.963 


16.113 


15.675 


21.371 


re 1 £nr i w 1 


44. 453 


17.959 


25.475 


6.766 


11.681 


22.818 


27.028 


20. 1)6 


1 1 Cnr 1 W 1 1 




27. 902 


58.131 


21.682 


28.045 


60.728 


52.605 


27, 148 


HT9ffPinfl1 t7Q 
n 1 cHr 1 W 1 0/9 


17c yen 


137.614 


71. 862 


24.018 


47. 600 


154.003 


231.914 


35.839 






89. 642 


123.622 


19.403 


22. 929 


45.939 


34. 307 


19.045 




43. i\Xc 


31. 340 


24. 575 


7.512 


17.755 


24. 165 


18.832 


16,437 


UT9DD 1 nn 1 1 fi 
N 1 cKrtw 1 4 lU 


ci. D 14 


23. 629 


40. 104 


12.632 


9. 318 


21.843 


13. 537 


8. 295 


NTZKr ]U0I4Z4 


in c 1 fl 


33. 112 


10.799 


2.636 


4. 204 


7.482 


8.333 


25. 347 


NTZkPiQOMSZ 


12. 466 


40. 995 


9. 503 


1.789 


6. 323 


5.098 


8. 187 


7. 252 


NT2RP 100 1449 


55. 536 


20. 728 


66. 767 


10. 440 


26. 188 


27. 184 


29.004 


30. 274 


NT2RPID01457 


30. 322 


32. 721 


37, 777 


8. 330 


12. 956 


20. 340 


25. 841 


17. 849 


NT2RPi001459 


88. 712 


62. 417 


75. 498 


27. 541 


35. 602 


62. 144 


51. 183 


51. 852 


NT2RPI001466 


16. 844 


23. 355 


27, 785 


10. 621 


12. 274 


14. 384 


8.050 


13. 792 


NT2RPtO01475 


89. 839 


lit 813 


276.258 


35.857 


23. 078 


34.083 


16.906 


15. 713 


IT2RPi0014bZ 


9. 804 


i^.238 


3. 123 


7. 419 


2. 367 


3.451 


2. 538 


1. 692 


NT2RP100U94 


18. 452 


17. 405 


15. 730 


1. 433 


3. 642 


8. 91 1 


7. 509 


6. 956 


NT2RP10015Q0 


2. 143 


2. 316 


3. 634 


2. 456 


0, 000 


0.086 


0. 162 


0. 755 


NT2RP1001517 


14. 740 


13. 801 


15.801 


3. 704 


5. 628 


8. 123 


9.615 


6. 297 


NT2RP1001540 


50. 226 


35, 070 


52. 423 


11. 150 


17. 869 


36. 090 


28. 195 


7. 025 


NT2RP 100 1543 


87.779 


27 565 


55. 068 


12 390 


25. 264 


48. 623 


28. 462 


18 547 


NT2RP1Q01546 


51.476 


99.365 


143.880 


25. i20 . 


72.799 


104. 259 


38. 212 


42.007 


NT2RP1001550 


57.741 


63. 428 


53. 684 


15. 107 


31. 309 


40. 950 


26. 433 


16. 1 33 


NT2RP1001SS3 


34. 956 


17. 566 


22. 966 


10.039 


10. 915 


17. 367 


20. 710 


19. 945 


NT2RPIO0I555 


33. 240 


52. 576 


54. 908 


25. 406 


21. 523 


42. 121 


29. 401 


24. 807 


NT2RP1001S63 


30. 535 


23. 522 


26. 745 


10. 623 


16. 1 36 


20. 228 


17 699 


1 1 340 


NT2RP 100 1569 


90. 271 


3 1 . 802 


37 652 


7 791 


18.755 


32 159 


31.572" 


22. 545 


NT2RP1001584 


125. 503 


64. 642 


■ fOl "B60" ■ 


■ 207&79" 


38. 153 


69. 983 


85. 177 


58.021 


nT2RP100]599 


25. 536 


22. 635 


29. 822 


7. 141 


g 375 


1 9. 348 


14. 1 50 


13. 608 


nTZKRlOOIblD 


38. 077 


18.321 


20 981 


7. 268 


5. 256 


12. 873 


14. 067 


12. 210 


NTZRP1O01654 


77. 215 


24. 275 


25. 8"50 


14. 308 


14. 684 


36. 754 


26. 803 


17. 785 


NT2Rr100lob5 


20. 132 


1 5. 451 


16.433 


5. 1 56 


9. 958 


5. 979 


8. 761 


8. 109 


HT2Rrl001679 


261. 384* 


254. 730 


245. 821 


192 156 


85 798 


197. 731 


172. 668 


434. 739 
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c I . sbu 


21.892 


16 974 


\iAii 


^. 379 


21. 608 


10. 982 


20.811 


Nl£Kr iUU 1094 




32. 358 


36.517 


12.438 


29. 150 


109. 147 


231. 086 


69. 267 


iiT7DP9nnnnni 

Nl£Kr£UUUUUI 


7Q XAH 


34.825 


26.858 


8. 548 


17.604 


24. 165 


27. 629 


18.039 




Hi. L 1 0 


26. 701 


47. 407 


11.066 


8. 723 


14.994 


13.215 


12.652 


NT2RP20O0O07 


54. 252 


32. 503. 


34. 116 


12.829 


11. 972 


20.410 


21.705 


11.281 


NT2RP2OO0OO8 


34.810 


31.036 


59. 562 


20.809 


17.226 


20. 509 


17.286 


54.391 


IIT2RP200001D 


12.320 


9. 820 


24. 557 


3.019 


5.341 


8.149 


10.076 


5.865 


«IT2RP2OO00n 


121.718 


n5.4Hi 


216.553 


41.153 


44.035 


64.557 


50. 108 


46.745 


NT2RP20O0027 


74. 085 


59.75* 


136. 369 


23. 981 


28-217 


40. 108 


24.108 


20.710 


NT2RP200002S 


23. 699 


28. 38E; 


27. 077 


10.607 


11.433 


22.532 


14.265 


11.554 


NT2RP2000032 


10.199 


6. 56tl 


16.529 


6.282 


6.462 


9. 523 


8. 119 


8. 527 


NT2RP2000040 


383-423 


222.501 


199.099 


79.455 


81.787 


229.220 


181.239 


162. 128 


NT2RP200Q042 


97.011 


62. 254 


67.677 


29.525 


13.003 


45.921 


45. 196 


41. 158 


KT2RP2OO0O45 


73. 700 


49,72:: 


66.899 


21.221 


17.180 


32.492 


32.785 


35. 403 


NT2RP200005) 


37. 323 


46.34;: 


93.958 


,33.924 


13.292 


43. 534 


29. 174 


17. 962 


NT2RP2000054 


99. BOB 


54.07:» 


69.945 


21.897 


22. 707 


40.001 


40. 807 


38. 782 


NT2RP2OO0056 


57.518 


40. 207 


41.868 


18.309 


24.303 


26.794 


25. 564 


25.156 


NT2RP2OO0057 


156. 050 


177.73!) 


178.741 


136.241 


76.886 


130.744 


163. 333 


207. 593 


NT2RP2OO0067 


59.365 


13.414 


39.371 


6.372 


16.511 


22.699 


22.699 


5.023 


NT2RP2aO007D 


107.618 


50.674 


57.709 


17.458 


29. 909 


83.478 


48. 688 


2B.235 


NT2RP2000076 


48.409 


27.261) 


29.570 


12.733 


8.235 


32. 852 


11.701 


13.485 


NT2RP2OO0077 


94. 993 


53. 327 


77.658 


25.110 


14.024 


49. 100 


33.647 


31. 168 


NT2RP2OO0079 


52.685 


66.203 


139. 230 


32.930 


25.739 


30.432 


16. 329 


18.678 


NT2RP20000SS 


71. 154 


29.501 


52.899 


11.567 


20.381 


42.871 


35.756 


8.836 
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NTZKPZ00UU9I 


39. 1 15 


38. 293 


35. 366 


17. 159 


14. 253 


18.714 


15. 927 


10. 202 


NT2RP200009Z 


75. 00] 


89. 256 


171. 691 


60. 810 


53.472 


55. 591 


34. 478 


54. 330 


NT2RPZ000097 


31. 201 


13.401 


27. 451 


11.261 


15. 139 


18.293 


17. 851 


11.653 


NTZRPZOOOOdS 


2B, 707 


11.006 


13. 971 


6.330 


7. 991 


11.945 


7,052 


5.446 


MTZRP2000108 


169. 612 


134. 647 


335. 078 


90.234 


79. 343 


81.573 


54. 191 . 


92.458 


NT2RP2000114 


32.814 


21.256 


23. 561 


8.385 


6. 127 


16.427 


. 11.227 


18,744 


trr2RP2000116 


24.247 


26. 308 


35. 305 


21.085 ^ 


8. 128 


21.812 


11.292 


29.326- 


NT2RP2000119 


87. 773 


75. 708' 


213.188 


30. 879 


26.975 


32. 244 


18.663 


23.323 


NT2RPZ000120 


28. 156 


40. 341 


40. 702 


11.423 


17. 144 


20. 974 


18.758 


14.232 


HmpzoQom 


68. 253 


51.174 


75.714 


25.719 


32. 146 


30.674. 


19. 806 


13.086 


NT2RP2000133 


40. 974 


21.406 


31.855 


9.468 


16.094 


19. 158 


19.716 


9.703 


NT2RP2000147 


121. 104 


61. 190 


75. 784 


23.438 


33.839 


75. 147 


46.430 


37.718 


NT2RP2000153 


96. 598 


63.476 


66.144 


23. 377 


31.821 


72.069 


43.415 


32.773 


NT2RP20001S6 


115. 309 


87.737 


200. 582 


37.008 


35.422 


38. 443 


28.450 


20.252 


NT2RP2000157 


24.318 


18.096 


28.597 


14. 121 


12.284 


22. 086 


12.179 


10.763 


NT2RPZ0O0161 


9.493 


12.679 


24.575 


5. 678 


7.191 


9- 079 


8. 105 


9,807 


NT2RP20001S8 


11.413 


14.646 


19.908 


3. 979 


5.383 


6. 466 


8.554 


3.206 


NT2RP20O0173 


228.420 


98.033 


150.036 


37.188 


58.350 


114,315 


90.491 


66.465 


Nr2RP2000175 


78.839 


44.514 


71.096 


15.404 


30.614 


50.131 


40.431 


40.206 


NT2RP2000178 


60.513 


42. 174 


41.614 


14.454 


19.558 


28.068 


22.439 


16.249 


Nr2RP2000183 


120. 139 


90.798 


139.074 


34.168 


44.541 


64. 271 


60.391 


53.828 


NT2RP2aOQ195 


91.304 


70.037 


204.874 


30. B05 


27.133 


45. 934 


28. 749 


18.697 


Nr2RP200a204 


91.419 


106.652 


263.856 


91. 981 


356.822^ 


154. 895 


68.553 


248-768 


NT2RP2D002O5 


30. 577 


27.665 


61.321 


18.312 


9.596 


17.099 


7.227 


6.812 


NT2RP200020& 


53. 204 


48.346 


85.459 


22.464 


20.371 


37. 407 


31. 136 


31. 123 


MT2RP2000224 


69.062 


62.644 


64.951 


28. 002 


14.265 


42.146 


33.510 


51,634 


NT2RP2O0023O 


56.320 


38^^161 


51.891 


19.712 


16.865 


28. 186 


30. 382 


25. 164 


NT2RP2000231 


237.426 


116.377 


160.416 


68.560 


85.769 


155.055 


119. 086 


87. 184 


NT2RP2000232 


4^. >oA 


32.^49 


24. 700 


10.366 


ij.^di 


31.935 


21.623 


13. 775 


NTZRP2000233 


74. 158 


43.941 


52.603 


20.024 


20.149 


47.211 


52.894 


52. 273 


NT2RPZ000239 


32. 380 


15. J99 


30. 19t 


8.574 


4.025 


17.013 


20. 268 


23.735 


NT2RPZ000240 


49. 173 


38. 363 


78. 202 


15.737 


15.654 


21.302 


17.214 


20.486 


NT2RPZ000248 


17.308 


13-339 


13.368 


4.823 


12.687 


8.493 


12.992 


9.213 


HT2RP2000Z5B 


37. 650 


25. 977 


2^.47? 


12.706 


9.212 


23.055 


14.601 


18.126 


NT2RP2000257 


69.335 


66. 181 


244. 979 


45.881 


37.192 


46.969 


31.322 


46.524 


NT2RP2000258 


39. 114 


41.740 


49. 525 


15.968 


19. 509 


29.341 


17.580 


17.049 


NT2ftP2000Z6T 


46.051 


30.214 


48.737 


10.438 


13.441 


22.674 


19.894 


19,556 


NT2RP2OOOZ70 


. 73.075 


55. 962 


155. 102 


33. 557 


26.014 


49.469 


26. 505 


41.022 


WT2RP2000274 


15.514 


7.3ICI 


20. 284 


4. 327 


6-428 


n.479 


7.807 


4.833 


NT2RP2O00277 


12, 320 


12.19£l 


8.692 


2. 395 


5.097 


7.436 


9.834 


3.452 


NT2RP2000279 


12.294 


6. 73ii 


9.825 


2.486 


5.467 


4.265 


7.545 


6.898 


NT2RP20O0283 


63.324 


49. 9sn 


59.636 


18.166 


19. 261 


33. 586 


39.787 


48. 270 


NT2RPZ000288 


38.289 


22.877 


35.809 


11.594 


14. 150 ' 


24.632 


25.978 


24.657 


NT2RP200a289 


51.997 


39.352 


53.601 


14. 746 


19,914 


36.153 


31.476 


28.603 


NT2RP2a00297 


76.236 


71.227 


206.854 


45.839 


34. 290 


40. 991 


22. 703 


77.905 


NT2RP2000298 


28.739 


29.954 


34.444 


15.641 


10.562 


21.620 


14.607 


21.804 


NT2RP2000310 


29.075 


14.691] 


16.125 


5.503 


10.245 


15.627 


19.121 


11.456 


KT2RP2000327 


45.414 


16-201 


24,879 


17.704 


13.651 


24. 922 


17.858 


30.618 


NTZRP2000328 


36.600 


35. 521 


50.933 


15.515 


23.798 


33. 981 


22.925 


32.863 


NT2RP2000329 


45.820 


29.353 


14.112 


22.985 


11.584 


34.848 


35.626 


29,436 


NT2RP2000333 


33.8^4 


26. 367 


89. 382 


12.302 


13. 127 


27.377 


10.155 


1^.51> 


NT2RP2000337 


14.768 


17.723 


21.972 


6. 203 


6.291 


12.498 


8.041 


5. 971 


NT2RP2000346 


53. 051 


82.391 


46.420 


15.624 


13.030 


26. 358 


27.011 


31.395 


NT2RP20OO357 


30. 149 


22.042 


28.730 


11.084 


7.733 


16.593 


11.667 


6.892 


NT2RPZ0OO358 


16.228 


10.853 


14. 700 


2,291 


4.114 


11.789 


8.150 


7.184 


KTZRP2000366 


82. 288 


25-117 


44- 596 


10.329 


16.344 


44. 774 


37-686 


6.290 


inZRP2000369 


21.429 


15.884 


19.746 


6.532 


11.361 


9. 148 


7.691 


12.275 


MT2RP2000376 


205. 303 


in. 496 


120.655 


34. 558 


45: 976 


138. 158 


139.412 


79.987 


NT2RP2O0O394 


31.765 


23.882 


31.577 


11.745 


14.448 


23. 860 


24.285 


20,279 


NT2RP2000396 


231. 332 


142.481 


190. 587 


52. 114 


101.706 


157. 153 


153. 536 


79.610 


NT2RF20D0412 


67.028 


66.250 


119. 740 


21.685 


25.253 


30. 952 


32.657 


39.766 


NT2RP2000414 


97. 169 


86.021 


59. 155 


47. 116 


24.169 


74.619 


64.790 


62.555 


NTZRP2ODO420 


34.977 


33.139 


27.658 


7.585 


9,872 


17.817 


19.531 


15.065 


NT2RP2000422 


17-226 


26.571 


24. 546 


8- 167 


5.449 


11.697 


14,485 


17.945 
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NT2RP2000426 


114.626 


117.810 


111.501 


29. 759 


51.358 


87.480 


90. 640 


100. 150 


NT2RP2000428 


56.117 


63. 709 


38.237 


12.835 


20. 360 


38.761 


41. 161 


42. 507 


NT2RP2000438 


54.621 


34. 534 


49.392 


15.765 


13.700 


27. 527 


31.816 


22. 667 


MT2RP2000447 


41. 157 


17. 807 


23-084 


6.863 


12. 794 


25. 289 


17.738 


11.474 


NT2RP2000448 


26.410 


27. 807 


28. 584 


7. 787 


12.459 


20.751 


18. 164 


12.208 


NT2RP2000459 


44.499 


36.093 


89.605 


12.882 


14. 284 


17.465 


15.331 


9.860 


NT2RP200O479 


21.922 


30. 183 


53.808 


9. 553 


. 8.835 


9.648 


8.854 


6.739 


NT2RP200049a 


97.221 


94.691 


207.697 


30.335 


41.292 


29. 900 


25.090 


43. 440 


NT2RP2000503 


15.067 


15.551 


20.810 


5.166 


10. 196 


9. 766 


10.763 


12.056 


NT2RP2000510 


8. 340 


5.361 


8,647 


4.438 


7.160 


4.784 


7.812 


3.890 


NT2RF2000514 


10. 423 


a. 148 


14.593 


2.596 


1.773 


12. 792 


5.695 


2.902 


NT2RP2000516 


24. 587 


13,672 


21.344 


7.854 


6. 333 


13.895 


7. 396 


10.960 


NT2RP2000523 


10. 281 


2.981 


4.878 


1.371 


8.071 


0. 000 


^S.857 


1.961 


MT2RP200D533 


25.452 


20. 054 


30. 481 


4. 391 


7. 628 


15. 125 


48. 840 


17.395 


NT2RP2000540 


52.523 


22.512 


28. 503 


13.567 


14.612 


28,427' 


22. 545 


11.372 


KT2RP20a0547 


22.542 


17.741 


11. 176 


7.337 


26. 779 


12-215 


8.288 


6.918 


NT2RP20D0557 


9K024 


53.951 


163.497 


30. 438 


30. 047 


43.813 


31.490 


9.367 


NT2RP20DD558 


53. 959 


47. 359 


125.971 


27. 348 


16.844 


24.191 


17.114 


21.905 


MT2ftPZ00O564 


30.446 


23.046 


22.258 


13.084 


14.165 


16,265 


14.861 


11. ISO 


NT2RP2000565 


12.593 


5-857 


10.293 


5,077 


0.000 


4. 189 


5.009 


9. 707 


rr2RP2000583 


92.921 


56.070 


68. 992 


29.211 


14.291 


50.282 


32.844 


34.467 


NT2RP200059t 


14.655 


9. 331 


13.087 


3.504 


0. GOO 


10.526 


4. 362 


2.073 


NT2RP200O599 


8.002 


4. 780 


7. 951 


1.807 


1. 614 


6.232 


2.299 


8. 293 


NT2RP200O601 


63. 609 


21-655 


47.106 


9.673 


13.430 


48-855 


32. 575 


8.428 


NT2RP200O603 


101.578 


37. 142 


48. 248 


16.412 


25. 194 


51.543 


39- 363 


20. 157 


NT2RP2000610 


78. 342 


66.011 


110.636 


42. 146 


27.855 


28. D2 


30. 624 


31. 736 


NT2RP20QOS14 


139. 380 


106. 590 


188, 604 


171.750 


58.678 


B3.079 


86. 298 


185. 276 


Nr2RP20006t6 


124. 143 


34. 073 


58. 053 


15.031 


27.800 


Bl. 174 


49, 504 


27. 143 


NT2RP2000S17 


50. 724 


37.802 


37. 086 


17. 602 


12. 086 


34. 751 


20. 157 


16. 389 


NT2RP20O0623 


39.247 


19. 740 


34. 797 


9.070 


10. 223 


19.775 


10- 261 


13. 251 


NT2RP2000634 


29,431 


24. 224 


35.865 


13.077 


1 9. 480 


16. 373 


23.806 


11. 338 


NT2RP2G00E36 


39. 598 


28.832 


34. 563 


11.868 


' 13.914 


14. 342 


6."i34 


)0, 485 


NT2RP2000638 


43.027 


34. 379 


58. 259 


14. 094 


15. 200 


22. 724 


21. 525 


S. 843 


NT2RP2000544 


87. 622 


66. 336 


227. 352 


37.298 


35.466 


29. 256 


23. 666 


11. 793 


NT2RP2000S49 


28, 849 


24. 035 


32. 562 


15. 166 


18. 629 


25,012 


15. 485 


15, 528 


NT2RP20OO6S2 


39. 595 


25.065 


30. 965 


10. 579 


14. 587 


24. 849 


13, 667 


10. 824 


NT2RP2000556 


12.851 


14. 986 


7,925 


2. 952 


. 4, 388 


9.997 


3. 990 


6. 959 


flT2RP2000&5a 


8. 192 


5.499 


7.563 


1. 162 


3. 535 


5.669 


3. 050 


2.703 


lfT2RP200O663 


38.633 


21.653 


37.840 


5. 964 


12. 174 


20. 777 


13. 553 


39.917 


NT2RP2000864 


102. 627 


41.981 


90. 6 n 


25. 300 


30. 038 


73.440' 


66. 686 


30.392 


MT2RP20OO668 


■4t. 209 


35.434 


46.568 


16.251 


14.705 


25.339 


29.016 


11.020 


NT2RP2000&78 


6.908 


2.096 


21.949 


0-402 


5.899 


0,262 


1.098 


1.488 


KT2RP2000694 


47. 376 


19.986 


45.832 


2.636 


16.192 


24. 523 


19.843 


12.311 


NT2RP2Q00704 


159.158 


114.202 


205.746 


44.471 


48.627 


68.161 


47.919 


40.349 


NT2RP200O710 


33. 138 


26.994 


21.890 


10.683 


6.833 


I7.S38 


13.596 


8.070 


NT2RP200O712 


15.016 


11.689 


29.736 


12,471 


8.668 


17.629 


19.970 


23. 796 


NT2RP200O715 


61.771 


35.912 


115.757 


20.470 


17.051 


26.042 


17.159 


21.325 


(n'2RP200O720 


38.951 


26.992 


43.620 


U.647 


11.930 


21.500 


23.895 


26. 128 


NT2RP20OO731 


8-039 


11.373 


11-261 


2.986 


4.755 


2. 127 


4.657 


5.827 


NT2RP2000739 


83.662 


28.893 


61-699 


15.623 


21.878 


30.716 


28. 485 


17. 190 


NT2RP2000748 


21.953 


22.377 


38. 996 


16.815 


. 15.564 


15.846 


20.219 


20.iJ54" 


NT2RP2Q00749 


46.622 


49.334 


65. 231 


13.317 


57.514 


52.159 


' 26. 941 


23.868 


NT2RPZ000758 


79.204 


43.25«: 


49. 681 


18.768 


17.058 


49.245 


31.463 


9.472 


NT2RP2000764 


65.396 


28.914 


41.243 


10.203 


16.308 


36.761 


32.438 


13. 134 


NT2RP2&00766 


40.275 


50. 060 


83. 340 


10.610 


48. IBO 


26. 506 


18. 850 


15.663 


NT2RP2000777 


92.029 


39. 471 


41.396 


32.309 


33.513 


94. 887 


43.480 


40.212 


«T2RP20O0786 


91.676 


61.26;. 


70. 189 


16. 798 


30.669 


51.517 


41.968 


37.840 


NT2RP2000793 


245. 992 


91.13!i 


151. 153 


57. 903 


62.361 


191.087 


132. 793 


68- 352 


NT2RP2OO0796 


24.053 


1G.66't 


26.693 


12. 773 


8.297 


14.258 


11.004 


10.440 


NT2RP20O0809 


118. 982 


88.95«. 


221.024 


42.198 


50. 53^ 


65. 921 


39. 243 


46.532 


KT2RP2000812 


23.931 


28.037 


26.224 


15.476 


9.968 


23. 492 


19. 671 


6.489 


NT2RP2000814 


9.108 


7.64li 


7.698 


5. 179 


4.196 


5.555 


3.821 


2.231 


NT2RP2000816 


49.515 


22.17-1 


23. 358 


8.758 


4.975 


23.109 


15.789 


17. 124 


NT2RP2000818 


8.155 


2.591 


1.260 


0,492 


0.840 


1.656 


0.942 


0.250 
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NT2RPZ000819 


18.931 


14.180 


22. 186 


4.470 


4.973 


11.664 


8. 535 


5. 164 


NT2RP200034) 


28.455 


24.097 


27. 497 


8.335 


10.021 


20,722 


20.951 


21.582 


NT2RP2000842 


34.381 


17.071 


34, 845 


8.688 


13.092 


22.498 


16.807 


14.291 


NT2RP200084S 


168. S13 


153.241 


289. 355 


60.191 


54.194 


71.809 


58. 470 


61.375 


NT2RP2000B63 


43. 408 


19.456 


21.479 


5.334 


8.450 


25.326 


17.757 


8.334 


NT2RP2OOQ8a0 


57.370 


45.920 


51.291 


29. 897 


15.173 


32.007 


24. 723 


27.411 


NT2RP2000892 


10. 0B3 


13.581 


18.264 


3.215 


4.302 


10.360 


11.152 


10.2"9r 


NTZRP2000894 


64.414 


18.305 


26.241 


9, 579 


7, 189 


24.935 


24. 193 


12.407 


NT2RP2C00903 


38. 945 


14.595 


23.755 


3.839 


8.850 


15.525 


14. 467 


11.189 


NT2RP2000906 


43.895 


24. 347 


34. 459 


12.388 


12.400 


29.304 


18. 688 


23.184 


NT2RP2000910 


76.036 


47.430 


175.193 


28.258 


21.020 


30. 976 


28. 636 


37. 229 


NT2RP2000931 


68.351 


104.907 


108.794 


52.697 


65. 250 


51.718 
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76.065 


78. 938 


18. 719 


NT2RP4000461 


24.023 


16. 736 


42.860 


8.086 


28. 640 


24.287 


12. 689 


10.443 


NT2RP4000462 


6I.S75 


32.022 


55. 648 


25. 804 


23. 165 


20. 388 


41.481 


46.650 


KT2RP4DQ0463 


44.030 


41. 396 


65.217 


27.109 


26. 324 


27.922 


36. 605 


49.i&l 


NT2RP4000471 


37.502 


19.098 


33.476 


5.338 


11.489 


19.044 


0.000 


11.363 


NT2RP400O472 


13.349 


14.082 


11.918 


3.39^ 


5.066 


10.401 


8.70^ 


6.892 


NT2RP4000476 


8.321 


93.773 


34.435 


13.728 


23.669 


4.372 


15.350 


7.001 


Nr2RP4000480 


211.458 


95. 964 


129.427 


15.810 


72.857 


76. 584 


80.179 


54.430 


Nr2RP4000481 


31.888 


26. 600 


25.630 


7.943 


9.597 


13,290 


14.597 


17.385 


NT2RP40OO483 


21.998 


15. 487 


14. 048 


11.756 


10, 365 


13.738 


23.308 


15. 114 


NT2RP4000487 


60. 364 


31.407 


22, 474 


11.302 


12.610 


14. 044 


7.594 


9.743 


NT2RP400C496 


5.856 


1.759 


0.000 


1.020 


0.000 


1.332 


1.331 


1.3O0 




14.222 


23. 785 


3^.435 


^.id1 


6.838 




ld.87t) 


19. 909 


NT2RP4000498 


10.973 


30. 501 


18.513 


11.5S2 


11.061 


^ 3.896 


18.332 


11.258 


NT2RP4000S00 


28. 356 


22.346 


29.213 


6. 186 


20. 760 


15.985 


16.224 


7.833 


NT2RP4000507 


65.764 


65. 249 


44.9)0 


11.415 


12.964 


62.638 


27.083 


16.799 


NT2RP4G00S15 


326.302 


155, 562 


205.890 


76.678 


101.826 


196.853 


16b. 500 


152.025 


NT2RP4000S16 


44.610 


41.687 


143. 747 


33.380 


28. 078 


31.697 


20. 743 


51.511 


lirT2RP4000517 


43.875 


14.219 


143.214 


16.861 


8.127 


16.458 


9. 150 


20. 642 


NT2RP4000$18 




21.987 


S9. ZU 




16.049 


11.817 


12,546 


27. 280 


NT2RP4000519 


26.153 


8.B10 


13.853 


3.109 


6.990 


8. 139 


7.151 


18,564 


NT2RP4000524 


1.938 


0. 000 


0.000 


O.ODO 


0. 000 


0. 000 


0. 000 


11.634 
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NT2RP40QQ57g 


17 17K 

1 C . QCO 


DU. lOD 


1 fi 010 
lo. olS 


3. 919 


15. 244 


19.800 


6.732 


22.213 


NT7RPiUiaflS37 


1 10 R77 
1 Is, 01 1 


1 10. 3114 


170. 091 


45, 816 


89. 192 


83.433 


71.078 


86.052 


It 1 cnr 1 


if\c ccc 


4/. 194 


70. 174 


11. 695 


21.855 ^ 


33. 231 


A^,m 


26. 263 




191 *inA 

1 C 1 . gU*) 


^1 1 9n 
0 1 . ^03 


49. 049 


15. 964 


35. 981 


45.932 


36.402 


28. 580 




ino ccc 


S4. U98 


Zoo. 9Z4 


83. 348 


51.684 


53.797 


34, 347 


94.961 




44. f JQ 


33. 000 


1 10. 405 


21.240 


28.754 


7.806 


12.598 


34.617 




It . y4£ 


60. 396 


16. 907 


8.050 


24. 334 


25.452 


36.475 


51.804 


fit tnr4UUU33D 


ZZ. 41a 


10. 709 


22. 462 


7.923 


12.069 


10.840 


14.194 


24.088 




22. 285 


18.841 


21. 106 


3.617 


11.430 


13.950 


15.418 


23. 701 


nTZnr4DUD33a 


98. 220 


60. 580 


112. 943 


14.814 


4i.4I7 


80.107 


52.501. 


55.628 


lilZnr4u00aDQ 


145. 648 


126. 576 


198. 616 


29.117 


67.842 


111.268 


88.953 


88.195 


ttTZRP4uOu5o8 


4. 653 


7. 710 


9.495 


4.212 


14.707 


5. US 


4.418 


1.728 


NURr4U0U5oJ 


}Q0. 314 


94. 610 


258.628 


54.914 


59. 898 


38.219 


57. 364 


56.537 


NT2Kr4u00S85 


36. 734 


19. 742 


25. 585 


3.609 


10.851 


9. S94 


12.368 


9. 441 


NTZRr4u0058B 


24. 965 


28. 422 


24.615 


3.894 


8.655 


3, S62 


10. 506 


9.648 


NTZRP4D00590 


82.643 


29. 520 


74. 380 


7.381 


16.388 


16.999 


38.929 


28. 565^ 


NTZRr4Du0599 


5, 134 


12. 959 


2.254 


2.300 


0. 000 


5.232 


2. 076 


4.43r 


NT2RP4000803 


48. 331 


23.244 


35.033 


10.422 


23.763 


77.588 


27.888 


18.472 


NT2RP4000607 


43.033 


46. 964 


51.845 


3.610 


170.311 


14.213 


16.592 


35.286 


NT2RP4000614 


93.459 


104. 724 


288.948 


65.946 


55. 946 


39. 332 


42.871 


69.619 


ttTZRP4000634 


41.268 


55. 106 


42.366 


20.080 


29. 301 


16.909 


25.716 


54.SO6 


NT2RP4000638 


38.714 


37. 49V 


60.350 


10.197 


20. 301 


7.339 


21.773 


11.532 


NTZRP4000648 


28.051 


19. 136 


29. 021 


11.429 


52.517 


^ 8.564 


11.255 


17.817 


NT2RP4000fi57 


59.641 


34. 960 


39.531 


)5. 723 


16. 922 


9. 859 


13. 485 


21.954 


NT2RP4000691 


25. 254 


56.069 


53.527 


20. 960 


17.701 


25.333 


15,651 


24. 709 


NT2RP40OO697 


41.565 


23.570 


47.024 


8.68? 


17,064 


41.529 


26. 741 


15.415 


NT2RP4000704 


150.527 


58. 692 


94.083 


27.108 


61.336 


83. 179 


82.422 


52.001 


NTZRP40fl07?0 


544.068 


385.881 


401.163 


199. 745 


308,821 


570. 526 


370. 975 


288. 408 


NTZRP4DaQ713 


28.318 


29,133 


25. 800 


8.247 


17.041 


12.819 


13.220 


15.778 


NTZRP4000724 


15.864 


37.851 


33.515 


4. 863" 


0. 000 


12.161 


11. too 


21.516 


NT2RP400Q725 


73.250 


28. 340 


42- 587 


10. 791 


15.556 


23. 049 


29.695 


16.914 


NT2RP400Q728 


398. 420 


254.734 


679. 544 


140.230 


76. 304 


191.521 


224. 94^ 


194.528 


Nr2RP400f)737 


10.955 


3.270 


11.232 


3.668 


i,117 


2.568 


5,042 


3.466 


PfT2RP4000739 


15.887 


23.255 


23.005 


9.500 


14. 336 


12.603 


11.904 


11.565 


lfr2RP4000749 


66. 966 


32, 925 


44. 669 


15.449 


15. 178 


33. 005 


27.405 


18. 522 


NT2RP400(1769 


65. 261 


48.013 


75.648 


22.094 


24.165 


36.022 


30.919 


26. 509 


NT2RP400Q774 


42. 939 


36. 592 


46.497 


13.414 


18.307 


19.211 


16.686 


12.228 


NTZRP400Q78I 


34.651 


17. 546 


33.^40 


8.360 


9.849 


17.872 


14.911 


6.625 


NTZRP4000783 


29. 279 


12.391 


2Q.88t 


15,327 


3.867 


20. 509 


21.415 


4.9fd 


NTZRP400078r 


0.000 


0.000 


0. 000 


0.000 


0. 000 


0.000 


0.000 


0.000 


NT2RF400078a 


57. 142 


47, 566 


42.475 


22. 374 


15.545 


35.822 


18. 884 


32.902 


IIT2RP400079Z 


26.349 


)0. 430 


22. 784 


9.272 


0. 000 


13.445 


11.068 


16.223 


NT2RP400Q809 


33. 934 


109. 004 


47.604 


14.815 


14. 118 


130.537 


459. 568 


2.953 


NT2RP4000817 


76. 682 


20. 256 


38. 151 


11.596 


23.415 


26.552 


17.001 


12.542 


IITZRP4b008ZI 


121.213 


96. 900 


50. 576 


24; 242 


27.444 


74.033 


37. 727 


20. 369 


lltrZRP40008ZZ 


140.413 


82. 390 


238. 604 


35.669 


42. 569 


28.697 


55.099 


10.656 


lfTZRP400Q823 


1 35. 384 


158.604 


92.017 


60.055 


51.992 


105.428 


feiy.857 


15.029 


NT2RP40D0831 


62. 896 


29, 385 


59, 567 


15.141 


27. 742 


44.635 


56.751 


39.831 


NT2RP4000833 


122. 764 


143.283 


293.871 


S4. 134 


35.213 


^9. 


36. 700 


53.259 


NTZRP4000837 

uyA rvn AM AHA * W 


96. 184 


62.893 


85.421 


24.336 


12.853 


108. 156 


63. 147 


18.389 


NTZRP4000839 


80. 940 


59.635 


88.717 


37.592 


8.300 


49.470 


22. 530 


10.946 


NT2RP 4000846 


58.077 


31.507 


77.224 


17.876 


9.450 


20. 275 


20.877 


18.662 


MT2RP4000843 


103. 080 


69.956 


293.625 


42.214 


26. 206 


34.689 


23.120 


18.618 


NT2RP4000855 


34. 677 


17. 013 




0 90 7 


U. 091 


8. 694 


28. 917 


11. 970 


NT2RP400D863 


8.561 


4.898 


3.423 


i.S59 


3.763 


0. 240 


1,403 


4.230 




46.035 


43.964 


108. 504 


74.371 


40. 824 


29.915 


36. 035 


54.061 


NT2RP4O00873 


196. 286 


173.321 


390. 821 


^2.791 


40. 443 


97.997 


66.825 


71.502 


NT2RP4000874 


114.596 


38. 794 


67.452 


24.650 


26.653 


63.430 


52. 080 


41.554 


NT2RP400087S 


185. 360 


106.889 


455. 763 


90. 088 


37.851 


83.221 


55. 792 


83.494 


lirr2RP4000878 


204. 507 


172. 927 


327. 443 


75.171 


78.099 


84.553 


88. 900 


49.029 


NtZRP4000d7d 


9.334 


12.529 


11.389 


5.490 


6.675 


16.421 


0.95^ 


4. 154 


NT2RP4000880 


38. 501 


38.645 


67,150 


20.660 


34.803 


27.293 


40.144 


14.100 


NrZRP4A00894 


134.523 


44.853 


121.558 


10.896 


45.448 


46.826 


69.374 


12.711 


NT2RP4000899 


115. 121 


187.401 


170.218 


144.109 


38. 964 


95.487 


103.728 


166.562 
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HT2RP4O00902 


185. 480 


188.808 


401.324 


78.930 


64. 333 


95. 484 


61.641 


85.667 


tfr2RP4O00906 


0. 305 


1.803 


0. 000 


0.000 


0.170 


0. 372 


0.278 


0.771 


NT2RP4000907 


32. 198 


42.723 


44. 472 


21.830 


25. 520 


24.599 


19.934 


29. 737 


NT2RF4000915 


4S.29I 


15.516 


19.755 


9.014 


17.749 


25.501 


19.811 


5.257 


HT2RP4O0O91B 


18.757 


34.708 


57. 738 


23.947 


17.681 


49.695 


16,463 


25.121 


NT2RP4O00918 


446. 948 


180.459 


261.903 


04.431 


.141.078 


221.658 


308.724 


195. 950 


JKT2RP4O00925 


33. 698 


20:203 


25. 426 


9.727 


8.694 


5.257 


12.183 


6.460 


NT2RP4000927 


32.369 


2.391 


13.088 


3.360 


6.917 


9.429 


12.242 


9.739 


NT2RP4Q0O928 


132.499 


77,919 


75.824 


27.459 


38.566 


63.795 


51.626 


47. 129 


NT2RP4000929 


to. 454 


6.358 


16.205 


5.348 


5.657 


12.035 


5.522 


3.568 


NT2RP40Q0946 


132.281 


63. 256 


(14.387 


25.969 


53.023 


57.751 


42.531 


26.322 


NT2RP4000947 


2.292 


0.165 


0. 000 


0.681 


0.000 


0.000 


0.000 


0.000 


NT2RP4000949 


61.713 


79. 888 


67.197 


17.482 


26.263 


41.870 


34.745 


13.260 


NT2RP4000955 


138.011 


52.132 


123.547 


28,823 


73. 259 


121.259 


99.293 


22.957 


NT2RP4000959 


41.008 


45. 994 


71.680 


28, 437. 


32.234 


40, 989 


21. 


J4.213 


Nr2RP4000962 


18.486 


6. 696 


26. 840 


19. 188 


7.866 


19.686 


12.214 


6.047 


NT2RP40OO973 


36.650 


32.445 


36. 565 


12. 436 


12.341 


24.833 


19.337 


U, 157 


NT2RP40D0975 


76. 542 


69.291 


152.889 


24. 672 


28.007 


28,454 


22.694 


22. 187 


NT2RP4000979 


34. 880 


19.409 


37.326 


20. 821 


11.127 


35.561 


8.305 


14. 375 


NT2RP40OO984 


5.549 
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5.964 


4. 130 


9.900 


5. 147 


NT2RP4000986 


67.644 


33. 142 


45.802 


10. 889 


17.544 


33.261 


23.729 


20.835 


NT2RP4000988 


51.541 


48. 973 


114.030 


19.535 


18.718 


5.732 


14,224 


18.391 


NT2RP4000989 


59.625 


24.400 


48.553 


14.412 


13-785 


30.921 


35.963 


28.297 


HT2RP4000990 


18.308 


8.624 


16. 383 


16.947 


32. 230 


29.187 


8.098 


10.761 




61.619 


79. 591 


73. 376 


19,693 


19.056 


47.138 


i0.38d 


42.869 


KT2RP4000996 


84. 850 


105. 301 


82,603 


17.132 


51.465 


48.697 


18.081 


61,243 


IIT2RP4000997 


67.079 


54.671 


60.172 


84. 356 . 


34. 967 


41.069 


18.376 


96.597 


KT2RP4001001 


14.206 


21.359 


18.095 


11.766 


11.811 


15.392 


12.511 


20. 370 


»lT}RP4dDlM4 




l6. 130 


9. 361 




9.588 


16. db^ 




14.012 


lirT2RP4O0IOO6 


43.300 


32. 280 


76. 984 


15.078 


9.382 


26,487 


11.510 


24.738 


NT2RP4001009 


18. 841 


26.736 


22. 167 


10.117 


15. 306 


18.272 


18.325 


18.908 


NT2RP4001010 


66. 828 


26.273 


64. 129 


11.395 


22.696 


42. 432 


33.273 


30. 440 


NT2RP40010ia 


172.600 


136.757 


152.076 


50. 579 


71.395 


91.790 


74.989 


69.214 


NT2RP4001029 


51.999 


52. 569 


51.080 


19.391 


11. 248 


37.483 


22. 170 


20. 460 


NT2RP4OO1036 


50. 398 


28. 370 


38. 461 


20.941 


14.732 


21.283 


16.094 


22.458 


NT2RP4001041 


63. 254 


27. 315 


44. 653 


17.800 


14. 949 


39. 536 


29. 151 


12. 353 


NT2RP4001042 


120.393 


53. 507 


99. 807 


25.727 


52.624 


62, 242 


42. 161 


65. 349 




84. 525 


39.857 


54. 695 


1^,S28 


15.796 


44.068 


3l.i54 


29. 152 


NT2RP400I050 


23.495 


16.696 


. 14.229 


3. 130 


7.595 


IS. 142 


37.084 


15.929 


wraRPAootosi 


5S. 986 


46.618 


105.231 


34.838 


19.098 


22. 295 


20.760 


29. 183 


NT2RP400I057 


106.673 


52.182 


65. 933 


22. 523 


26.382 


66, 537 


20. 457 


21.945 




170.235 


69.039 


102.410 


24.821 


14.098 


94. 361 


66.708 


23.759 


NT2RP4001Q$4 


89.983 


6t.290 


64.770 


15.070 


12. 139 


42. 538 


37.978 


28. 126 


PIT2RP40010«r 


32.210 


18.655 


23.175 


7.147 


6.320 


18. 181 


17.994 


8.877 


NT2RP4O01078 


70.346 


22.808 


30. 478 


9.119 


% 13,915 


11. 118 


32.316 


11.554 




39.015 


23.9Z3 


38.401 


7.023 


14.496 


15.803 


18.752 


14.515 


NT2RP4OO1080 


14,552 


29. 116 


54.653 


6.580 


5,732 


7.627 


7.008 


8.413 


NT2RP4O010a6 


62. 838 


43.770 


64. 943 


29. 980 


22.792 


S6.125 


30. 073 


45.256 


NTZRP4OO1095 


108.108 


110.235 


255.542 


37.781 


80.702 


55. 098 


43.809 


54.938 


NT2RP4O01O98 


70.282 


49.290 


54. 985 


17. 557 


20.245 


37. 384 


3).i81 


34.153 


NT2RP4001tOO 


197.231 


163.233 


346. 289 


64.078 


75.241 


107.015 


69.878 


66.887 


KT2RP40O11O5 


230.319 


76. 169 


70. 257 


26.174 


57. 028' 


86.626 


87.810 


59. 540 


KT2RP400inO 


57.855 


44. 336 


61. 199 


25.702 


18. 8S8 


18.716 


33.736 


20.912 


NT2RP40ain5 


72. 57 1 


43.734 


66.947 


^0.426 


27. 358 


20.977 


47. 782 


23.254 


frT2RP400in7 


53.949 


26. 454 


27.949 


9.754 


12,786 


27. 164 


23.470 


15.958 


NT2ftP4aQU22 


74. 373 


73.859 


55.273 


28, 246 


24.494 


39.511 


36. 880 


32.941 


NT2RP4001123 


103.600 


40. 395 


69. 670 


16.738 


17.045 


55.106 


52.069 


29.553 


NT2RP400n26 


70. 020 


118. 846 


92.913 


55, 909 


48. 688 


56. 960 


35. 357 


78.750 


NT2RP4^bH2t 


17.316 


17,921 


16.598 


4,302 


4.443 


7.932 


6.088 


3.388 


NT2RP4O0n3B 


34.858 


28.363 


20.031 


8.100 


8.737 


16.238 


16.525 


11.957 


NT2RP4O01U3 


89.870 


104. 250 


131.882 


30.154 


34-329 


44.010 


63. 462 


45.180 


NT2RP4001148 


10.496 


8.968 


14.713 


2.463 


2.540 


2,953 


4.275 


13.549 


.NT2RP400n49 


121.101 


16.961 


36. 641 


6.362 


14.072 


27, 469 


27. 329 


17.906 


NT2RP4001150 


90. 570 


29.463 


50.833 


11.559 


12.988 


28.002 


41.812 


17.678 
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38. 009 


23. 566 


30. 231 


13. 969 


15. 202 


22. 514 


0. 4/4 
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2d. 480 
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32. 747 


7. 435 


8. 821 


8. 329 


10. 13/ 


f. f44 


T2nP4001 170 


22. 282 


tZ. 703 


20. 500 


4. 074 


19. 879 


9. 183 


5. of 1 


4. 03/ 
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T2RP400 n74 


160. 485 


77. 682 


283.723 


47. 118 


44.041 


51. 544 


63. 046 


39. 356 


IT2RP4u01175 


IDS. 636 


84. 266 


237. 665 


56. 987 


37. 302 


44. 646 


49. 808 


28. 044 


iTZRP40ai i7b 


316. 235 


539. 044 


440. 109 


06. 340 


44. 764 


249. 181 


449. SoZ 


321. 557 


iTcRP400llo4 


58. 252 


23. 348 


36. 224 


15. 108 


1 3. 298 
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PLACE 1000442 


28. 9S9 


53.891 


36. 443 


45.883 


36.218 


29. 092 


28.915 


59. 563 


PLACE 1000444 


222. S29 


268. 192 


164.724 


178,057 


143.884 


113,247 


125.051 


157. 345 


PLACE 1000453 


60.912 


56,717 


45. 737 


28.913 


34. 374 


46.491 


47.877 


46. 094 


PLACE 100045& 


59. 850 


55. 649 


26. 148 


10. 788 


16.900 


32.811 


31.014 


25. 102 


PLAttI 000465" 


63.781 


32.184 


28.6G9 


22.813 


15.851 


25.834 


76.172 


29. 680 


PLACE 1 0004ft 1 


117.442 


55.048 


43.008 


40.6D7 


39.t^S 


57.771 


62. 403 


44. 241 


PLACE 1000492 


85. 199 


42. 804 


28. 2G0 


13.820 


16.493 


35.818 


62.470 


37. 29§" 


PLACE1000508 


48.116 


30.697 


17.662 " 


19.193 


14.64S 


26.367 


39.846 


23.454 


PLACE1000S12 


23.066 


37. 3 J1 


52. 438 


15.899 


43.633 


17.392 


16.605 


25. 44 1 


PLACE 1000 540 


6.354 


22.237 


6. 827 


9.533 


6.^3d 


8. 582 


5.690 


8. 570 


PLACE1000541 


139.592 


95. 891 


62. 856 


44.350 


48.779 


102.808 


118.737 


63.454 


PLACE 1000546 


24. 434 


15. 843 


9. 613 


13.003 


8.921 


13.653 


21.807 


14.697 


PLACE 1000547 


138. 587 


72. 254 


"^4.556 


57.672 


49. 694 


71.928 


84. 849 


56. 997 


PLACE 1000560 


39.727 


25.726 


.19.961. 


10.708 - 


14.907 


22.472 


42.419 


29. 563 


PLACE 1 000562 ~ 


74. 380 


77. 1 35 


35. 608 


44.686 


31.444 


29.868 


26.773 


50. 026 


PLACE1 000564 


45.712 


39. 05D 


20.165 


14.663 


19.526 


22.670 


43.140 


35. 028 


PLACE 1000583 


122.345 


132. 82& 


73. 526 


90.516 


75. 343 


52.557 


52. 925 


95. 075 


PLACE 1000587 


99.842 


63.364 


42. 075 


55.988 


38. 170 


35.599 


30.062 


36.245 


PLACE1000588 
dI Af'^iAAAtac — 


86. 166 


135. 917 


34.BS4 


41.374 


26. 506 


42.479 


■'66.642 


72. 805 


rLACcI 0D059D 


^ 49,265 


55. 996 


23. 832 


26.469 


29.318 


57.681 


28.073 


35.812 


rLAtc10D0599 


79. 259 


72. 325 


37.975 


49.064 


36.704 


32. 501 


40. 446 


38. 539 


rLAUclOOuDU? 
Dt 1^ i AMit 1 n 


46. 938 


54. 18£» 


20. 654 


19.011 


15.275 


25. 549 


73.210 


37. 742 


rLnLc. WuUb lU 


45. 555 


31. \Qt 


16. 017 


11.318 


13.934 


22.493 


36.775 


27.839 


Dl ftirci AAnci ^ 
rLn\^ 1 UUub 1 i 


83. 806 


11. 237 


34. 984 


19.496 


31.956 


36.823 


73. 743 


37.315 


PI AmnnhK^il " 


OK AA A 


20. 294 


26. 796 


13. 307 


42. 252 


20.623 


23.163 


24. 644 


PUC£1dAa633 


51.819 


72.312 


34.517 


36.919 


35.957 


28..7^fe 


32.601 


40.217 


PLACE1000636 


19.979 


28. 179 


10. 228 


15. 590 


13.380 


12.707 


24.141 


13.996 




19.174 


29. 774 


9. 902 


11.497 


12.647 


8. 885 


20. 791 


11.318 


PUCE1000656 


207. 889 


68.319 


57. 763 


33.548 


59.611 


78. 748 


110.176 


49.086 


PLACE1O006S3 


27. 908 


22. 175 


79.442 


9. 906 


106.232 


14. 462 


23. 389 


15. 120 


PUCE100070$ 


283.571 


94. 94« 


65. 754 


40. 790 


70. 486 


112.748 


210. 569 


73.830 


PLACE1000712 


61.631 


49.744 


23.617 


15.665 


21.178 


14.931 


57.877 


39. 148 


PUCE1000716 


26.011 


26.336 


1S.616 


9.969 


11.091 


19. 128 


22. 664 


15. 949 


PUCE1 000740 


34.490 


32.48i 


19. 323 


13.899 


13.528 


23.824 


29. 403 


19.851 


PUCE 1000748 


8.182 


18. 70;! 


8.763 


10.496 


2.952 


8.739 


11.227 


11.219 


PLACE 1000743 


246. 155 


158, 64/ 


101.055 


70.317 


r 70.301 


173.879 


198. 491 


125.375 
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PLACE1 000751 


8.591 


28.532 


6. 888 


fi G?S 

W, Q to 


0. ooy 


( . Dl 0 


7 Q9ie 

1 , □£0 


11. 113 


pUcElboo^Sii 


22.080 


22. 789 


1 i. 946 


14. 166 


9 1 7S 

1 £3 


1 I . r 0 1 


CM, HDD 


1 A Qn>t 


PUCEI000759 


16.024 


19. 119 


1 5. 504 


12, 207 




1 ? 7^1 
It. fit 


21. U34 


18. 074 


PLACEI0D0778 


109. 940 


166 867 


46. 116 


717 


34. 3/3 


33. 4^ 


40. 021 


61.410 


PUCEI000785 


54. 501 


35.590 


19. 231 


L I . J*l«l 


It Q1Q 
1 1. 949 


t 7 01^ 

I /. Z33 


19. 818 


30. 628 


PLACE 1000736 


53. 401 


34. 818 


CO, cW 


CO. fOi 


21.236 


33. 236 


29. 738 


24.419 


PUtfl00O793 

F (^Vw 1 If WW 1 ^ II 


48. 092 




? ! 7nA 
0 1 . lUh 


14. Kb 


17. 894 


. 36.450 


38. 082 


31.337 


PLACE! 000795 

r 1 www 1 9tt 


38. 178 


•I J . OOC' 


70 fiJlO 


ti . or4 


10. 765 


21. 955 


4 1 . 92 1 


41.550 


Pf ACPI 0007 Ojt 


J 1 . £ JO 


in. / ft' 


9^ cnc 
iC. bUo 


CO. 191 


17. 921 


17. 856 


21. 782 


21.758 


rLAl^ClUUUOl c 


OA ICQ 


9 9 CACi 
Ci. 34^1 


17. 121 


14.965 


8. 140 


11.726 


13.094 


25, 608 




81. 4i»f 


78. 801 


' 40.416 


88. 702 


37. 795 


36. 623 


32. 882 


44.6S5 


rLACcIuuOoZ} 


72. 220 


107. 7lJi 


51. 491 


134. 346 


31.956 


47,353 


61.449 


155.007 


m ApCinnflDSD 

rLAuklDUuo38 


44, 642 


81. 655J 


25. 304 


15. 146 


16.808 


62. 951 


59. 936 


33.016 


PLACc 1000841 


19. 731 


9. 16{t 


3. 325 


14. 206 


7.817 


19.073 


12.783 


I0.985~ 


rLAirC 100084 3 


23. 326 


27. 970 


19. 816 


10.746 


10.401 


15.372 


21,004 


17. 198 


rLAtt:i 000849 


171. 333 


62. ^3!l 


I 65. 353 


38.857 


44.284 


93,732 


118,022 


61.526 


PLACcIOOOSSd 


36. 302 


20. 267 


19. 938 


11.857 


16.559 


18.275 


24.314 


14.524 


Dl IPC l^nflal^9 
PLAtc 1000853 


61. 947 


24. 72JI 


17. 318 


10. 548 


32.356 


45.071 


40. 695 


26.491 


PLACci 000876 


79. 589 


41. 30a 


31.803 


27.682 


30. 566 


41.161 


58. 457 


35.801 


PLACE1OOO899 


36.028 


54. 5M 


19. 200 


14. 563 


23.816 


17.191 


23.052 


18.916 


Dl ArcmnnttriV 
rLALt 100090 7 


34. 468 


58. 73V 


45. 762 


53. 355 


33.953 


45.837 


23. 987 


112.516 


PLACE 1000 909 


17. 260 


18. 26!l 


7. 853 


7.770 


4.100 


9.541 


11.860 


■ 5.4U 


PLACk 100091 Z 


72. 300 


41. 73IJ 


29.873 


18. 579 


21.304 


47, 829 


47.423 


31.816 


□1 ircifinntiiJ 
PtACc 10009 14 


34. 274 


20. 77li 


16. 170 


8.631 


12. 137 


13.771 


20, 247 


22.212 


rLACciOuDslo 


6. 646 


24. 953 


6. 298 


21.039 


6.076 


8.001 


)4. 538 


7.614 


PLAUcl0009Zf 
Dl H^CinAAa^i ' 


28. 004 


62. 27iJ 


11. 519 


25. 240 


15.288 


27.303 


24. ^3^ 


36.302 


PLACcI 000931 


60. 013 


70. 374 


41, 114 


48.090 


31.983 


37.593 


35. 750 


38.045 


PLACt 1000944 


lb. 469 


20. lot) 


n. 329 


9. 563 


11.301 


10.495 


10. 907 


13.479 


PLACE 1000948 


32. 119 


1 74. 384 


19. 147 


n.5fil 


8. 864 


13.716 


16, 344 


23.012 


PLACci 000939 


24. 559 


28. 912 


20. 683 


12. 101 


15. 980 


IV. 7i8 


18,551 


16. 227 


PLACE 1000972 


120. 934 


92. 640 


56.098 


49.344 


42. 043 


64. 933 


66.648 


83. 486 


PLACE 1000977 


5. 160 


23.071 


5. 930 


7.450 


7.265 


6.795 


7.348 


13. 664 


PLACE 1000 97 9 


36. 518 


36.872 


31.314 


43.863 


34.967 


34. 693 


38.011 


58. 543 


PLACE 1000986 


39. 462 


32.248 


17.759 


9.962 


10, 922 


17.210 


20.134 


11,670 


PLACE 1000 987 


85. 543 


56.030 


33.710 


26.097 


53. 247 


35.833 


43, 907 


42. 254 


PLACE1001DOO 


15. 969 


18. 182 


11. 199 


iS.ddl 


10.697 


10.336 


15.117 


15.657 


PLACE100J007 


41.857 


48.683 


23.082 


21.556 


18.037 


24.959 


24. 887 


38.857 


PLACE1O0101O 


29. 468 


27. 943 


26. 350 


21.964 


14.359 


16.726 


17.753 


18.489 


PLACE100I015 


20. 540 


30. 643 


16. 387 


20.211 


7. 569 


13.946 


8.904 


23.581 


PLACE1001016 


77. 787 


62.441 


29.862 


30. 262 


22.094 


36. 963 


57. 898 


62.858 


PLACE 1 00 I0Z2 


33, 101 


30.827 


19.383 


11. 100 


14.872 


22.156 


23. 755 


20. 499 


PLACE1001024 


85. 274 


27.421 


25.662 


12.087 


19-171 


38.266 


.41. 922 


20.735 


PLACE 1 00 103S 


BO. 642 


165.022 


64. 983 


46,681 


67. 747 


121.474 


402. 289 


252. 956 


PLACE1OO1038 


452.345 


139.825 


89. 101 


67.372 


64. 392 


122.656 


119.479 


107.665 


PLACE100104d 


49. 948 


49. 581 


16.660 


14.592 


10. 687 


24.544 


36. 869 


36. 435 


PLACEIOO1054 

Ql ICflAAttA^t 


134. 306 


67. 365 


61.474 


36.835 


33. 520 


69.944 


111.570 


67, 974 


PLACE 100 1062 


74. 158 


68. 783 


52. 589 


64. 589 


49. 941 


41.816 


" Si: 497 


54. 685 


PLAUcIODiOdJ 


10. 880 


19. 653 


8. 862 


9.859 


B.427 


6.510 


8.010 


9.447 


Dl' irc 1 nn 1 Atc 


14. 575 


15. 670 


12. 223 


5. 950 


12.881 


9.910 


15, 204 


12,057 


PI Arf tnni/)fii 
ruibc luu ivoi 


iZ. 330 


13. Zoo 


8. 314 


5.016 


L 4.852 


19. 472 


31.441 


10.426 


rLKLcllRJ lUoD 


7C 7CO 

CO. /d3 


16. 332 


10. 811 


9. 362 


11.626 


15.207 


22. 359 


14.210 


n Af^cinnino9 
rLALc fUUIU!r£ 


' ID. 9 JO 


44. 121 


18. 940 


15. 854 


15. 358 


18.646 


27.718 


25. 006 


PLACE1OO1098 


51.863 


74. 6&4 


44. 477 


36. 802 


35. 002 


JO. 3j*f 


Afi 700 


44. 072 


PLACE100I100 


69. 984 J 


61.4S8 


42.513 


37.432 


21. 199 


38.215 


39. 752 


36.521 


PLACEI001104 


37.879 1 


43.5f;9 


22.459 


19.257 


15. 2O0 


22.158 


23.976 


24. 947 


PUCEI0011U 


50. 995 


43. i;:9 


28. 583 


41,340 


23. 689 


22.370 




26, 508 


PLACE1001116 


55. 858 


39. 5:t6 


30.416 


29. 284 


13.566 


35.583 


35. 042 


61.564 


PUCE1001123 


30.236 


32.692 


12.932 


16.066 


9. 901 


19.213 


20. 910 


28. 778 


PUCEI001136 


127.205 


106. 2V9 


47.874 


46. 520 


45. 126 


54.639 


67.043 


60-071 


PLACE 100 1144 


59. 577 


74.7/3 


33. 377 


21.823 


38.443 


32.412 


40.190 


39.315 


PLAC^100jj4;^ 


119.813 


42.81)9 


27.085 


20.092 


30.181 


39. 398 


45.339 


34.463 


PUCE1001148 


37.059 


29.31)8 


18.220 


13.240 


14.014 


19.609 


42. 976 


28.919 


PLACEI001159 


23. 780 


18.71)1 


10. 274 


9.929 


12.302 


17.285 


19.282 


17.753 


PUCE1001168 


26.768 


24.3?3 


12.289 


8.468 


8.558 


14.711 


22.168 


20. 921 
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PLACEICOIUI 


37.609 


26. 312 


19. 416 


9. 788 


11.645 


20. 994 


34. 674 


26.387 


PLACE100n83 


48.472 


34.255 


16.988 


12.402 


13.998 


24, 043 


41.590 


34.738 


PLACElCOnSS 


98. 156 


72. 026 


33,520 


17.455 


34.874 


41.246 


78. 451 


45.433 


PLACE1001201 


20.710 


28. 202 


14.832 


19, 137 


15.156 


11.504 


21.093 


18.878 


PLACE1001229 


33. 202 


50.727 


25.432 


24. 039 


19.810 


29. 842 


30. 368 


33.000 


PLACE1O0123t 


28.893 


32.022 


21.470 


16. 244 


15.489 


23. 482 


30.611 


22.184 


PUCE10Q1238 


67. 072 


60. 114 


37.423 


43.278 


30.120 


34. 706 


41.011 


38.313 


PLACE100124t 


21.610 


25. 407 


7.984 


17.578 


8.443 


14. 781 


31.035 


14.575 


PLACE1001242 


45.592 


69.441 


28,266 


26.878 


24.774 


29. 386 


68. 093 


55.636 


PLACE1001247 


14. 525 


18. 387 


7.185 


6.906 


8.128 


9. 486 


6.808 


15.989 


PLACE1001250 


49.114 


30. 049 


15. 521 


12.388 


20.092 


23.444 


40.190 


18.900 


PLACE1001257 


62.294 


83.027 


38.705 


44. 550 


45. 672 


38. 236 


37. 267 


51.354 


PUCE1001272 


63. 255 


35.775 


22.716 


18.567 


23.479 


28. 934 


54. 496 


33.742 


PUCE1001279 


20.477 


21.478 


8.935 


8.448 


12.817 


12.013 


16.223 


11.151 


PLACE1001280 


68.512 


56.354 


46.699 


32.609 


50. 557 


37. 478 


30. 514 


34. 496 


PLACE1001294 


16.622 


36.699 


12.414 


23.498 


22,103 


14. 441 


14. 208 


23.363 


PUCE1001295 


156.866 


63.791 


43.310 


26.850 


56.659 


72. 706 


110.093 


39.852 


PLACE 100 1300 


64.491 


33.466 


14.714 


9.167 


18.136 


13.210 


28. 528 


23. 798 


PLACE10D1304 


70.999 


60. 035 


54. 352 


72.569 


49.765 


40.745 


55.843 


97.914 


PLACE1001311 


77.711 


87.514 


37.479 


36.657 


50.824 


35. 191 


38.273 


47.028 


PLACE10013Z3 


85.671 


92. 960 


47.002 


40.309 


44.877 


41.038 


46.429 


45.578 


PLACE1Q013Z5 


63.854 


83.048 


40.238 


34.763 


38.177 


31.146 


36.745 


54. 898 


PLACE1001340 


50.316 


43. 105 


32.357 


18.188 


41.779 


27.080 


44. 703 


34.275 


PLACE1001344 


21.096 


20. 141 


12.901 


11.211 


11.242 


13.229 


17.699 


15.374 


PLA<^^i(Mii5i 


21.665 


30.334 


17. 172 


16.561 


21.087 


13.674 


23. 521 


25.699 


PLA(t^l(Ul^£6 


51. 121 


41.493 


20. 753 


22.794 


22. 644 


20. 945 


39. 950 


30,512 


PLACE1001377 


17.643 


7.950 


8.199 


6.636 


10.878 


8.266 


14.816 


8.211 


PLACE1001383 


19.371 


31.320 


12.152 


16.238 


10.327 


18.369 


19.779 


20. 881 


pUC^i6Aii84 


12. 523 


28. 763 


17.012 


8.145 


10.197 


11.093 


21.749 


13.042 


PUCE1Q0t387 


74.695 


38.816 


24. 690 


18.993 


17.630 


44.878 


42. 628 


24. 984 


PIACE1001395 


16.685 


20. 986 


21.294 


11.232 


11,885 


\ 13.388 


11.627 


It. 398 


PUCE1001399 


226.500 


168.857 


120.411 


105.668 


74.590 


106.559 


109.855 


113.693 


PLAC£100t4d1 


7. 198 


ziAU 


6. SSd 


8.709 


5.336 


6. 428 


17. 374 


13. 590 


PLACE1001407 


36.871 


35. 435 


20. 290 


26.813 


14.205 


17. 551 


44. 441 


18. 269 


PLACE100t412 


37.695 


27.537 


14.076 


15. 165 


12.728 


15.789 


38. 368 


22. 732 


PLACE1D01414 


217. 145 


130.533 


105. 385 


81. 994 


74.062 


1 15. 387 


103. 177 


72. 729 


PLACC100M16 


35. 223 


39. 103 


34.029 


25.498 


14.222 


24. 743 


21. 597 


25.005 


PUCEtOlll'4ii 


145. 429 


164.813 


104.366 


1^3.1^9 


55.364 


82.221 


118. 995 


143. 644 


PUCE1001440 


58. 228 


39.255 


26. 807 


18.655 


18.643 


29.783 


43. 995 


27. 882 


PLAC£10A14$6 


45.7^4 


64.00^ 


62. SAi 




46.872 


43.771 


53.047 


50. 036 


PUCE1O01464 


14. 904 


12.569 


12.016 


. 7.606 


7.643 


10.634 


21.002 


14. 923 


PLACE1001468 


12.628 


13.185 


11.183 


8.049 


10.407 


10.393 


17.688 


12. 134 


PUCE100t484 


111.986 


88.704 


61,951 


103.045 


57.131 


47. 838 


72. 549 


64.633 


PLACE1001500 


112.534 


66. 487 


40. 149 


29.195 


31.131 


66. 175 


52.403 


47. 197 


PLACE1001502 


111.530 


51. 123 


42. 187 


21.773 


27.041 


52.421 


55. 175 


32.016 


PLACEIOOI&Oa 


104. 144 


79. 570 


47.845 


42.970 


37.990 


50.672 


57. 729 


52.788 


PLACEtOOUOS 


20.479 


27.535 


13.492 


15. 526 


12.841 


22.000 


19.770 


21.944 


PLACE1001513 


30.859 


24. 448 


21.001 


14.991 


10.141 


18.450 


24.882 


26.311 


PUCE1001516 


133.217 


89.711 


. 99.042 


^8.87^ 


78.064 


73.719 


71.012 


63. 994 


PUCE1001517 


69.164 


42.110 


28.024 


23. 097 


19.564 


24.584 


39. 431 


31.705 


PLACE1001523 


44. 322 


26. 222 


15.440 


33.292 


16.685 


26.064 


28.195 


35.152 


PLACE1001526 


12.214 


48. 804 


32. 938 


18.497 


27.271 


29.631 


19. 107 


33.278 


PLACE1001534 


14. 2T8 


14.916 


17.792 


13.675 


17.033 


22.739 


18.831 


18.893 


PLACE1001536 


25.937 


21.827 


14.716 


13.316 


8.319 


14,594 


19.891 


10.823 


PLACE10D1545 


81.173 


118.411 


60.729 


57. 604 


60.102 


55.719 


62. 273 


73.495 


PLACE1001&51 


29. 258 


24.05{i 


15. 777 


17.582 


14.381 


14.773 


23.849 


25. 399 


PLACE1001564 


12.683 


21.942 


10.266 


^.274 


6.981 


12.704 


27. 781 


11.258 


PUCH1001570 


10. 554 


41.593 


5.601 


19.923 


9.421 


18.406 


16.691 


18. 288 


PUtiElMl^^l 


127.122 


86. 60» 


38. 342 


58.413 


34.598 


53. 965 


49.662 


34.301 


PUCE1001595 


116.778 


213.7811 


32.313 


32. 498 


34.618 


50. 204 


34.174 


37.047 


PUCE1001602 


23.415 


17.913 


9.9Z1 


11.848 


9.736 


11.310 


8.437 


13.830 


PLAd^jooieOi 


49. ^59 


59. 889 


39.368 


29. 79^ 


29.()3S 


^6.595 


39.306 


3y.052 


PLACE100160B 


26. 740 


49. 68H 


21.856 


26.287 


32.997 


19.418 


12.572 


39.795 


PLACEI001610 


103.785 


116.714 


78.094 


80.451 


74.242 


57.490 B5.946 


70.900 
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PLACEIOOlSIt 


58.97? 


40.610 


21. 168 


17. 897 


20.458 


26.980 


37. 282 J 


29.415 


PLACE100t629 


23.692 


21.349 


10. 779 


11.703 


9.654 


17.389 


16.943 


17.712 


PUCE1001632 


56.182 


39.917 ^ 


28. 058 


32.960 


30. 608 


36. 189 


37.819 


50. 929 


PLACE 100 1534 


ffi.0I8 


22.871 


12. 492 


5.629 


10. 744 


11.917 


13.604 


13. 552 


PLACE1O01637 


61.890 


34. 286 


23. 149 


18. 271 


16.901 


31. 188 


43.749 


17,679 


PLACE 1001 $40 


80.631 


63.007 


32.766 


49.291 


29.961 


30.898 


32.648 


42. 726 


PLAC£tOOI655 


29. 386 


40. 949 


10.818 


14. 407 


12. 505 


8. 704 


14.876 


16. 268 


PLACE700I672 


34.6IS 


40. 370 


24. MS 


16.896 


19. 193 


20.408 


10. 495 


28. 727 


PUCE100I676 


10.323 


5. 349 


4. 889 


7. 928 


5. 142 


S. 752 


4. 884 


4 020 


PLACE100I683 


99. 245 


101.853 


51.020 


46,928 


31.257 


45.917' 


57.578 


tl.255" 


PLACE] 00 169 I 


55.06) 


48. 826 


32. 495 


70. 656 


37. 287 




24. 285 


45. 922 


PLACE10016S2 


50.688 


45. 778 " 


29: 336 1 


31.751 


20.230 


23.603 


23. 387 


30 


PLACEt001705 


54. 991 


45. 920 


32.949 


30. 739 


23,884 


24.735" 


21. 290 


26. 568 


PUCE)00I716 


19. 961 


39. 584 


17. 983 


14. 122 


11. 592 


15.645 


26. 052 


*V. Vf i 


PLACE100I720 


45.804 


36.576 


23.337 


13. 159 


14. 367 


26. 395 


38. 216 


?1 AQ7 

C J. O'fL- 


PUCE100I728 


25. 294 


12.023 


10.018 


4. 500 


6. 969 


13. 369 


17.313 


1 V. 03 1 




54.4T4 


30.538 


23.378 


14.206 


12, 538 


34. 643 


3R 114 


c*l. 17£ 3 


PLACEI00I739 


72. 181 


46. 505 




17.618 


26. 461 


46. 354 


9 r . c M 




PLACE1001740 


44.32t 


37.300 


20. 706 


23. 395 


18. 627 


20. 277 




ca. loo 


PLACE100I745 


88. 492 


59. 243 


42.077 


24.655 


33.8TI 


52. 589 


78. 1 54 


^1 QQQ 


PU^CE100I748 


34.637 


42.251 


39.371 


25. 196 


29. 098 


20. 925 






PUCEI00I748 


68. 976 


42. 569 


32.885 


20. 301 


21.057 


36. 582 




oU. 9 1 U 


PUCE1001753 


49. 985 


45. 870 


23. 560 


22.075 


3. 6S0 


25. 936 


dl S?4 


7o n7A 

oo. ycV 


PLAt^lOOiYSft 


58. 884 




32. 148 


72. 106 


23 706 


32 912 


3£ . O 1 D 




PLACE1001761 


80. 396 


70.047 


114.350 


98. 694 


125.278 


"55. 73S 


DD. lOc 


1 1 9 qOO 


PUCE1001767 


101.474 


95. 17£i 


45. 516 


33. 144 


52. 766 




(U 1 . CIO 


7C C 1 I 

/b. 0 1 i 


PUCE1(W1771 


13.712 


26. 7551 


20. 057 


12. 622 


18. 385 


16 780 


1 9. OQU 


23. t94 


PUCE1O0177$ 


4. 588 


40. 521 


8. 311 


6. 5S6 


7. 390 




9. 00 J 


17. 408 


PLACEIO0I777 


61.261 


31. 3 If; 


29. 820 


13. 022 


J 7 fijn 
I f • otu 


Jt . D*? 1 


j4. o3r 


21. 794 


PLACE T001 78] 


16. 525 


17. 8811 


7. 311 


9. 028 






1 3. 994 


12. 461 


PLACEIO01783 


82. 003 


24. 96? 


30. 707 


19. 043 


10. f 3/ 


io, til 


43. oOf 


19. 485 


PUCEiO0l766 ' 


24. 406 


■■■■2o:5^;!" 


9. 992 


12. 368 


a. OhO 


1 C, UQi 


cf. S4o 


22. 791 




39. 981 


29.41!) 


23 164 


10.091 


1 ^ nAA 
1 a. uo*t 


m CO 7 


i<j ncc 
40. U99 


36. 556 


PIACE100179S 


36. 820 


39. 616 


■ "20.096 








9 4 On a 


26. 943 


PLACE1001799 


128. 712 


38 51 !i 


26. 836 




?ft 71ft " 
CO. 1 ID 


1 1 tlTA 


f 0. 434 


36. 462 


PLACE100I810 


14. 418 


1>.03!) 


10. 361 


in ino 


0 nQ9 


d cac 


10. 813 


10. 585 


PUCE1O01817 


30. 913 


22. 601 


33. 584 


11.211 


Id RM 
JH. 0 (** 


3o. »HJ 1 


1 fl liin 
19. 140 


20. 248 


PLAC£10Qt821 


44. 377 


41. 51!) 


23. 006 


22. 091 




f 9. unit 


24. 750 


27. 083 


PLACE1O0I838 


51. 521 


27. 55JJ 


20, 807 


7 




£ r . Ut>r 


36. 704 


21. 625 


PLACE 700 1844 


29. 459 


29. 74J 


21. 870 


21, 220 


18, 464 




QCA 
CS. 334 


18. 459 


PUCE1O01845 


33. 946 


36.42} 


18. 233 


14. 133 


1 9, 354 






33. 894 


PLACE10018S8 


36. 762 


28. 55iS 


.15. 393 


27. 399 


23. 094 


CM, i f 9 




c(. 946 


PLAC£i6bi86i 


41.81) 


29.631 


16. 671 


13. 297 


14. 417 


29. 644 


JQ On 7 


21. 491 




21.015 


19.215 


7.813 


9. 785 


8. 947 


7. 055 




£V, dot 


PLACE1001897 


41.587 


43.503 


18.203 


17. 788 


18.625 


34. 484 


37 591 


Id 1 71 
JO. J / 5 


PLACt^p019C2 


33.879 


86.444 


25. 521 


77. 375 


23.800 


40. 850 




OC. 490 




42.359 


28.323 


18.415 


13.316 


15. 185 


24. 027 




C3. 04J 


PLACE10019C7 


99. 999 


94. 157 


52.221 


54.031 


60. 482 


55.231 


87. 790 


f!^ 770 


PLACEIOOtSIO 


76.138 


126. 370 


33.663 


25.331 


33. ?03 


39: 045 


66. 245 


3 It Q7)i 


PUCEtO0lil2 


" ^2.552 


96.^8^ 


43.604 


44. 098 


51.566 


44.297 


53. 061 


61. 896 


PLAC£fO019l8 


59. 029 


60. 982 


33, 789 


30. 466 


29. 328 


46.949 


78. 822 




PLACE1OO1320 


9. 437 


24. 354 


8.429 


22. 027 


10. 009 


15. 534 


8. 844 


29. 435 


PLAC^1O0l92j 


20. 462 


35.914 


14.995 


it. 670 


10. 114 


16.420 


22. 43T 


?? 

LL,' f } 3 


PUCE100t930 


16.268 


28.124 


18.470 


13.279 


15.554 


13.919 


22.090 


19.274 


PUCE100t949 


23.830 


22. 587 


13.269 


10,049 


11.377 


14.303 


26.537 


9. 643 


PLAC£IO0t95g 


40. 9S2 


30. 344 


15.913 


13.328 


24.661 


21.0)5 


37. 170 


18. 763 


PUCEtO0t969 


12.458 


20. 2b5 


14. 372 


15.468 


10.543 


9.551 


13.870 


15.621 


PUfi£l60197"4 


21.533 


45. 767 


37.839 


18. 194 


36.382 


18,154 


19. 101 


21.180 


PLACE}0dl98I 


37.122 


27. 300 


20.961 


8. 701 


16.875 


15. 523 


25.093 


21.729 


PLACE1O01983 


84.898 


45. 469 


30.920 


16.864 


17.046 


4U287 


52.042 


28. 458 


PLACE70(il^i9 


47. 501 


59. 400 


30, 952 


30. 644 


23. 35^ 


33.328 


33.521 


32. 148 


PLACE10020Q4 


96. 924 " 


138.468 


70. 255 


74. 069 


44. 965 " 


61.641 


60, 598 


60. 144 


PUCE1002008 


67. 655 


101.031 


63.838 


57.207 


53.740 


50.343 


63. 192 


74. 655 


PUCE)O02015 


48.810 


46. 095 


25.042 


26, 422 


28.835 


36.724 


35. 174 


29. 389 
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PLACE10Q^044 


15.432 


19.517 


12-298 


7.574 


10.740 


14.882 


16.986 


23.255 


PLACE10Q2046 


35.129 


24. 586 


16.894 


16.958 


15.796 


25.488 


45.998 


25.557 


PUCE1Q02052 


13. 131 


11.184 


10.040 


6.082 


7.542 


10. 153 


10.668 


10. 355 


PUCE1Q02066 


77.695 


109.725 


92.490 


79.876 


,58.443 


57.230 


64.889 


59. 207 


PUCE1002072 


9T.971 


90. TU 


48. 605 


48.732 


39.945 


44. 244 


40. 362 


47. 906 


PLACE1002Q73 


48. 101 


39. 394; 


30. 681 


27-085 


15.219 


30.451 


35, 202 


22. 863 


PUCE 1002080 


147.011 


90. 983; 


77. 089 


67.438 


53.419 


83.047 


71. 583 


70.087 


PLACE 100 2 08 1 


6. 752 


13.958; 


11.761 


8.303 


6. 211 


1 1 . 1 42 


1 1. 382 


B. 460 


PLACE1 002090 


19.854 


27. 73^1 


20.058 


14.085 


36. 381 


18. 780 


21. 857 


42. 580 


PUCE100209S 


60. 336 


45. 82$i 


29. 542 


33. 247 


26. 663 


24. 6tS 


34. 539 


41.411 


'LACE 1002 102 


164. 050 


58. 09^1 


40. 254 


32.448 


3D. 279 


73. 576 


158. 991 


75. 372 


'LACE1002109 


45. 221 


57. 99f. 


53. 572 


43.855 


38. 839 


41. 641 


47. 534 


53. 651 


PLACE 10021 IS 


9. 512 


11. 95^1 


8. 778 


7, 248 


4. 013 


7. 023 


5. 912 


6. 295 


PLACE 1002 11 9 


36. 430 


58. 45Ji 


53 047 


27. 1 15 


43 fo9 


26. 254 


23: 542 


0 0. kl£3 


PLAtEtQ07M0 

r LnlfC 1 UUt 1 HV 




44. 0I{: 


31 25B 


17. 883 


20. 743 


30 803 

Ow. QUO 


35. 802 


3t 4Qff 


PI ArFIDn?1Sf1 
r t_nuc 1 UU£ 1 911 


14, 549 




13. 952 


8. 635 


1? 

1 £ . U07 


7 434 
1 . *i<j** 


1 . 9*tU 


n 111 
t J. Ill 


71 if**c inn9i 


73. 9/3 






1 R XOO 

1 0 , 0 39 


10 JIC>( 


Oo. Uo*l 


An jf 9 0 

4U. 4£o 


79 7C 4 
OC. f b4 


Di APC 1 nn9 1 C7 
'LALcluU2 i3f 




1^ St 1(1 


oc ncn 
£ 9. u9U 


t i f;ft9 

J 1 . 00£ 


oU. Uo 1 


9t 1 no 

£0. IU3 


9 j| 07 1 

o4. so 1 


28. 217 


rLAbc 1 OvZ 1 DO 


C7 0 1 Q 

Dr. £ 1 7 


4 / . OD'I 


\ y. 443 


99 7C7 
££. f 9l 


9C C;( C 
£0. 949 


77 ncc 

Oo. UOb 


>i7 7 Jl J 

4j. f 44 


29. 963 


rLAtciuUZlOo 


077 


AC ITJ 
40. f 1 f 


1A 1 1 £ 


A A 799 

44. iLL 




90 7 1 7 


33. 746 


25. 283 


rLALkiUUZ1/U 


Do. Olio 




^ 7 910 
£ J. £ J3 


) 1. £7D 


1 7 nnfl 


91 7CC 
£ i . / 09 


31. 640 


17. 540 


DI 1 PCI nil 4 1*71 




iJ. lib 


1 C OC it 
lb. £94 


£9. iJ4 


n 1 a 1 


17 7 CO 


14. 604 


12. 880 


'LACtlOOcloO 


18, 621 


18. 5 1 H 


1 1 . 924 


1 1 7Da 


15. 091 


O 7 D4 
3. oo4 


14. 450 


16. 442 


DI Afcinnt'titi 


1 1- 23/ 


1 6. 438 


C ^ \ A 

0. 314 


5. 973i 


5. 890 


7. 372 


15. 552 


5. 123 


'LALciOnZZOD 


41. 279 


32. 645 


1 9. 848 


19 1 CA 
1Z. I DO 


\ A C 1 9 
14. D IZ 


9C iiac 

£b. 49b 


24. 978 


18. 65Z 


'LACElOOZZOS 


8. 060 


8. 833 


8, 840 


5. 678 


9. 502 


7. 453 


5. 919 


5.027 


tACcluOZZlS 


1 3Z. oZJ 


94. 63 1 


C Jl 4C ft 

94. £DS 


C 9 7C9 
DC. f 9Z 


97 7 C7 

37. 757 


cc >I9 C 

Db. 43d 


72. 589 


6t. 367 


'LAUClUOZZi 9 


Z8. 943 


25. 80JJ 




1 ft Cff 9 
IS. 903 


1 1. 494 


1 C Oft 1 

l9. 9oi 


1 C CC9 

1 9. 5b3 


IZ. 757 


PLAuciUOZZZT 


Q 1 nci 
oZ. Usl 


cc 7nii 


.42. 058 


79 4 7C 

9Z. 4od 


9jI I DO 

34. 1 99 


j9. 449 


33, 444 


40. 762 


'LACciDQZZsS 


CO OCT 


Z 1 . 58;) 


1 ^ ceo 
Z3. 99Z 


ft 1 1 c 
0. 3 19 


9. 45/ 


£1. J3d 


22. 438 


14. 348 


'LACclOOZZvS 


1 1. 668 


27. 09? 


12. 608 


15. 320 


10.327 


9. 326 


7. 247 


18. 657 


rLACcluOZZsS 


12. 944 


16. 713 


14. 115 


16. 119 


1 3. 177 


10. 814 


8. 343 


7. 436 


rLAuclUUZZBa 


12. 935 


14. lOr 


10. 661 


C C7rt 

9. d7u 


8. 397 


8. 906 


13. 661 


8. 898 


PLACciDOZSOl 


40. 882 


61 . 873 


38. 880 


19. 138 


39. 970 


34. 344 


28. 054 


32. 685 


DI APdnn49irt 


!5. 971 


2 1 . 00 S 


23. 836 


to. 651 


24. 965 


17. 853 


17. 328 


20. 350 


rLACEIuDZSI 1 


32. 060 


30. 94i!i 


17. 177 


14. 219 


1 0. 905 


20. 580 


20. 767 


19. 139 


DI APdftA'l9tft 

rLAuciOUZ3l9 


21 . 289 


1 7. 105 


17. 384 


12. 607 


9. 953 


15. 052 


12. 933 


13. 530 


PLACE 1002329 


41. 807 


28. 97 D 


16. 757 


13. 513 


9.723 


19. 282 


28. 768 


18. 428 


PLACE 1002333 


10. 233 


17. 70b 


5. 802 


5. 259 


5. 108 


7. 829 


1 1.050 


8. 546 


PLACEi 002342 


48. 41 4 


46. 073 


26. 203 


18. 031 


3 1 . 808 


29. 119 


31.805 


35. 900 


'LAUcluOZ343 


' no 77JI 




21 . 839 


9. 918 


13. 209 


21. 177 


28. 826 


23. 746 


PLACcTUUZ359 


3f . Mf 


27. 979 


16. 049 


8. 792 


1 1. 795 


19. 972 


18. 057 


1 9.576 


PLAuclDOZasS 


jiO OCA 

48. Sb4 


CO acA 


9C CQ7 


1 7 cert 


9C lilft 

Zb. Z48 


9C OftC 


70 O70 

39, 078 


44. 650 




7n 7n9 


Cn 079 
DU. Hi L 


41. IDO 


9> DC7 


97 il9jl 
£/. 4£4 


io. b 1 1 


CI 99 Ji 

9l. Z34 


48. 247 


^LAttlD0Z3/4 


1 1 Q >t 1 C 


7n jifiT 
f u. 4U/ 


4U. UUJ 


CI 9CC 
9£. Jbb 


97 IC jl 

LI . Zb4 


7 1 909 
1 1 . ZOZ 


86. 975 


59. 999 


rLAtCiUUc*f D 


7C Cfl? 


an 1 BD 
oU. l09 


DO. £i:4 


7 11 n A 


JU. 44U 


Al 7C9 
4J. f be 


C7 70 1 


47, 015 


rLALclOuZSf 9 


AC ocn 


37. 677 


24. 324 


1 C CfiC 

1 b. bob 


8. 747 


97 CO 7 
Z 1 . DO/ 


38. 03 1 


38. 1 57 


Di ipcinn^^fic 
rLAuC IUU£450 




^ 90. Uj9 


0 t OCR 
£ f . 990 


19. t9U 


11 9C 1 


in -709 


9ft ODfl 


1 0. 34o 




771 


- J4. J4c 


£ 1. r U>> 


1 9 749 


1 7 AAi 


in Qn4 


j 1 OOQ 


9C 09 1 
£0. 3£ I 


rUlUC 1 UU£«ir9 




£0. 991 


1 1 . 3*t 1 


1 1 <ijf; 


1 £. 0£ 1 


IR 4ft7 


CI . f ( 0 


9t 1 fil 
£ i . 1 D J 


- PI krPM\MAt\7 




1 ^ Ann 


1 sou 


A Q19 

Q. 9J£ 


1 7 ft*;? 

I f . 09 f 


in ion 

1 U. J 3U 


0. lOU 


- 9. O'tS 


rLnUCl uuc4d J 


QflQ 

HO. 9U3 


fin *ii7 






££. 090 


lH. I 3£ 


H3. H 1 3 


40. 909 


PLACE) 002437 


41.702 


30. 2fiT 


21. 358 


10.885 


8.866 


22. 078 


29. 556 


17. 959 


PLACE)002438 


13.555 


11.187 


8.617 


6-781 


2. 684 


9,005 


7.945 


7.896 


PUCEl 002446 


21.605 


27. 628 


11.792 


11.569 


10.494 


11.830 


17.464 


18.893 


PUCE1002447 


35. 206 


16. 567 


12.839 


7.714 


16.646 


21,325 


23.151 


14. 505 


PUCE10024&0 


7.2^9 


I9.24;8 


9. 887 


11.951 


10. 523 


5. 788 


16.070 


16.657 


PLACE1002462 


28. 126 


22.0ii4 


9.073 


8.084 


9.639 


12.889 


28.071 


18.658 


PLA(£lMi4t5 


50.708 


38.8i'9 


28.583 


22.053 


22.627 


24.578 


37. 561 


35. 602 


PUCEI00Z474 


42.838 


48.8:il 


28.190 


20.034 


25. 208 


37.936 


39. 355 


29. 560 


PLACE! 002477 


68.476 


88.049 


43.373 


49. 594 


28. 828 


30. 662 


33. 024 


45.912 


PLACEl 002493 


20.932 


15.425 


14.743 


9.609 


5. 982 


13. 112 


18.554 


13.289 


PUCE 1002497 


62.857 


26.623 


15.819 


9. 997 


10. 197 


19. 095 


23.320 


14.788 


PUCE 1002499 


25.484 


35.976 


17.658 


12. 207 


20. 785 


19. S03 


26.553 


24.711 
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pucEiooesoo 


61.430 


52. 592 


20.851 


20. 792 


20. 603 


26. 596 


35.837 


25. 000 


PUCEIOaZSM 


57. 950 


34.821 
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40.364 


92. 647 


99.924 


32.089 


PLACE1003455 


241.296 


81.923 


63.513 


47. 555 


58.375 


109.875 


96.270 


58. 596 


PLACE1003456 | 118.238 


97.46B 


61.858 


80. 667 


54.057 


56.681 


53. 136 


61.523 
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PLACE 1003460 


102.833 


81.57? 


50. 363 


49. 760 


31.621 


74.863 


91.750 


61.493 


PLACE! 003478 


40. 947 


22.S2<i 


17.515 


11.339 


9.308 


17.242 


28.787 


13.341 


PLACE 1003484 


93.925 


88, 47Ji 


99.487 


63.575 


89. 873 


53.034 


49.889 


59.266 


PLACEI 003493 


268.545 


164.272: 


115.044 


85. 931 


75.866 


116.655 


174.628 


IOi.683 


PUCE1003503 


73.547 


147.01^1 


62.133 


98, 370 


49.594 


72.492 


61.425 


119.480 


PLACE1003505 


22. 557 


36. 34-; 


17.315 


10. 863 


10.402 


19.193 


31.835 


20. 526 


PUCE)0035tS 


28.486 


21.226 


19. 003 


17.714 


12.254 


12.104 


19.556 


13. 167 


PUCE1003S19 


139.419 


169. Ill 


84. 259 


142. 580 


i8. 798 


125.181 


74.459 


170.077 


PLACE1003520 


122. 960 


94. 921 


139.217 


91,721 


132. 495 


50.021 


63. 727 


115. 192 


PLACE 1003 521 


17.223 


38. 437 


23. 494 


26. 093 


12. 149 


17.512 


27.072 


33, 729 


PLACE 1003525 


175.790 


102.294 


111.400 


74. 179 


68. 238 


165. 232 


232. 487 


iQfi son 


PUCE1 003528 


295.594 


306. 63:t 


154. 188 


294. 409 


135.971 


193.013 


253.930 




PUCE1 003529 


198,6)7 


81.731! 


80. 087 


39. 905 


48. 188 


1 18. 41 1 


106. 875 


f C . 09U 


PLACE1003537 


25. 845 


23. 8r; 


16.068 


12. 471 


8. 856 


IS. 413 


24. 516 


1£ RRi; 

ID. 003 


PLACE1003549 


39.079 


30. 7M 


21. 959 


18.378 


20. 930 


26. 350 


37. 243 


£4. DOf 


PLACE 1003553 


44.809 


34. 38G 


16.950 


14. 206 


12. 373 


13. 162 


26. 918 


17 fi7n 


PLACE10i)3566 


108.286 


89. 541! 


60. 257 


82. 707 


41. 128 


52. 437 


55. 8£$ 


^A QfiC 
34. 9oO 


PLACE1O03568 


19.139 


24.013 


10. 812 


8. 744 


6. 874 


6. 665 


17 70fi 


0. «D9 


PUCE 1003573 


28. 529 


30. 963 


16.094 


1 6. 508 


1 1. 491 




7t\ 1 9Q 
£U. 1 £9 


• 1 C 7C Q 

lb. /b3 


PLACEI 003575 


69. 620 


62.783 


42. 283 


48. 323 


24. 844 


7k QRI 


1R 


Oft C7 C 
£0. 0(3 


PUCE1O03S83 


13.478 


10.931) 


8.008 


6. 298 


3. 054 


6. 089 


lU. £3£ 


7 OAC 
/. 943 


PLACE1003584 


42. 140 


46. 380 


30.421 


29. 764 


19. 273 


" 18. 


ID. 93 1 


£9. £ f 4 


PLACE 1003592 


98. 964 


131.059 


76. 620 


85. 120 


70. 369 


47. 996 


51. 1 12 


Do. £^3 


PLACEI 003593 


2.455 


\ 7.059 


2. 213 


8.879 


4. 615 


" 4.374 


3 167 

J. 1 Q f 


7 7119 
r . £U£ 


PLACE1003594 


22.619 


21. 370 


12. 280 


14. 568 


22 143 


£0. £0 1 


A7 linR 

'!£. 3U0 


1 9. 3UB 


PLACEI 003596 


21.737 




16. 247 


20, 950 


■ii:"3ji~ 


7Q 5?a 

CM, a£o 


1 r . 900 


0 0 701 
£3. /93 


PLACEI 003598 


197. 107 


100.80) 


87. 842 


57. 151 


53 833 


101 281 


lUJ. 33£ 


7/1 1 in 
rU. 1 lU 


PLACEI 003602 


27. 633 


19.867 


12. 883 


13 595 


""■^."853 


IS filfi 

19. O 10 




1 J. b J 1 


PLACEI 00360S 


13. 112 


30. 464 


12. 191 


29. 665 


9. 628 




l9. 9^9 


At\ fit 


PLACE1003611 


37. 261 


46. 653 


40. 208 


40. 687 


7) 3dO 




JJ. rUO 


37. 18 1 


PLACE10036t8 


22.786 


32. 124 


18. 870 


1 9. 849 


IS 7nR 


ta fl77 


ID. 300 


14. 810 


PLACE 1003B2S 


16.924 


16. 778 


13. 947 


1 1 * 3£U 


Id. 43 ) 


>£. 3Db 


11. 487 


11. 026 


PLACEI 003626 


94. 235 


146. 631 


108 S8fi 


90. 620 


RR ARC 


bo. ccf 


7C ceo 

/b. boo 


114. 286 


PLACEI 0036 3(r 


66. 350 


38. 194 


46. 810 




* ?(; 7Qn 


Jin AOQ 

40. 438 


47. 259 


42. 273 


PLACE1O03635 


16. 71 1 


14. 910 


1 1 . 010 


7. V 1 1 


7 C09 


1 1. 4Zd 


11. 967 


16. 224 


PLACEI 003638 


42. 833 


38.25ti' 


23. 900 


11 nf>7 

J J , v\JI 


1 n 1 CO 


21. 521 


20. 597 


26.-688 


PLACE 1003644 


32. 340 


47. 3(9 


50. 856 


ic riQc 


ca. 330 


21 . 602 


39. 503 


41. 265 


PLACEI 003654 


8. 702 


1 1. 750 


4. 857 


t . vCv 


A Ron 


-4. f B3 


6. 412 


1 1,622 


PLACE1003655 


13. 584 


9. no 


6. 305 




7 Qia 


19 QCO 
1 £. 033 


10. 981 


8. 367 


PLACE1003660 


48. 712 


57.359 


34. 700 




1 A QQ7 


oc occ 

£0. £30 


31. 653 


37. 509 


PLACEI 003669 


18. 575 


20. 941 


11 934 


7 911 


t 1 717 
11. lie 


11 am: 
1 1. 4lo 


9. 244 


12. 275 


PLACEI 003670 


208.802 


92.009- 


91.713. 


62. 162 


57 i?g 


33. JU3 


Til nft 1 


03. ZZ4 


PLACEI 003671 


86.484 


44.662 


34,415 


21. 211 


22. 436 


*J J. OU 1 


71 Q/11 
(J. 3U J 


AJ 17/1 


PLACEI 003897 


20.072 


3o:T5r 


22. 381 


12. 263 


12. 054 


1ft 77JI 
lo. fro 


77 (;*;n 


JO. il4 


PLACEI 003704 


37.863 


72. 473" 


31.653 


35. 394 


19. 396 


26 513 
£y, ^ J <9 


7R flfil 
CO, U03 


3 1 . Oifo 


PLACEI 003709 


2.009 


0.9M 


4.994 


3. 081 


0. 994 


2. 151 


7 an*; 

£. 4U3 


1ft 17^ 
lo. 1 1 4 


PLAClfl0037ll 


69. 991 


36. 'its 


26.693 


20. 921 


22. 954 


36. 509 


43 017 


79. Qfil 

£0. 3D J 


PLACE1O03723 


64.75! 


56. 2^'2 


26,163 


27.145 


23. 419 


26. 594 


37. 972 


^U. *l 1 □ 


PLACE1O03724 


108.825 


79. 4£>4 


49.180 


55.077 


46.271 


43. 499 


54. 124 


55. 073 


PLACE1003737 


13.653 


29.915 


11.983 


5.933 


6. 965 


11- 338 


19. 286 


17 ^01 

1 1 - H93 


PUCE1003738 




28. oa2 


23.047 


12.820 


11.647 


24. 406 


34. 244 


18. 965 


PLACE1003742 




34. 2»8 


20. lit 


23. 290 


11.889 


14. 690 


17. 236 


19. 752 


PLACEI 003744 


133.197 


117. 1-15 


50. 274 


33.621 


26.974 


59.212 


81.540 


51,429 


PLACE1003758 


38.274 


21.4/5 


16.086 


7.215 


7.692 


19. 346 


23. 882 


14.658 


t^LACEl00i7&ft 


26.760 


76.015 


54. 262 


18.973 


62. 442 


50. 339 


24. 164 


38. 587 


PUCE1 003762 


49. 564 


49, m 


28. 238 


25. 452 


24.491 


29. 452 


34. 554 


31. 123 


PUCE1003765 


85. 304 


73.8:!9 


31.423 


19.820 


32.647 


27. 644 


30.190 


31.980 


PUCE1003766 


44.313 


74. 71)9 


35. 890 


37. 485 


26.457 


32.675 


31.043 


35. 883 


PLACEI 003771 


21.353 


25.511 


22.664 


14. 067 


11.332 


17.660 


I9.i4b" 


20.831 


PLACE1003772 


15.300 


89. 2;J0 


10. 876 


29.963 


10.651 


30. 651 


32. 442 


57.246 


PUCE 1003783 


21.327. 


19.915 


8. 006 


6.790 


10. 404 


11.75^ 


17.155 


9.593 


PUCE1 003784 


14.398 


17. 600 


9. 155 


10, 940 


7.089 


6.528 


9.014 


11.598 


PUCE1003788 


17.074 


15.719 


6.961 


5.352 


7.010 


9. 3V8 


16.965 


9.723 


PUCE1003795 


47. 580 


49.926 


26. 154 


21.194 


19.200 


30, 157 


37.011 


26. 330 
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nj A fit* ^ Art 'mnA^ 

PLACE 1003827 


65.231 


45. 390 


25. 681 


25. 602 


26.890 


38. 750 


51.689 


32. 624 


PLACE 1003833 


108. 277 


73. 312 


42.599 


42.885 


36. 400 


47.382 


71.347 


50. 389 


PLACE 1003839 

m A 1 A A ^ A A r 


58. 333 


54. 929 


43. 243 


27. 226 


31.205 


43.659 


43. 726 


50. 779 


PLACE 1003845 


57. 999 


40. 351 


25.022 


12.391 


22.439 


35. 548 


37.628 


22.735 


PLACE 1003850 


127. 357 


63. 517 


33. 460 


23. 365 


30. 954 


53. 921 


59. 726 


38,279 


PLACE 1003852 


31. 154 


57.883 


n.655 


9.912 


13.233 


18.435 


22. 723 


22. 101 


PLACE 1003858 


41.915 


20. 593 


18. 192 


8. 183 


IS. 756 


18. 529 


28. 232 


11. in 


PLACE 1003861 


58.958 


44. Ill 


19.141 


13.711 


17.998 


21.832 


39. 228 


39. 849 


PLACEl 003864 


22.459 


38. 407 


12.279 


15. 595 


10.850 


13. 803 


20. 707 


23, 670 


PLACEl 003870 


101.899 


127,451 


62.650 


94.009 


74. 206 


51.275 


57. 946 


89. 658 


PLACEl 003885 


60. 423 


33. 55? 


22.851" 


16.758 


22.675 


33. 025 


39. 475 


20.419 


PLACE 1003886 


59.008 


70.715 


28.043 


22. 294 


24- 099 


36. 534 


39.216 


36. 502 


PLACE 1003888 


31.386 


33. I5& 


12.296 


8.686 


9.487 


8.891 


17.821 


19. 193 


PLACE1003892 


9.030 


10.854 


5.434 


3.842 


5.628 


6.081 


11.548 


5. 474 


PLACEl 003900 


56. 299 


34.490 


17.726 


15.257 


24. Ill 


27.255 


40. 929 


21. 927 


PLACE1003902 


13.429 


29.45S 


12. 159 


9. 597 


16. 000 


7. 119 


13. 508 




PLACEl 003903 


42.879 


27. m 


14.980 


9.315 


15.918 


18.933 


45. 780 


18. 960 


PLACE1003915 


12.145 


27. 16;! 


12.885 


10.567 


14.419 


U. 179 


19. 072 


1^ Jt7^ 
1 0 f £ 


PLACE1003918 


19.087 


26. 77<I 


21.996 


28. 560 


16.673 


17.769 


20. 733 


J 7. Lit. 


PUCE1003923 


17.938 


\ 34.010 


16, 114 


Id. 428 


12.304 


11.045 


13. 677 


1 0 . D£D 


PUCE1003932 


12. 148 


25.177 


11.239 


11.640 


9.027 


11.609 


13. 946 


10 ^ft^ 


PLACEI003936 


98.915 


71. 25^1 


54.545 


43.722 


60. 900 


44.493 


55. 944 


iJ J. 1 


PLACElA6^M6 


9.602 


25. 10,'; 


6.373 


20.612 


8. 000 


8. 156 


16. 577 


CC. 3oU 


PLACE ]00396B 


155. 632 


59. 25.9 


61.976 


41.239 


67. 653 


64. 474 


1 W 1 . OUD 


to, OKI 


'PLACE10b4018 


54.312 


58.20:t 


24.249 


21.023 


23.896 


22. 724 


51. 031 


Jt. 


PLACEl 004020 


83, 348 


98. 78/ 


59.310 


57. 638 


36. 190 


62. 304 


66. 390 




PLACE10040Z8 


i4.n] 


24.415 


11.783 


9.512 


7. 540 


20. 059 


22. 302 


1 7 77rt 


PLACE 1004034 


17.910 


20.421! 


11.915 


15.479 


8. 400 


1 1. 398 


1 7. J J9 


11 n97 


PLACEl 064042 


56.266 


68.516 


27.353 


28.385 


23. 656 


36. 706 


AO 1 XR 


o 1 . 034 


PLAe£1004073 


55.853 


64.437 


45. 957 


50. 360 


26. 188 


33. 762 


AA ATi 


A A 170 


pucEiOMIoi 


82. 183 


108.065 


67. 258 


73.844 


58. 609 


52. 188 


ASi A<i7 


oc. !>4t> 


PU(!E1()04td4 


28. 527 


25.472 


19.215 


14.931 


10. 266 


1 H. cot 


At a*) A 


30. 092 


PLACE1004113 


88.762 


79.179 


40. 847 


46. 070 


24. 179 


32. 925 




CO ni T 

t>c, 02 f 


PLAtEld04t14 


34.482 


51.071) 


24. 001 


25. 218 


13. 524 


23. 678 




OA Qfl 9 

<4. S8Z 


PUCE1004 M8 


7.959 


17. 781 


10. 600 


6.021 


5. 716 


7 1 7n 


90 ICC 


12. 479 


PLACE1004128 


157.419 


76.024 


59.277 


39. 964 


32. 057 


7n fill 


ot. o^b 


81 . 153 


PLArfiO(*4130 


12.810 


19. BSf 


10. 691 


14. 553 


5. 947 




lil 107 


13. 183 


PLACE1004 M9 


389. 247 


289.56) 


187. 336 


173. 146 


139. 349 


71Q f7r; 


L 10. 1 J3 


1 7C lie 

1 /b. lib 


PLACE 10041 56 


154. 127 


MS. 255 


89. 024 


1 12. 406 


77. 253 


73. 380 


fit QJll 


71 71 fl ' 
' 0. / 19 


PUCE10b4l60 


380.298 


97. 742 


180. 381 


64.718 


155.863 


307. 172 






PLACElM4lil 


159. 005 


53. 952 


58. 840 


40. 858 


55. 087 


99. 826 


1 13. 689' 




PUCEldd4U6 


34.880 


53. 232 


25. 983 


22.633 


19. 476 


13. 270 


20. 643 


10 QfiC 


PLACE1004168 


60.294 


31.301 


30. 139 


19.493 


14. 214 


37. 430 




Jc. IU4 


PLACE1004170 


20.591 


14.931 


15. 171 


7.631 


5.880 


13. 252 


14 579 


IL. l)>4 


PLACE1004178 


15. 161 


17.955 


94.893 


8.136 


138. 32^ 


12. 187 


13- 182 


A 1 OA 


PLACE1004183 


82.644 


31.272 


45.235 


14.851 


34. 5^0" 


64. T17 


65. 703 


7 A 7 A} 


PLACEl664ti7 


16.554 


15.430 


12.063 


f 9.295 


4. 62t) 


10.632 


9. 453 


14. 626 


PUCEf004T99 


105.771 


35.874 


42. 409 


13.689 


33. 976 


72.635 


99. 795 


29. 738 


PLACE1004203 


97.622 


38.875 


29. 121 


21.384 


27.473 


49. 790 


59.416 


36.052 


PLACEI004242 


76.021 


94. 358 


69.979 


49.223 


45.887 


46. 304 


63.046 


50. 392 


PLACEl 004249 


57.692 


54. B68 


42. 542 




28.894 


31.370 


30. 144 


27.719 


PLACE1004255 


7.624 


6.797 


5.218 


3.^78 


3.974 


5.853 


a. 367 


4.680 


PLACE 1004256 


27. 907 


27.196 


30.222 


10.195 


51. 103 


28. 629 


16.493 


16.024 


PI Arpinn^:^c7 — 


91 1(70 


16. 029 


12. 630 


21. 513 


22. 449 


22. 658 


10.030 


25.329 


PUCElb042S8 


25.963 


21.667 


16.937 


13.963 


16.737 


16.892 


20.871 


16.224 


PLACE1004270 


72.433 


34. 960" 


27, 059 


31.207 


28. 043 


44.279 


50.286 


21.577 


PLACE1004272 


21.378 


17.W 


17.337 


7.701 


- 21.982 


15. 067 


15.410 . 


15.983 


PLAC^1004iiV3 


40.856 


173. 8S8 


38.516 


140.311 


. 31.529 


139. 986 


91.578 


179.424 


PDBS1M4274 


30.795 


11.771 


7.313 


6.800 


6.512 


8.810 


12.741 


9.115 


PLACE1004277 


43.258 


37.923" 


22.392 


22.375 


12. 191 


32. 785 


30. 462 


29.403 


PLACE1004279 


66.082 


58.5S5 


62.441 


58. 027 


41.289 


37. 682 


41.595 


57.510 


PLACE1004282 


40.317 


23.3ii7 


16.305 


12.448 


7.975 


25. 489 


24.710 


19.388 


PLACE1004284 


8.514 


16.o:i3 


16.324 


4.991 


19.954 


16.281 


10.800 


11.690 


PLACEl 004289 


57.838 


64.8'J9 


44.685 


56. 740 


38.403 


41.069 


27.562 


40. 271 
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UC£Y004299 


72.960 


55.550 


24.647 


U. 840 


20.355 


39.409 


46.267 


40. 773 


PLACE1 004302 


0.000 


2.283 


0. 000 


2.351 


1.896 


0.000 


0. 000 


2.398 


PLACE! 004305 


48.425 


22.731 


21.012 


11.875 


13.056 


23.176 


27.227 


16.060 


PLACE1004316 


13.028 


20. 460 


9.292 


6.569 


5.425 


10.734 


13.11K 


14.995 


PLAC£ia04322 


5.597 


14.420 


3.361 


13.438 


2.427 


2.862 


15.463 


30. 143 


PLACE1004325 


210. 567 


142.328 


97.326 


76.987 


66.867 


109, 387 


137.359 


89. 195 


PLACE]004332 


20.898 


80.056 


11.714 


95.127 


6.945 


10.855 


19.856 


120. 861 


PLACE1004336 


162.448 


109.014 


85.745 


88.818 


74. 380 


88.121 


64. 528 


76.583 


PLACE1004346 


33.011 


29.261 


14.760 


16.784 


13.075 


16.208 


18.604 


15.045 


PLACE 1004358 


303.987 


1S5. 290 


114.636 


79.890 


97. 745 


151.939 


184.597 


122. 929 


PUCE100437G 


26.954 


55.450 


24.865 


32.727 


18.065 


20. 930 


21.337 


31.788 


PLACE 1004384 


41.561 


34.784 


24.877 


26.743 


16.820 


18. 352 


17.481 


21.709 


PLACE10043&5 


2.815 


8.008 


1. 116 


0,789 


0.276 


1.941 


4. 609 


1. 615 


PLACET 004388 


9.428 


16. 190 


11.060 


5.000 


14.211 


5. 122 


9.688 


9. 507 


PLACE 1004405 


8. 173 


12. 654 


5. 345 


1.830 


0. 933 


5. 888 


9. 305 


5. 124 


PLACE 1004407 


29. 305 


23.442 


14.979 


13. 177 


16. 639 


25. 030 


34.013 


28. 941 


'LACE 1004424 


10. 514 


15. 521 


to. 255 


7.446 


7. 421 


9. 255 


10. 500 


10. 362 


PLACE1D04425 


19. 753 


20. 897 


10. 508 


10. 323 


4. 107 


7.623 


8. 354 


U. 395 




27. 135 


16. 966 


10. 908 


6.848 


6. 240 


12. 886 


13, 355 


13. 321 




. 57 419 


64. 170 


30. 987 


36.844 


18 315 


25. 562 


30 009 


32. 786 


PLACE 1004413 


14. 257 


16. 470 


9.620 
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Table 184 
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Table 185 

Expression of each cDNA in hunian pulmonary arterial endothelial cells cultured in a 
medium containing bovine serum albumin, glycated bovine serum albumin or advanced 
glycation endproduct of bovine serum albumin (This table also contains clones without 
description in Examples). 

, In the table, EC_G_B/EC_BSA and EC_A_B/EC_BSA represent the ratios 
EG_glycated_BSA/EC_BS A and E(LAGE_BSA/EC_BSA, respectively. 



EC^lycated_BSA EC_G_B EC.A_B 
Clone^name EC^BSA EC_AGE_BSA /EC.BSA /EC_BSA 



GA?DH(Crl) 100,81 134.21 115.16 1.33 1.14 
pactin(Cr2) 1101.9 1092.57 997.36 0.99 0.91 
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BNGH41000219 114,67 161.09 142.46 1.4 L24 
BNGH41000229 130.25 .139.85 138.03 1,07 1.06 

BNGH41000237 94.54 91.81 114.21 0.97 1.21 

BNGH41000238 33.23 62.41 30.4 1.56 1 

BNGH41000243 90 78.6 84.17 0.87 0.94 

BNGH41000270 22.87 30.92 20.81 1 1 

BRAWH1000004 43.72 38.29 36.26 0.91 0.91 

BRAWH1000018 28.94 43.05 31.38 1.08 1 

BRAWH1000021 33.89 36.68 36.1 1 1 . 

BRAWH1000027 26.95 26.48 21.83 1,1 

BRAWH1000029 24.31 26.41 29.83 1 1 

BRAWH1000040 49.28 49.78 51.7 1.01 L05 

BRAWH1000050 1118.27 957.41 645.63 0.86 0.58 

BRAWH1000051 21.81 14.16 15.84 1 1 

BRAWH1000060 902.17 1021.85 719.09 1.13 0.8 

BRAWH1000075 40.92 36.18 34.01 0,98 0.98 

BRAWH1000081 49.31 40,89 33.79 0.83 0.81 

BRAWH1000084 452.29 521.35 444.54 L15 0.98. 

BRAWH1000095 - 28.02 33.29 35.65 1 1 

BRAWH100b096 37.75 32.39 37.8 1 1 

BRAWH1000097 175.7 181.58 129.9 1.03 0.74 

BRAWHIOOOIOO 339.32 252.86 326.18 0.75 0.96 

BRAWHiOOOlOl 189.56 197.54 190.15 1.04 1 

BRAWH1000104 45.36 23.5 26.12 0.88 0.88 

BRAWH1000107 33.73 27.7 30.64 1 1 

BRAWHIOOOIIO 202.56 258.75 198.95 1.28 0.98 

BRAWHlOOOlll 52,23 52.14 54.17 1 1.04 

BRAWH10O0135 44.7 32,7 . 48.5 0.89 1.09 

BRAWH1000190 55.01 54.64 53.49 0.99 0.97 

HEMBA1000005 106.84 99.81 118.59 0.93 1.11 

HEMBA1000006 31.35 30.25 31.42 1 1 

HEMBA1000012 934.52 1045.19 733.9 1.12 0.79 

HEMBAl 000020 1097.31 1001.42 782.76 ,0.91 0.71 

HEMBA1000030 39:47. 59.22 55.57 1.48 1.39 

HEMBA1000034 41.06 33.37 49.9 0.97 1.22 

HEMBA1(X)0042 87.29 119.44 105.36 1.37 1.21 

HEMBA 1000045 38.05 29.97 32.61 1 1 

HEMBA1000046 65.78 48.47 56.5 0.74 0.86 

HEMBAl 000047 29.76 29.69 27.26 ,1 1 

HEMBA1000048 51.59 87.03 74.56 1.69 1.45 

HEMBA1000050 21.48 22.41 21.31 1 1 

HEMBA1000053 33.83 52.08 36.54 1.3 1 

HEMBA10(X)060 62.61 80.35 72.27 1.28 1.15 
HEMBA1000072 3213.18 3346.83 2534.89 1.04 0.79 

HEMBA1000073 144.08 131.01 135.47 0.91 0.94 

HEMBA1000076 99.2 101.77 108.05 1.03 1.09 

HEMBA1000084 903.59 1021.18 662.19 1.13 0.73 

HEMBA1000087 18.74 18.51 17.49 1 1 

HEMBA1000088 37.63 34.06 39.73 1 1 

HEMBA1000091 92.91 124.08 81.28 1.34 0.87 

HEMBAlOOOlll 163.95 175.93 142.8 1.07 0.87 

HEMBA1000121 50.2 57.75 63,78 1.15 L27 
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HEMBA1000128 


34.23 


34.25 


42.68 


1 


1.07 


HEMBA1000129 


33.74 


28.61 


24.49 


i 


1 


HEMBA1000141 


36.57 


47.8 


40.55 


1.2 


1.01 


HEMBA1000146 


31.61 


44.77 


38.28 


1.12 


1 


HEMBA1000150 


111.76 


125 


148.83 


1.12 


1.33 


HEMBA1000154 : 


2582.73 


2694.12 2957.38 1.04 1,15 


HEMBA1000156 


22.76 


29.51 


27,87 


1 


1 


HEMBA1000158 


31.91 


30.83 


33.72 


1 


1 


HEMBA1()00168 


27.29 


54.84 


26.38 


1.37 


1 


HEMBA1000180 


16.55 


23.17 


20.44 


1 


1 


HE,MBA1000i85' 


54.11 


55.35 


62.93 


1.02 


1.16 


HEMBA1000188 


22.16 


17.94 


24.29 


' 1 


1 


fIEMBA1000193 


29.19 


30.72 


31.9 


1 


1 


HEMBA1000194 


74.29 


109.5^i 


90-59 


1.47 


1.22 


HEMBA1000201 


44.41 


42.96 


41.08 


0.97 


0.93 


HEMBA1000213 


18,92 


23.15 


25.11 


1 


1 


HEMBA1000216 


44.41 


51.86 


60.06 


1.17 


1.35 


HEMBA1000227 


19.08 


20,17 


23.3 


1 


1 


HEMB A 1000231 


92.39 


114,3 


97.34 


1.24 


1.05 


HEME A 1000237 


131.14 


122.38 


164.59 


0,93 


L26 


HEMBA1000243 


46.86 


51.21 


51.31 


1.09 


1.09 


HEMB A 1000244 


28.69 


28.57 


27.29 


1 


1 


HEMBA1000251 


23.37 


20.93 


28.68 


1 


1 


HEMBA1000254 


39.22 


33.08 ^ 


37.71 


1 


1 


HEMBA1000264 


18.83 


25.13 


20,86 


1 


1 


HEMBA1000269 


121.83 


115 


125.85 


0.94 


1.03 


HEMBA 1000275 


64.89 


. 81.4 


85.29 


1.25 


1.31 


HEMBA1000280 


65.73 


70.12 


60.96 


.1,07 


0.93 


HEMBA 1000282 


105.2 


131.6 


139,11 


1.25 


.1,32 


HEMBA1000287 


46.9 


50.39 


50.11 


1.07 


1.07 


HEMBA1000288 


67.58 


54.81 


56.33 


0.81 


0.83 


HEMBA1000290 


21.81 


14,64 


20.96 


1 


1 


HEMBA1000296 


43.01 


31,79 


35.93 


0.93 


0.93 


HEMBA1000300 


154.13 


175.41 


162.51 


1.14 


1.05 


HEMBA1000302 


23.88 


23.25 


20.97 , 


1 


1 


HEMBA1000303 


30.84 


27.88 


28.97 


1 


1 


HEMBA 1000304 


65.17 


86.05 


75.31 


1.32 


1.16 


HEMB Al 000307 


25.08 


25,46 


32.48 


1 


1 


HEMBA1000312 


100 


94.17 


96.06 


0.94 


0.96 


HEMBA1000318 


36.68 


23.56 


27.9 


1 


1 


HEMBA1000327 


68.96 


56.6 


58.95 


0,82 


0.85 


HEMBA10O0333 


19.33 


18.46 


16.81 


1 


1 


HEMBA1000338 


65.33 


57.6^!- 


46.83 


0.88 


0.72 


HEMBA1000343 


42.36 


42.76 


49.07 


1.01 


1,16 


HEMBA1000349 


38.2 


41.83 


42.42 


1.05 


1,06 


HEMBAI000351 


58.7 


63.38 . 


68.21 


1.08 


1.16 


HEMBA 1000355 


52.26 


" 49.25 


44.91 


0.94 


0.86 


HEMBA1000356 


113.54 


100.53 


1 104.48 


0.8S 


► 0.92 


HEMBA1000357 


75.26. 


72.98 


62.46 


0.97 


0.83 


HEMBA1000366 


49.39 


53.33 


53.55 


1,08 


1.08 


HEMBA1000369 


41.69 


32.76 


33.42 


0.96 


0,96 


HEMBA1000370 


60.27 


38.59 


48.09 


0.66 


0.8 
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HEMBA10O0376 
HEMBA1000387 
HEMBA1000389 
HEMBA1000390 
HEMBA1000392 
HEMBA1000396 
HEMBA1000411 
HEMBA1000418 
HEMB.A1000422 

. HEMBA1000428 
HEMBA1000434 
HEMBA1000442 
HEMBA1000443 
HEMBA1000446 
HEMBA1000456 
HEMBA1000459 
HEMBA1000460 
HEMBA1000462 
HEMBAl 000464 
HEMBA10(K)468 
HEMBA1000469 
HEMBAl 000477 
HEMBA1000481 
HEMBAl 000488 
HEMBAl 000490 
HEMBA1000491 
HEMBA1000498 
HEMBAl 000501 
HEMBAl 000504 
HEMBA1000505 
HEMBA1000507 
HEMBA1000508 
HEMBA1000518 
HEMBA1000519 

, HEMBA1000520 
HEMBA1000523 
HEMBA1000531 
HEMBAl 000534 
HEMBA1000538 
HEMBA1000540 
HEMBAl 000542 
HEMBA1000545 
HEMBA1000547 
HEMBA1000551 
HEMBA1000555 
HEMBA1000557 
HEMBA1000561 
HEMBA1000563 
HEMBAl 000567 
HEMBA1000568 
HEMBAl 000569 
HEMBAl 000575 



269.5 380.28 280.75 1.41 L04 
115.48 129.72 143.84 1.12 L25 



84.34 


74.09 


82.22 


0.88 


0.97 


50.59 


42-57 


43 


0.84 


0.85 


30.49 


24.36 


25.8 


1 


1 ' 


38.04 


34.93 


5.49 


1 


1 


24.38 


26.12 


21:56 


1 


1 


53.35 


55.65 


45.78 


1.04 


0.86 


52.12 


55.38 


50.6 


1.06 • 


0.97 


41.83 


51.83 


53.7 


1.24 


L28 


26.6 


21:14 


19.16 


1 ^ 


1 


17.91 


15.95 


17.89 


1 


1 


29.35 


30.74 


21.95 


1 


1 



137.88 138.56 105.44 1 0.76 

65.85 - 62.49 62.58 0.95 0.95 

71.27 102.26 90.46 1.43 1.27 

87.46 121.45 95.24 1.39 1.09 



47.38 


53.02 


59.12 


1.12 


1.25 


31 


27.2 23.24 


1 


1 


22.65 


20.8 


20.61 


1 


1 


108.4 


98.04 


114.56 


0-9 


1.06 


76,26 


97.91 


104-48 


1.28 


1,37 


38.13. 


55.72 


54,22 


1.39 


1.36 


39.74 


38.01 


34.67 


1 


1 


27.88 


38.67 


26.23 


1 


1 


76.44 


80.75 


85.28 


L06 


1.12 


70.62 


94.63 


79,72 


1.34 


1.13 


72.34 


93.27 


71.72 


1.29 


0.99 


289.25 


223.77 


239.18 


0.77 


0.83 


46.46 


59.02 


42.59 


1.27 


0.92 


3.52 


6.32 


2.87 


1 


1 


100.98 


98.46 


85.91 


0.98 


0-85 


15.29 


22 


17.22 


1 


1 


244.28 


240.35 


263.5 


0.98 


1.08 


45.29 - 


40.73 


41.2 


0.9 


0.91 


41.96 


42.19 


47.23 


1.01 


1.13 


28.88 


27.65 


31-93 


I 


1 


184.35 


208.6 


162.25 


1.13 


0.88 


55.07 


68.48 


58,35 


1-24 


1.06 


69.86 , 


63.99 


53.76 


0.92 


0.77 


1136.67 


1043.18 781.85 0.92 0.69 


47.67 


83.58 


45.47 


1.75 


0.95 


48.66 


29.71 


42.82 


6.82 


0.88 


152.66 


129-31 


158.66 


0.85 


1.04 


56.69 


55.1 


65-05 


0.97 


1.15 


70.04 


74.77 


75.46 


1.07 


L08 


27.53 


30.1 


36.95 


1 


1 


29.94 


30.44 


35.81 


- 1 


1 


37.42 


52.71 


52.15 


1.32 


1.3 


33.53 


66.35 


52.95 


1.66 


1.32 


19.3 


19.66 


26.71 


1 


1 


77.27 


97.68 


130.99 


1.26 


1.7 
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HEMBA1000588 
HEMBA10O0590 
HDEMBA1000591 
HEMBA1000592 
HEMBA1000594 
HEMBA1000604 
HEMBA10O0607 
HEMBAl 000608 
HEMBA1000622 
HEMBA1000634 
HEMBA1000636 
HEMBA1000637 
HEMBA1000655 
HEMBA1000657 
HEMBAl 000662 
HEMBAl 000664 
HEMBA1000671 
HEMBA1000673 
HEMBA1000675 
HEMBAl 000678 
HEMBA1000682 
HEMBAl 000686 
HEMBAl 000702 
HEMBA1000705 
HEMBAl 0007 13 
HEMBAl 0(X)7 18 
HEMBA1000719 
HEMBA1000722 
HEMBA1000726 
HEMBA1000727 
HEMBA1000732 
HEMBA1000736 
^ HEMBA1000743 
HEMBA1000745 
HEMBA1000747 
HEMBA1000748 
HEMBA1000749 
HEMBA1000752 
HEMBA1000753 
HEMBA1000757 
HEMBA1000760 
HEMBA1000769 
HEMBA1000773 
HEMBA1000774 
HEMBA1000780 
HEMBA1000783 
HEMBA1000791 
HEMBA1000793 
HEMBA1000802 
HEMBA 1000813 
HEMBA1000817 
HEMBA1000822 



51.14 , 


72.83 


69.37 


1.42 


1.36 


14.36 


21.42 


21.1 


1 


1 


49,54 


60.78 


62.83 


1.23, 


1.27 


41.05 


62.94 


66.76 


1.53 


1.63 


41.92 


40.88 


43.67 


0.98 


1.04 


97.84 


100.14 


100.21 


1.02 


1.02 


166.06 


135.73 


178.09 


0.82 


1.07 


13.74 


17.99 


22,45 


1 


1 


80.02 


70.53 


75.9 


0.88 


0.95 


134.21 


140.93 


196.17 


1.05 


1.46 


89.36 


95.81 


115 


1.07 


1.29 


24.25 


23.2 


29.58 


1 


1 


96.89 


122.14 


110.13 


1.26 


1.14 


32.97 


33.06 


36.13 


1 


1 


20.73 


22.9 


23.6. 


1 


1 


40.6 


29.02 


34.76 


0.99 


0.99 


77.45 ' 


72.87 


81.36 


0.94 


1.05 


83.06 


114.02 


98.74 


1.37 


1.19 


54.52 


49.37 


67.88 


0.91 


1.25 


25.37 


26.1 


35.37 


1 


1 


119.73 


138 


129.96 


1.15 


1.09 


5439 


56.38 


72.79 


1.04 


1.34 


56.39 


55.46 


53.93 


0-98 


0.96 


27.41 


22.4 


26.81 ^ 


I 


1 


69.05 


62,08 


69.75 


0.9 


1.01 


93.98 


62.97 


81.6 


0.67 


0.87 


26.13 


21,62 


25.73 


1 


1 


29.02 


25.27 


32.96 


1 


1 


117.55 


153.37 


143.95 


1.3 


1.22 


67.77 


72.78 


74.89 


1.07 


1.11 


61.56 


51,31" 


53.93 


0.83 


0.88 


38.55 


46.78 


24.16 


1.17 


1 


32.49 


36.94 


42.85 


1 


1.07 


57.36 


47.79 


52.26 


0.83 


0.91 


22.29 


18.39 


22.12 


1 


1 


36.46 


28.26 


36.84 


1 


1 


74,95 


85.11 


86.02 


1.14 


1.15 


39.73 


44.73 


54.37 


1.12 


1.36 


40.75 


48.69 


46,01 


1.19 


1.13 


35,64 


44.44 


40,91 


l.ll 


1.02 


69.3 


67.6 


93.08 


0-98 


1.34 


54.76 


52.63 


53.06 


0.96 


0.97 


20.96 


13.95 


22,38 


1 


1 


116.55 


94.14 


94.73 


0.81 


0.81 


31.69 


25.83 


27.67 


I 


1 


28.5 


36.63 


26.55 


1 


1 


99.64 


107.65 


83.39 


1.08 


0,84 


91.87 


96.91 


85.78 


1.05 


0.93 


23.17 


14.63 


15.44 


1 


1 


253.32 


254,92 


; 342.09 


i:oi 


1.35 


37.46 


38.22 


41.77 


1 


1.04 


34.66 


27.08 


34.38 


1 


1 
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HEMBA1000827 68.99 

HE2VIBA1000833 25.58 
HEMBA1000835 2111.65 

HEMBAl 000843 56.27 

HEMBA1000851 31.69 

HEMBA1000852 56.96 

HEMBA1000867 48.67 

HEMBA1000869 41.88 

HEMBAl 000870 43.48 

HEME A 1000872 104.68 

HEMBAI000875 48.86. 

HEMBA1000876 67.93 

HEMBA1000907 70.99 

HEMBA1000908 23.07 
HEMBA1000910 32.2 

HEMBA1000918 111.32 

HEMBA1000919 22.07 

HEMBAl 000934 26.39 

HEMBA1000935 46,11 

HEMBA1000940 85.36 

HEMBAl 000942 70.42 

HEMBAl 000943 12.93 
HEMBAl 000946 29.7 

HEMBA1000960 190.41 

HEMBA10(X)962 46.12 

HEMBA1000968 33.79 

HEMBA1000971 48.24 
HEMBA1000972 38.3 

HEMBA1000974 51.97 

HEMBA1000975 46.25 

HEMBA1000979 63.82 

HEMBAl 000981 64.65 

HEMBA1000983 51.37 

HEMBA1000985 27.69 

HEMBA1000986 53.93 

HEMBA1000991 52.24 

HEMBA1001007 27.01 

HEMBA1001008 20.98 

HEMBA1001009 20.84 

HEMBA1001014 135.14 

HEMBA1001017 34.86 

HEMBA1001019 37.17 

HEMBA1001020 53.82 

HEMBA1001021 26.14 

HEMBA1001022 41.99 
HEMBA1001024 15.72 
HEMBA1001026 17.94 
HEMBA1001043 25.75 

HEMBA1001051 259.05 
HEMBA1001052 26.16 

HEMBA1001059 214,68 
HEMBA1001060 67,75 



39.78 47.79 0.58 0.69 

25,52 30.57 1 1 

1497.9 1485,01 0.71 0,7 

54.43 55.21 0.97 0.98 
22.56 26.81 1 1 

54.44 50.55 0.96 0.89 

43.93 29.75 0,9 0.82 
38,24 35.91 0.96 0.96 
40.06 36.77 0.92 0,92 
84.86 91.41 0.81 0.87 
58.31 55.26 1.19 1.13 

78.45 71,48 1.15 1.05 
54.09 74.56 0.76 1.05 

15.94 19.03 1 1 

27.08 30.5 1 1 
116.33 81.06 1.05 0.73 
24.98 22.53 1 1 
32.83 28.03 1' 1 

38.81 46.64 0.87 1.01 
71,35 78.33 0.84 0.92 
56.83 79.23 0.81 1.13 
13,15 10.61 1 1 

42.14 32.79 1.05 1 
190.99 180.48 1 0.95 
59.9 54.5 1.3 1.18 
36.55 39.28 1 1 

49.1 51.91 1.02 1.08 

40.09 39.66 1 1 

56.82 49.75 1.09 0.96 
43.7 33.71 0.94 0.86 

70.71 68,55 1.11 1.07 

86.95 94.68 1.34 1.46 

48.15 51.7 0.94- 1.01 

27.02 30.11 1 1 

49.72 49,93 . 0,92 0.93 
42.47 50.43 0,81 0.97 
24.05 28.85 1 . 1 
17.62 20.17 1 1 
18.86 22.39 1 1 
164.28 150.39 1,22 1.11 
39.24 67.82 1 1.7 
35.97 39.91 1 1 
62.13 66,28 1.15 1.23 
29.34 40.37 I 1.01 
46.11 37.15 1.1 0.95 

18.6 18.46" I. 1 

15.49 20.39 1 I 

20.78 29.85 1 1 
315.C4 343.57 1.22 1.33 

30,4 30.36 ' 1 1 
230.^:7 246.86 1.08' 1.15 

78,09 75.1 1.15 1.11 
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HEMBA1001064 25.42 26,4 32.27 1 1 

HEMBA1001071 21.34 32.81 30.6 1 1 

HEMBA1001077 34.87 36.52 45.31 1 L13 . 

HEiMBA1001078 209.41 ,158.37 287.22 0.76 1.37 

HEMBA1001080 89.83 97.65 106.07 1,09 1.18 

HEMBA100i084 62.53 60.01 63,93 -0.96 1.02 

HEMBA1001085 54.78 46,69 53.3 0.85 0.97 

HEMBA1001088 48.42. 43.37 46.47 0.9-0.96 

HEMBA1001093 • 49.68 39.8 :)5.42 0.81 1.12 . 

HEMBA100I094 20.97 21.59 19.98 1 1 

HEMBA1001099 21.58 23.52 26.87 1 1 

HE.MBA1001104 29.79 37.22 32.3 1 1 

HEMBA1001109 156.85 194.24 223.99 L24 1.43 

HEMBA1001114 417.97 357.72 505.7 0.86 1.21 

HEMBA1001121 34,94 28.76 29.96 1 1 

HEMBAlOOl 122 67.22 71.48 43.07 1.06 0.64 

HEMBA1001123 68.59 45.79 49,75 0.67 0.73 

HEMBA1001I33 26.76 19,02 27.29 I 1 

HEMBAlOOl 137 40.48 30.55 37.31 0.99 0.99 

HEMBA1001140 47.02 45.97 47.6 0.98 LOl 

HEMBA1001144 289.44 310.11 365.12 L07 1.26 

HEMBAlOOl 145 1034.55 1260.22 1691.61 1.22 1.64 

HEMBAlOOl 158 66.38 61.98 48.42 0.93 0.73 

HEMBAlOOl 172 .53.49 53.98 48,67 1.01 0.91 

HEMBAlOOl 174 29.2 20.8 21.66 1 1 

HEMBAlOOl 175 90.3 84.25 78.88 0.93 0.87 

HEMBAlOOl 182 2256.31 1929.4 1478.23 0.86 0.66 

HEMBAlOOl 184 24.69 17.33 21.37 1 1 

HEMBAlOOl 192 23.55 23.79 26.37 1 1 

HEiMBA1001196 74.6 73.23 78.22 0.98 1,05 

HEMBA1001197 1122.05 1102.8 1110.66 0.98 0.99 

HEMBA1001208 31.89 35.83 28.91 1 1 

HEMBA1001213 2340.3 1977.61 1520.51 0,85 0.65 

HEMBA1001214 32.13 33.1 31.22 1 1 

HEMBA1001221 16.36 19.33 16.96 1 1 

HEMBAlOOl 225 16.5 18.96 18.59 1 1 

HEMBA1001226 18405 160.45 175.94 0.87 0.96 

HEMBAi001228 47.7 51.37 42.2 1.08 0.88 

HEMBA1001229 2013.58 2065.33 1644.74 1,03 0,82 

HEMBA1001235 127.3 117.6 147.13 0.92 1.16 

HEMBA1001238 93.08 83.89 64.54 0.9 0.69 

, HEMBA1001242 1928.41 1561.31 1343.98 0.81 0.7 

HEMBA1001247 84.13 78.26 71.14 0.93 0.85 

HEMBA1001253 1657.88 1315.21 940.34 0.79 0.57 

HEMBA1001257 40.62 28.56 45.16 0.98 1.11 

HEMBA1001261 41.19 36.59 33.36 0.97 0.97 

.HEMBA1001262 28.33 20,98. 26,6 1 1 

HEMBA1001265 63.91 58.2 61.44 0.91 0.96 

HEMBA1001266 83.23 75.57 83.48 0.91 1 

HEMBA1001269 116.72 87.43 124,08 0.75 1.06 

HEMBA1001272 29.45 23.23 24.56 1 1 

HEMBA1001279 362.45 336.61 230.89 0.93 0.64 
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HEMBA1001281 380.63 
HEMBA1O01286 184.88 
HEMBA1001289 25.32 
HEMBA10O1291 135.14 
HEMBA1001294 66^23 
HEMBA1001296 66.45 
HEMBA1001297 38.2 
HEMBA1001299 145.18 
HEMBAi00l302 91.92 
HEMBA1001303 50,14 
HEMBA1001306 76.54 
HEMBA10013O8 162.05 
HEMBA1001310 35.02 
HEMBA1001312 115.41 
HEMBA1001319 31.87 
HEMBA1001322 26.44 
HEMBA1001323 29.88 
HEMBA1001326 74.38 
HEMBA1001327 33.18 
HEME AlOOl 330 126.71 
HEMBA1001348 38.8 
HEMBA1001350 41.43 
HEMBA1001351 111.33 
HEMBA1001352 42.75 
HEMBA1001353 383.71 
HEMBA1001358 143.81 
HEMBA1001361 29.89 
HEMBAi001364 30.09 
HEMBA1001375 40.61 
HEMBA1001377 123.11 
HEMBA1001383 24.75 
HEMBA1001387 133.99 
HEMBA1001388 16.86 
HEMBA1001390 162.95 
HEMBA1001391 28.95 
HEMBA1001398 71.07 
HEMBA1001405 18.28 
HEMBAI001406 47.72 
HEMBA1001407 26.06 
HEMBA1001411 22.01 
HEMBA1001413 26.86 
HEMBA1001414 52.92 
HEMBA1001415 43.07 
HEMBA1001416 69.22, 
HEMBA1001432 42.98 
HEMBA1001433 79:39 
HEMBA1001435 78,79 
HEMBA1001442 19.58 
HEMBA1001446 . 87.71 
HEMBA1001450 73.99 
HEMBA1001454 86.61 
HEMBA1001455 " 34.36 



330.72 267.19 0.87 0.7 
156.57 159.52 0.85 0.86 

27.22 27.13 1 1 
121.49 137.23 0.9 1.02 
38.38 63.36 0.6 0.96 
43.63 35.03 0.66 0.6 
62.28 59.53 1.56 1.49 
178.69 152.2 1.23 1.05 
114.12 122.61 1.24 1.33 
53.38 45.68 1.06 0.91 

82.23 86.06 1.07 1.12. 

173.73 151.85 1.07 0.94 
29.23 32.29 1 1 
120.24 124.38 1.04 1.08 

35.57 28.57 1 1 
31.63 29.19 1 1 

29.58 36.66 1 1 
62.6 81.26 0.84 1.09 
52.98 44.45 1.32 1.11 
106.44 132.86 0.84 1.05 
28.5 36.52 1 1 
46.03 43.08 1. 11 1.04 

99.5 89.31 0.89 0.8 
54.89 55.25 1,28 1.29 
440.78 378.96 1.15 0.99 

148, 158-17 1.03 1.1 

35.45 46.23 I 1.16 

25.6 38.53 1 1 
50.18. 55.42 1.24 1.36 
130.48 138.05 1.06 1.12 
21.89 ,25.34 1 1 
110.07 119.25 0.82 0.89 
15.81 19.96 1 1 
166.12 229.96 1.02 1.41 
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1 
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94.61 


1.3 


1.33 


22.16 


27.71 


1 
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56.62 
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1.19 


1.09 


28.51 


42.35 


.1 


1.06 


23.93 


33.22 


1 


1 


28.89 


35.64 


1 


1 


88.49 


97.78 


1.67 


1.85 


56.61 


61.78 


1.31 


1.43 


70.23 


83.44 


1.01 


1.21 


46.16 


57.09 


1.07 


1.33 


93.43 


95:ii 


1.18 


1.2 


81.88 


95.67 


1.04 


1.21 


18.75 


24.89 


I 


1 


99.2 


116.86 


1.13 


1.33 


60.97 


62.25 


0.82 


0.84 


101.22 


82.71 


1.17 


0.95 


33.8 


38.01 


1 


I 
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rlbMo Ai UU 14 jy 


1^ '3/1 


Q/^ An 

JD.O/ 


Ai n 
43. 1 / 


1 1.08 


HbMBA10014ol 




38.47 


55.1 


1 


1 


HEMBA 100 1462 


29.08 


29.65 


31.99 


1 


1 


HEMBA1001463 


59.9 


67.79 


69.08 


1.13 


1.15 


HEMBA 1 00 1469 


70.99 


49.11 


46.76 


0.69 


0.66 


HEMBA1001473 


169.16 


148.99 


167.31 


0.88 


0.99 


HEMBA1001477 


24.92 


25^29 


23.86 


1 


1 


HEMBA1001478 


26.37 


24.36 


30.89 


1 


1 


HEMBA1001480 
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56.83 


53.79 


1.05 


1 


HEMBA1001483 


58.76 


52.6 


67.18 


0.9 1-14 


HEMBA1001490 


30.29 


34.25 


39.52 


I 


1 


HEMBA1001495 


1054.77 


1323.57 1231.86 1.25 1.17 


HEMBA1001497 


67.32 


73.45 


74.91 


1.09 


1.11 


HEMBA10015I0 


164.19 


193.22 


183.1 


1.18 


1.12 


HEMBA1001515 


41.31 


50.63 


34.96 


1.23 


0.97 


HEMBA1001517 


112.81 


108.99 


110.39 


0.97 


0.98 


HEMBA1001522 


29.69 


30.46 


22.06 


1 


1 


HEMBA1001526 


- 47.88 


49.14 


54.08 


1.03 


1.13 


IIEMBA1001533 


76.1 


71.35 


81.79 


0.94 


1.07 


HEMBA1001547 


82.24 


84.8 


90.33 . 


1.03 


1.1 


HEMBA1001552 


149.34 


124.65 


127.65 


0.83 


0.85 
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480.55 


526.67 


1.04 


1.13 


HEMBA1001557 
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76.06 


1.02 


0.82 


HEMBA1001563 


63.54^ 


59.53 


45.05 


0.94 


0.71 


HEMBA1001566 


82.82 


88.26 


79.39 


1.07 


0.96 
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128.2 
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0.92 


0.96 
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1.04 
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1.26 
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1.22 
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0.96 


1.22 
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0.97 
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41.81 


47.65 


37.92 


1.14 


0.96 
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45.3 


48.48 


0.72 


0.77 
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28.63 


29.02 


33.97 


1 


1 


HEMBA1001608 


185.33 
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151.37 


0.84 


0.82 


HEMBA1001615 


751.08 


926.26 


957.18 


1.23 


1.27 


HEMBA1001620 


143.66 


147.63 


174.25 


1.03 


1.21 


HEMBA1001621 


26.51 


20.21 


24.38 


1 


1 . 


HEMBA1001635 


54.68 


45.05 


34.75 


0.82 


0.73 


HEMBA1001636 


31.94 


20.65 


28.41 


1 


1 


HEMBA1001640 


86.56 


74.45 


107.35 


0.86 


1.24 


HEMBA1001647 


2431.23 


2251.04. 2043.18 0.93 0.84 


HEMBA1001651 


96.42 


110.51 


108.89 


1.15 


1.13 


HEMBA1001655 


72.11 


77.88 


73 


1.08 


1.01 


HEMBA1001658 


51.19 


33.83 


42.59 


0.78 


0.83 


HEMBA1001661 


24.48 


27.02 


32,12 


1 


1 


HEMBA1001665 


33.13 


33.84 


28.98 


1 


1 


HEMBA1001670 


84.62 


69.39 


98.47 


0.82 


1.16 


HEMBA1001672 


36.68 


36.31 


39.34 


1 


1 


HEMBA1001673 


82.64 


87.42 


58.92 


1.06 


0.71 


I-IEMBA100i675 


33.32 


36.24 


36.07 


1 


1 


HEMBA1001676 


500.75 


567.16 633.55 


i 1.13 


^ 1.27 
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HEMBA1001678 291.29 
HEMBA1001680 59 
HEMBA1001681 43.9 
HEMBA1001684 121.85 
HEMBAIO01695' 27.37 
HEMBA1001702 25.6 
HEMBA1001709 23.11 
HEMBA1001711 41.29 
HEMBA1001712 22.12 
HEMBA1001714 138.21 
HEMBA1001717 29.27 
HEMBA1001718 108.75 
HEMBA1001723 86.07 
HEMBA1001731 26.03 
HEMBA1001734 60.16 
HEMBA1001736 48.23 
HEMBA1001741 43.58 
HEMBA1001744 23.18 
HEMBA1001745 18.96 
HEMBA1001746 60.21 
HEMBAl 001761 41.31 
HEMBA1001762 87.22 
HEMBA1001781 39.61 
HEMBA1001784 . 46.9 
HEMBAi001791 46.46 
HEMBA1001794 106.21 
HEMBA1001800 1613.94 
HEMBA1001803 25.79 
HEMBA1001804 142.96 
HEMBA1001808 33,67 
HEMBA1001809 89.79 
.HEMBA1001811 91.99 
HEMBA1001815 44.4 
HEMBA1001816 21.82 
HEMBA1001819 73.56 
HEMBA1001820 19.68 
HEMBA1001822 36.93 
HEMBA1001824 169.42 
HEMBA1001835 -40.45 
HEMBA1001844 79.83 
HEMBA1001847 33.76 
HEMBA1001849 77.65 
HEMBA1001850 142.47 
HEMBA1001861 26.36 
HEMBA1001862 520.25 
HEMBA1001864 33.43 
HEMBA1001866 88.55 
HEMBA1O01869 65.34 
HEMBA1001871^ 582.28 
HEMBA1001876 157.23 
HEMBA1001878 45.56 
HEMBA1001879 34.37 



282.33 287.87 0.97 0.99 
71.89 67.27 1.22 1.14 
53.31 69.16 1.21 1.58 

101.34 128.16 0.83 1.05 
28.18 28.49 1 1 
36.11 34.21 1 1 
23.23 24.21 1 1 
49.57 49.1 1.2 1.19 
21.69 26.49 1 1 

* 150.33 176.72 1.09 1.28 

28.98 29.74 1 1 
108.53 111.93 1 1.03 

96.41 63.93 1.12 0.74 
27.17 29.94 1 1 
66.91 55.53 1.11 0.92 
61.31 61.56 1.27 1.28 
39.35 44.77 0.92 1.03 
17.43 22.95 1 1 
20.05 34.02 1 1 
60.61 65.09 1.01 1.08 
48.07 52.97 1.16 1.28 
82.14 101,34 0.94 1.16 

36.99 39.24 1 1 
54.9 68.72 1.17 1.47 
66.14 73.08 1.42 1.57 
133.9 156.75 1.26 1.48 
1898.36 1564.1 1.18 0.97 
35.11 28.19 1 1 
169.79 195.66 1.19 1.37 
33.25 41.14 1 1.03 

79.05 92.5 0.88 1.03 
100.48 102.21 1.09 Lll 
56.35 56.79 ' 1.27 1.28 

19.93 29.04 1 1 

65.42 75-42 0.89 1.03 
22.61 21.88 1 1 
40.45 37.76 1.01 1 
187.12 202.26 1.1 1.19 
29.39 36.01 0.99 0.99 
89.37 81.98 1.12 1.03 

29.06 36.37 1 1 
116.04 94.33 1.49 1.21 
147.28 101.43 1.03 0.71 
23.37 20.95 1 1 
506.65 561.78 0.97 1.08 
36.34 50.44 1 1.26 
103.03 113.87 L16 1.29 
67.41 64.56 1.03 0.99 ' 
492.28 509.64 0.85 0.88 
129.25 159.26 0.82 1.01 
47.78 44.75 1.05 0.98 
34.3 29.06 1 1 
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HEMBA1001884 41.39 

HEMBA1001886 49.65 

HEMBA1001888 110.87 
HEMBA1001890 . 42.99 

HEMBA1001896 27.32 

HEMBA1001899 448.8 

HEMBA1001904" 2489.05 

HEMBA1001910 32.16 

HEMBA1001911 102.05 

HEMBA1001912 753.72 

HEMBA1001913 56.58 

HEMBA100I915 26.54 

HEMBA1001918 66.46 

HEMBA100192I 37.68 

HEMBA10O1931 17.26 

HEMBA1001939 34.9 

HEMBA1001940 67.23 

HEMBAl 001942 28.65 

HEMBA1001944 850.15 

HEMBA1001945 29.67 

HEMBA100195a 33,98 

HEMBA1001951 168.24 

HEMBA1001958 30.76 

PIEMBA1001960 117.72 

HEMBA1001962 2L33 

HEMBA1001964 41.27 

HEMBA1001967 56.3 

HEMBA1001979 37.7 

HEMBA1001987 157.73 

HEMBA1001991 115.83 

HEMBA1002003 145.52 

HEMBA1002005 ' 95.84 

HEMBA1002008 93.11 

HEMBA1002018 30.7 

HEMBA1002022 29.42 

HEMBA1002029 1143.01 

HEMBA1002030 37.21 

^ HEMBA1002035 32.58 

HEMBA1002037 35.32 

HEMBA1002038 80.78 

HEMBA1002039 29.27 

HEMBA1002042 69.56 

HEMBA1002043 94.56 

HEMBA1002048 27.06 

HEMBA1002049 98.28 

HEMBA1002053 109.41 

HEMBA1002055 94.18 

HEMBA1002056 36.57 

HEMBA1002061 30.02 

-HEMBAl 002080 217.45 

HEMBA1002084 25.19 

HEMBA1002085 39.74 



38.01 37.87 0.97 0.97 

48.62 51.77 0.98 1.04 

124.27 117.94 1.12 1.06 

43.36 39.58 1.01 0.93 

28.53 28.11 I I 



458.41 380.57 1.02 0.85 
2362 2247.7 0.95 0.9 
21.39 18.7 1 I 
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104 
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20-74 
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0 97 
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0.72 
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28.77 


. 1 
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1 
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1.18 


1.08 
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1.05 


1.13 
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1.18 


1.08 
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1.33 
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1 
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1.18 


1.1 
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115.83 


0.88 
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1.08 
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1.03 
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37.92 


40.57 
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1.01 
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HEMB A 1002092 
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28 
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110 
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0,86 
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0.72 


1.21 
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63 ( 


).73 1.02 
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1.15 
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1 
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HEMBA1002153 


58.68 


76.71 


67.7 


1.31 
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HEMBA1002257 
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HEMBA1002376 


2716.49 


2235.6' 


1 2311.: 


I 0.82 0.85 


HEMBA1002377 


131.79 


.168.08 


175.4 


1.28 


1.33 


HEMBA1002380 


105.4 


120.28 


112.72 


L14 


1.07 


HEMBA1002381 


90.89 


94.67 


100.47 


1.04 


1.11 


HEMBA1002384 


25,99 


33.81 


24.8 


1 


1 


HEMBA1002389 


65.37 


61.03 


39.69 


0.93 


0.61 


HEMBA1002396 


92.1 


92.86 


105.59 


1.01 


1.15 


HEMBA1002402 


34.85 


27,12 


36.05 


1 


1 


HEMBA1002417 


28.14 


23.18 


39.92 


1 


1 


HEMBAl 002419 


, 23.6 


33.07 


24.23 


1 


1 


HEMBA1002420 


104.82 


108.83 


115.26 


1.04 


1.1 


HEMBA1002421 


25.47 


33.19 


32.71 


1 


1 


HEMBA1002423 


30.15 


32.72 


35.32 


1 


1 


HEMBA1002424 


48.32 


50.34 


58.57 


1.04 


1.21 


HEMBA1002426 


95.14 


•82.18 


130.83 


0.86 


1.38 


HEMBA1002430 


3L11 


22.86 


48.75 


1 


1.22 


HEMBA1002439 


45.81 


39.45 


35.77 


0.87 


0,87 


HEMBA1002441 


190.36 


151.58 


198.51 


0.8 


1.04 


HEMBA1002454 


18.11 


16.69 


21,15 


1 


1 


HEMBA1002458 


89.76 


106.49 


140.61 


1.19 


1,57 


HEMBA1002460 


48.27 


40.03 


48.58 


0.83 


l.OI 


HEMBA1P02462 


62.66 


51.68 


93.06 


0.82 


1.49 
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HEMBA1002465 24.06 

HEMBA1002469 1141.35 

HEME A 1002475 50.7 

HEMBA1002477 72.48 

HEMB A 1002480 66.92 

HEMBA1002481 88.24 

HEMB A 1002486 65.78 

HEMBA 1002490 62.02 

HEMBA1002495 28.09 

HEMBA10G2498 31.63 

HEMBA1002501 200.17 

HEMBA1002503 60.15 

HEMBA1002504 71.66 

HEMBA1002508 96.31 

HEMBA1002513 25.15 

HEMBA1002515 28.62 

HEMBA1002524 17.75 

HEMB Al 002538 23.56 

HEMBA1002542 100.57 

HEMBA1002544 36.36 

HEMBA1002546 233.93 

HEMBA1002547 104.87 

HEMBA1002550 77.5 

HEMBA1002551 32.81 

HEMBA1002552 68.67 

HEMBA1002555 18.78 

HEMBAl 002558 89.84 

HEMBA1002561 66.15 

HEMBA1002562 18.32 

HEMBA1002568 37.87 

HEMBA 1002569 42.87 

HEMBA100257Q 77.85 

HEMBA1002574 24.93 

HEMBA1002583 53.05 
HEMBA1002587, 156.82 

HEMBA1002590 128.54 

HEMBA1002592 77.18 

HEMBA1002595 31.08 

HEMBA 1002609 700.66 

HEMBA1002617 108.51 

HEMBA1002619 53.7 

HEMBA1002621 25.77 

HEMBA1002624 122.93 

HEMBA 1002628 . 46.21 

HEMBA1002629 52.6 

HEMBA1002632 113.01 

HEMBA1002645 91.47 

HEMBA1002651 44.04 

HEMBA1002652 57.48 

HEMBA1002659 71.71 

HEMBAI002661 45.57 

HEMBA1002666 31.14 



23.59 34.77 1 1 
1105.08 878 0.97 0.77 

45.86 52.13 0.9 1.03 

89.51 88.81 1.23 1.23 

53.09 65,74 0.79 0.98 

li5.'58 122.29 1.31 1.39 

70.33 89.87 1.07 1.37 

55.01 60.14 0.89 0.97 
28.23 37.46 1 1 

39.98 50.12 ,1 1.25 
232.86 229.22 1.16 1.15 
65.1 76.49- 1.08 1.27 
92.18 96.39 1.29 1.35 

97.62 141.37 1.01 1.47 
20.42 33.54 1 1 
28.92 24.09 1 1 

29.99 28.95 1 1 
33.86 28.82 1 1 
85.68 127.33 0.85 1.27 
43,78 37.89 1.09 • 1 " 
235.61 280.15 1.01 1.2 
101,89' 134.44 0.97 1.28 
74.04 63.14 0.96 0.81 
34.15 -38.69 1 1 
77.66 73.63 1.13 L07 
18.95 18.73 1 1 
96.83 105.37 1.08 1.17 
70.22 75-71 1.06 1.14 
22.04 22.77 1 1 
37.42 38.86 1 1 

36.63 53.23 0.93 1.24 
65.44 95.45 0,84 1.23 
18.6 20.86 1 1 

51.72 50.08 0.97 0.94 
157.42 134.58 1 0.86 
122.14 121,34 0,95 0.94 

75.31 82.11 0.98 1.06 

27.57 36,21 1 \ 
946,91 778.73 1.35 1.11 

91.58 109.76 0.84 1,01 
51.89 47.88 0.97 0.89 
20.09 21.51 1 1 
107.08 101.57 0.87 0.83 
31.91 41.12 0.87 0.89 
8L02 53.39 1.54 1.02 

97.63 105.71 0,86 0,94 
117.47 109.31 1.28 1.2 

49.34 47.34 1.12 1.07 

51.49 60.52 0,9 1.05 

69.66 66.98 0.97 0.93 

46.97 41.7 1.03 0.92 
34.8.^; 20.48 1 1 
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HEMBA1002667 22.1 

HEMBA1002673 159.38 

HEMBA1002678 72.5 

HEMBA1002679 28.83 

HEMBA1002688 83.9 

HEMBA1002696 40.11 

HEMBA1002703 88.57 

HEMBA1002706 37.7 

HEMBA1002712 135.74 

HEMBA10027I5 1896,28 

HEMBA1002716 34:19 

HEMBA1002718 160.42 

HEMBA1002728 95.36 

HEMBA1002730 100.98 

HEMBA1002734 63.61 

HEMBA1002742 34.13 

HEMBA1002746 36.99 

HEMBA1002748 44.71 

HEME Al 002750 66.35 

HEMBA1002755 96.93 

HEMBA1002759 39.04 

HEMBA1002763 1698.83 

HEMBA1002767 56.12 

HEMBA1002768 34.99 

HEMBA1002769 31.5 

HEME Al 002770 78.52 

HEMBA1002777 32.18 

HEMBA1002779 80.28 

HEMBA1002780 89.11 

HEMBA1002790 77.91 

HEMBA1002794 28.57 

HEMBA1002798 45.03 

HEMBA1002801 29.52 

HEMBA1002810 48.87 

HEMBA1002816 29.61 

HEMBA1002818 1627.11 

HEMBA1002820 103.36 

HEMBA1002826 46.54 

HEMBA1002833 107.41 

HEMBA1002850 24.01 

HEMBA1002862 240.02 

HEMBA1002863 44.25 

HEMBA1002867 33.51 

HEMBA1002876 55.95 
HEMBA1002886 23.5 

HEiMBA1002896 52,27 

HEMBA1002913 43.88 

HEMBA1002921 19.64 

HEMBA1002924 39.54 
HEMBA1002934 218 

HEME Al 002935 64.16 

HEMBAl 002937 31.03 



24.84 22.87 1 1 
123.39 164.21 0.77 1.03 
72.15 68.16 1 0.94 
30.33 32.02 1 1 
60.71 83.94 0.72 1 
28.05 35,95 1 1 
94.66 125.63 1,07 1.42 
53.4 47.13 1.34 1.18 
141.19 141.71 1.04 1,04 
1480.77 1150.31 0.78 0.61 



33.83 


36.74 


1 


1 


97.63 


151.44 


0,61 


0.94 


105.61 


106.33 


1.11 


1.12 


92.09 


106.69 


0.91 


1.06 


55.32 


63.59 


0.87 


1 


33.17 


32.33 


1 


1 


31.17 


37.84 


1 


1 


48.28 


41.23 


1.08 


0.92 


77.01 


77 


1.16 


1.16 


94.45 


103.73 


0.97 


1.07 


40.64 


57.32 


1.02 


1.43 


1337.96 1262.67 0.79 0.' 


43.14 


69.82 


0.77 


1.24 


42.89 


38.86 


1.07 


1 


32.49 


43.28 


1 


1.08 


93 


93.35 


1.18 


1.19 


32.84 


36.1 


1 


1 


88.2 


99.28 


1.1 


1.24 


91.7 


97.2 


1.03 


1.09 


77.32 


81.02 


0.99 


1.04 


30.2 


^K).09 


1 


1 ■ 


43.12 


47,67 


0.96 


1.06 


30.11 


32.1 


1 


1 


55.01 


71.45 


1.13 


1.46 


34.48 


41.11 


1 


1.03 



1785.51 1207.17 1.1 0.74 

106.18 120.59 . 1.03 1.17 

37.96 64.29 0.86 1.38 

125.28 100.54 1.17 0.94 

25.95 26.09 1 1 

31135 291.51 1.31 1.21 

38.73 38.24 0.9 0.9 
29.59 29.49 1 1 
60.55 78.99 1.08 1.41 
21.75 42.15 1 1.05 
44.86 64.45 0.86 1.23 
51.85 67.01 1.18 1.53 

28.3 24.8 1 1 
32.67 39.68 1 f 

245.83 293 1.13 1.34 

64.74 108.58 1.01 1.69 

35.04 62.25 1 1.56 
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CD H 

cr 1 


130 094 


A2 






HEMBAl 002939 


27.09 


34.91 


34.91 


1 


1 


HEMB A 1002944 


33.42 


57.33 


79.04 


1.43 


1.98 


HEMBA1002951 


25.27 


32.36 


31.84 




1 


HEMBAl 002954 


35.46 


39.4 


35.12 


1 


1 


HEMBA1002962 


106.17 


111.59 


142.58 


1.05 


1.34 


HEMBA1002968 


41.69 


58.91 


59.23 


1.41 


1.42 


HEMB A 1002970 


149.32 


307:3 


233.48 


2.06 


1.56 


HEMBA1002971 


28.82 


.44.02 


38.42 


LI 


1 


HEMBA1002973 


110.85 


145.12 


152.71 


1.31 


1.38 


HEMBA1002978 


16.45 


23.54 


27.46 


1 


1 


HEMBA1002981 


24.06 


22,9 


29.89 


1 


1 


HEMBA 1002985 


31.59 


36.67 


46.14 


1 


1.15 


HEMBA1002986 


57.56 


55.19 


65.26 


0.96 


1,13 


HEMBA1002988 


31.87 


39.37 


50.95 


1 


1.27 


HEMBA1002992 


278.6 


350.09 


353.67 


1,26 


1.27 


HEMBA1002995 


63.13 


64.31 


70.57 


1.02 


1.12 


HEMBAi002997 


27.92 


3L58 


41.04 


1 


1.03 


HEMBA1002999 


16.45 


18.81 


22.48 


1 


1 


HEMBA1003004 


14.72 


14.99 


19.67 


1 


1 


HEMBA1003006 


42.56 


39.38 


47.56 


0.94 


L12 


HEMBA1003008 


37.59 


33.5 


43.5 


1 I 


,09 


HEMBA1003021 


140.64 


160.55 


158.62 


1.14 


1,13 


HEMBA1003027 


54.32 


59.67 


62.18 


LI 


1.14 


HEMBA1003029 


350.87 


306.67 


345.82 


0.87 


0.99 


HEMBA1003031 


99.91 


89.75 


89.48 


0.9 


0,9 


HEMBAl 003032 


54.33 


54.76 


58.64 


LOl 


1.08 


HEMBA1003033 


115.33 


147.1 


133.35 


L28 


1.16 


HEMBA1003034 


137.5 


178.84 


195.02 


1.3 


1.42 


HEMBA1003035 


19.36 


18.2 


25.53 


1 


1 


, HEMBA1003037 


52,07 


37.83 


48.71 


0.77 


0.94 


HEMBA1003041 


142.44 


158.26 


165.95 


1.11 


1,17 


HEMBAl 003046 


191.35 


197.3 


201.43 


1.03 


1.05 


HEMB A 1003047 


63.52 


70.12 


63.88 


i.r 


1.01 


HEMBA 1003048 


33.24 


27.22 


36.82 


1 


1 


HEMBA 1003064 


91.27 


75.36 


69.57 


0.83 


0.76 


HEMBA1003067 


52.1 


51.43 


56.27 


0.99 


1.08 


HEMBA1003071 


39.64 


57.64 


58,19 


1.44 


1.45 


HEMBA1003072 


33.87 


32.7 


35.83 


1 


1 


HEMBA1003076 


262.68 


221.2 


263.78 


0.84 


1 ■ 


HEMBA1003077 


21.44 


19.93 


32.74 


1 


1 


HEMBA 1003078 


41.19 


40.76 


37.58 


0.99 


0.97 


HEMBA1003079 


97.77 


101.97 


97.73 


1.04 


1 


HEMBAl 003083 


113.8 


121.46 


124.26 


1.07 


1.09 


HEMBA1003086 


52.19 


50.66 


57.16 


0.97 


1.1 


HEMBAl 003090 


106.49 


84.22 


107.55 


0.79 


LOl 


HEMBA1003094 


22.18 


25.87 


27.93 


1 


1 


HEMBA 1003096 


28.21 


31.54 


41.6 


1 


1.04 


HEMBA1003098 


79.4 


81.64 


100.06 


1.03 


1.26 


HEMBA1003101 


48.08 


38.19 


54.34 


0.83 


1.13 


HEMBA1003109 


24.92 


25.81 


24.36 


1 


1 


.HEMBAl 003 114 


51.66 


56.64 


61.7 


1.1 


1.19 


HEMBA1003117 


33.2 


28.07 


35.72 


1 


1 
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HEMBA1003120 


66.51 


67.4 


55.48 


1 A 1 

1.01 


0.83 


HEMBA 1003 129 


171.02 


190.86 


212,79 


1.12 


1,24 


HEMBA1003133 


64.48 


64.84 


68.91 


1,01 


1.07 


HEMBA1003136 


28.75 


29.95 


35.68 


1 


1 


HEMBA 1003 142 


85.8 


71.23 


84.93 


0.83 


0.99 


HEN4BA 1003 148 


21.58 


18.05 


30.73 


1 


1 


HEMBA1003151 


44.39 . 


33.7 


45.39 . 


0.9 


1.02 


HEMBA10O3152 


73.95 


101.12 


37.82. 


1.37 


0.54 


HEMBA1003157 


23.61 


44.7 


43.82 


1.12 


1.1 


HEMBA1003166 


396.48 


495.89 


465,55 


1.25 


1.17 


HEMBA1003171 


24.29 


24,02 


38,03 


1 


1 


HEMBA 1003 175 


91.24 


109.33 


99.96 


1.2 


1.1 


HEMBA 1003 179 


511.42 


505.09 


456.99 


0.99 


0.89 


HEMBA1003186 


130,84 


• 115.22 


160.21 


0.88 


1.22 


HEMBA1003196 


60.73 


69.31 


68.65 


1.14 


1.13 


HEMBA1003197 


23.09 


32.24 


20.62 


1 


1 


HEMBA1003199 


30.15 


33.48 


35.67 


1 


1 


HEMBA1003202 


160.12 


213.03 


163,11 


1.33 


1.02 


HEMBA 1003204^ 


82.45 


94.23 


93.26 


1.14 


1.13 


HEMBA10O3210 


172.76 


185.07 


241.07 


1.07 


L4 


HEMBA1003212 


116.79 


142.68 


125.64 


1.22 


1.08 


HEMBA1003218 


24.25 


41.53 


25.18 


1.04 


1 


HEMBA1003220 


773.18 


750.15 


891,78 


0.97. 


1.15 


HEMBA1003222 


28.08 


37.8 


35.63 


1 


1 


HEMBA1003225 


12.05 


15.97 


15.46 


1 


1 


HEME Al 003229 


19.34 


28.79 


31.73 


1 


I ■ 


HEMBA1003230 


. 29.02 


27.3 


35.38 


1 


1 


HEMBA1003235 


83.94 


111.1 


89.7 


1.32 


1.07 


HEMBA10O3236 


116.94 


93,69 


123 


0.8 


1.05 


HEMBA1003250 


19.27 


, 17.29 


26.24 


1 


1 


HEMBA1003252 


223.8 


213.62 


219.85 


0,95 


0.98 


HEMBA1003257 


92.06 


123.27 


119.67 


1.34 


1.3 


HEMBA1003268 


28.28 


31.5 


39.23 


1 


1 


HEMBA 1003273 


47.51 


54.6] 


57.42 


1,15 


1,21 


HEMBA1003276 


46.48 


44.59 


55.78 


0.96 


1.2 


HEMBA1003277 


10.01 


1L06 


17.36 


1 


1 


HEMBA1003278 


28.31 


26.64 


38.31 


1 


1 


HEMBA1003280 


44.23 


40,4 


53.2 


0.91 


1.2 


HEMBA1003281 


21.59 


28.71 


27.7 


1 


1 


HEMBA1003284 


24.93 


27.01 


26.49 


1 


1 


HEMBA1003286 


717.88 


933.213 


607.04 


1.3 


0.85 


HEMBA1003291 


38.98 


45.07 


55.08 


1.13 


1.38 


HEMBA1003294 


54.23 


62.34 


71.14' 


1.15 


1.31 


HEMBA1003296 


1300.62 


1413.66 1115.39 1.09 0,86 


HEMBA1003304 


22.85 


28.8 


27.12 


• 1 


1 


HEMBA1003306 


49,18 


55.93 


68.74 


1.14' 


1.4 


HEMBA1003309 


25.09 


28.4 


32.7 


1 


1 


HEMBA1003314 


37J7 


44.82 


59,15 


1,12 


1.48 


HEMBA1003315 


124.59 


124.67 


175.23 


1 


1.41 


HEMBA1003322 


56.36 


76.18 


78.78 


1.35 


1,4 


HEME Al 003326 


30.66 


36.54 


33.24 . 


I 


1 


HEMBA1003327 


36.18 


42.14 


47.09 


1.05 


1.18 
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HEMBA1003328 38.64 49.8 59.69 1.25 1.49 

HEMBA1003330 83.32 95.56 101.26 1.15 1.22 

HEMBA1003348 228.39 290.07 281.18 111 1.23 

HEMBA1003369 35.08 34.25 41.3 ' 1 1.03 

HEMBA1003370 113.05 127.15 160.35 1.12 1.42 

HEMBA1003373 30.18 41.81 33.29 L05 1 

HEMBA1003376 151.06 175.71 168.37 1.16 1.11 

HEMBA1003380 2337 31.1 35.25 1 1 

HEMBAld03384 23.97 29.28 28.6 1 1 

HEMBA1003387 14.31 18.54 15.1 1 1 

HEMBA1003392 26.1 18.97 37.16 1 1 

HEMBA1003395 35.41 46.06 38.3 1.15 1 

HEMBA1003399 22.92 23.91 34.6 1 1 

HEMBA1003400 49.2 47.83 55.33 0.97 1.12 

HEMBA1003402 19.93 22.88 27.46 1 1 

HEMBA1003403 916.83 1093.91 744.48 1.19. 0.81 

HEMBA10034O8 31.78 32.87 29.66 1 l 

HEMBA1003412 104.21 93.23 112.18 0.89 1.08 

HEMBA1003417 38.97 45.45 46.16 1.14 1.15 

HEMBA1003418 134.53 157.73 180.06 1.17 1.34 

HEMBAl 003420 184 159.93 205.39 0.87 1.12 

HEMBA1003425 23.51 25,24 25.02 1 . 1 

HEMBA1003433 19.55 20.01 22.1 1 1 

.HEMBA1003440 18.36 16.3 18.41 1 1 

HEMBA1003442 118.4 96.59 106.66 0.82 0.9 

HEMBA1003447 1244.49 1339.73 857.98 1.08 0.69 

HEMBA1003453 95.87 93.02 110.27 0.97 1.15 

HEiMBA1003461 26.09 23.67 34.23 1. 1 

HEMBA1003463 32.85 40.67 36.19 1.02 1 

HEMBA1003465 32.65 35.86 39.45 1 1 

HEMBA1003480 150.99 182.03 160.32 1.21 1.06 

HEMBA1003485 60.29 58.81 46.93 0.98 0.78 

HEMBA1003487 41.67 . 32.72 45.62 0.96 1.09 . 

HEMBA1003492 50.94 51.03 58.23 1 1.14 

HEMBA1003494 81.07 64,25 63.81 0.79 0.79 

HEMBA1003497 20.15 20.93 23.08 1 1 

HEMBA1003503 21.56 27.38 27.4 1 1 

HEMBA1003511 24.64 26.19 33,32 1 1 

HEMBA1003528 30.56 30.02 32.98 1 1 . 

HEMBA1003530 21.5 15.27 27.5 1 1 

HEMBA1003531 78,01 75.06 79.44 0.96 1.02 

HEMBA1003532 ' 97.65 102.85 110.25 1.05 1.13 

HEMBAi003538 103.67 110,46 109.77 1.07 1.06 

HEMBA1003545 40.23 24.96 21.54 0,99 0.99 

HEMBA1003546 26.04 26.92 35.27 1 1 

HEMBA1003548 108.9 123.89 109.3 1.14 1 

HEMBA1003553 46.21 39,71 61.93 0.87 1.34 

HEMBA1003555 26.42 35.77 39.61' 1 1 

HEMBA1003556 54.88 44,61 59.09 0.81 1.08 
HEMBA1003560 166.71 191.62 174.51 1.15 1.05 
HEMBA1003565 201.56 195.27 284.97 0.97 1.41 

HEMBA1003568 24.9 29.68 22.4 1 1 
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HEMBAi003569 39.46 

HEMBAl 003571 75.65 

HEMBA1003579 25.07 

HEMBA1O03580 26.85 

HEMBA1003581 23,83 

HEMBA1O03591 119.29 

HEMBA1003595 24.19 

HEMBA1003597 65.92 

HEMBA1003598 20.14 

HEMBA1003600 100.74 

HEMB.A1003602 89.14 

HEMBA1003604* 27.67 

HEMBA1003610 28.27 

HEMBA1003615 58.86 

HEMBA1003617 26.21 

HEMBA1003620 65.82 

HEMBA1003621 85.87 

HEMBA1003622 28.46 

HEMBA1003630 21.72 

HEMBA1003637 43.95 

HEMBA1003640 102.34 

HEMBA1003645 22.81 

HEMBA1003646 23.59 

HEMBA1003647 15.69 

HEMBA1003656 96.49 

HEMBA1003662 30.59 

HEMBA1003666 10.75 

HEMBA1003667 73.07 

HEMBA1003670 19.08 

HEMBA1003674 ' 288.8 

HEMBAl 003677 55.17 

HEMBA1003679 62.99 

HEMBA1003680 93.24 

HEMBA1003684 24.94 

HEMBA1003690 92.14 

HEMBA1003692 58.18 

HEMBA1003702 29.67 

HEMBA1003711 . 32.3 

HEMBA1003714^ 11.66 

HEMBA1003715 127.28 

HEMBA10037i7 36.23 

HEMBAi003720 72.7 

HEMBA1003725 30.21 

HEMBA1003728 19.89 

HEMBA1003729 34.19 

HEMBA1003732 24.57 

HEMBA1003733 32.05 

.HEMBA1003742 91.11 

HEMBAl 003743 20.87 

HEMBAl 003758 - 155.66 
HEMBAl 003760 19.4 

HEMB A 1003764 50.94 
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HEMBAl 004201 287.85 
HEMBA1004202 36.61 
HEMBAl 004203 27.32 
HEMBA1004207 23.04 
HEMBA1004210 22.18 
HEMBA1004225 61.67 
HEMBAl 004227 77.96 
HEMBA1004235 37.75 
HEMBA1004237 30.26 
HEMBA1004238 71.6 
HEMBA1004241 19.88 
HEMBA1004242 176.71 
HEMBA1004243 35.34 
HEMBA1004246 93.29 
HEMBA1004247 27.47 
HEMBA1004248 38.46 
HEMBA1004250 17.87 
HEMBA1004252 30.3 
HEMBA1004260 47.34 
HEMBA1004264 19.37 
-HEMBA1004267 181.44 
HEMBAl 004272 17.52 
HEMBA1004274 1989.44 
HEMBA 1004275 33.93 
HEMBA1004276 25.68 
HEMBA1004279 29-84 
HEMBA1004284 62.7 
HEMBAl 004286 24.85 
HEMBA10Q4289 81.09 
HEMBA1004293 351.58 
HEMBAld04295 25.46 
HEMBA1004302 21.24 
HEMBA1004306 73 
HEMBA1004312 45.15 
HEMBA1004314 33.26 
HEMBA1004321 68.15 
HEMBA1004323 74.23 
HEMBA1004327 23.63 
HEMBA1004329 113.01 
HEMBA1004330 39.91 
HEMBA1004334 55.45 
HEMBA1004335 67.79 
HEMBA1004341 10.43 
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HEMBA1004349 72.96 
HEMBAl 004352 77.96 
HEMBA1004353 193.95 
HEMBAl 004354 81.49 
HEMBA1004356 65.79 
HEMBA1004360 23.12 
HEMBA1004366 28.22 
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1.22 


27.91 


25.24 


25 


1 


1 


26.32 


22.89 


31.51 


1 


1 


75.65 


102.94 


120.34 


1.36 


1.59 



143.77 170.19 201.45 1.18 1.4 

175.35 147.53 219.57 0.84 L25 

22.96 24.34 31.28 1 1 

39.59 42.76 47.26 1.07 1.18 

13.7 18.75 18.51 1 1 
21.96 18.5 27.58 1 1 
30.47 25,8 32.38 1 1 

26.08 36.08 34.76 1 1 
75.71 83,98 91.4 1.11 1.21 
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HEMBA1005755 32.37 44.22 40.84 1.11 1.02 

PffiMBA1005760 55.92 58.01.59.67 1.04 1.07 

HEMBA1005765 76.25 82.82 91.9 1.09 1.21 

HEMBA1005766 1721.68 2117.83 1755.83 1.23 1.02 

HEMBA1005780 51.15 47.75 61.92 0.93 1.21 

HEMBA1005795 42.92 32.14, 60.55 0.93 1.41 

HEMBA1005809 112.7 114.55 128.25 1.02 1.14 

HEMBA1005813 118.27^ 153.59 152.74 1.3 1.29 

HEMBA10O5815 25.93 31.46 27.65 , 1 1 

HEMBA1005822 113.82 108.65 123.61 0.95 1.09 

HEMBA1005829 54.92 ^ 49.17 65.71 0.9 1.2 

HEMBA1005833 24.77 24.28 30.22 1 1 

HEMBA1005834 67.28 78.69 79.45 1.17 1.18 

HEMBA1005844 448.34 484.29 677.66 1.08 1.51 

HEMBA1005852 64.77 55.85 79,64 0.86 1.23 

HEMBA1005853 223.97 241.44 258.64 1.08 1.15 

HEMBA1005878 107.8 114.1 115.09 1.06 1.07 

HEMBA1005883 27.06 27.03 28,08 1 1 

HEMBA1005884 33.02 39.71 28.59 1 1 

HEMBA1005891 32.65 31.8 34.38 1 1 

HEMBAI005894 177.83 189.9 180.04 1.07 1.01 

HEMBAI005898 76.61 56.72 72,07 0.74 0.94 

HEMBA1005902 36.94 44.99 48.38 1.12 1.21 

HEMBA1005907 33.89 35.42 39.01 1 1 

HEMBA1005909 20 16.58 16.88 1 1 

HEMBA1005911 70.18 71.57 70.9 1.02 1.01 

HEMBA1005912 94.37 67.24 90.84 0.71 0.96 

HEMBA1005913 26.53 26.21 24.78- 1 1 

HEMBA1005921 78.13 94.23 86.56 1.21 1.11 

HEMBA1005922 38.98 26.59 44.41 1 1.11 

HEMBA1005929 73.32 85.81 78.29 1.17 1.07 

HEMBA1005931 73.87 75.36 71.89 1.02 0.97 

HEMBA1005934 119.14 148.81 133.21 1.25 1.12 

HEMBAIO05945 45.96 49.87 33.79 1.09 0.87 - 

HEMBA1O05962 23.78 24,27 23.11 1 • 1 

HEMBA1005963 20.69 19.85 22.33 1 1 

HEMBA1005990 371.29 452.57 488.7 1.22 1.32 

HEMBA1005991 76.4 71.65 72.05 0.94 0.94 

HEMBA1005999 163.46 193.71 185.28 1.19 1.13 

HEMBA1006002 51.91 49.46 53.43 0.95 1.03 

HEME Al 006005 27.64 20.7 i 18.42- , 1 1 

HEMBA1006011 201.51 134.93 163.98 0.67 0.81 

HEMBA1006013 57.33 37.23 46.54 0.7 0.81 

HEMBA1006016 32.96 43.07 31.14 1.08 1 

HEMBA1006019 45.94 43.72 44.48 0.95 0.97 

HEMBA1006021 45.05 ' 35.43 38.09 0.89 0.89 

HEMBA1006022 40.63 59.84 40.89 1.47 1.01 

HEMBA1006031 25.51 30.4 22.42 1 1 

HEMBA1006035 35.53 33.9 38.41 1 1 

HEMBA1006036 73.66 64.8 77.95 0.88 1.06 

HEME A 1006042 61.05 60.03 62.6 0.98 1.03 

HEMB A 1006044 20.84 19.57 18,21 1 1 
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HEMBA 1006045 


88.75 


106.88 


103.44 


1.2 


1.17 


HEMBA1006048 


34.99 


44.21 


45.99 


1.11 


1.15 


HEMBA1006053 


31.59 


39.99 


36.94 


1 


1 


HEMBA1006055 


33.06 


32.62 


34.27 


1 


1 


HEMBA1006058 


72.6 


84.59. 


88.08 


1.17 


1.21 


HEMBA1006063 


121.72 


103.02 


118.87 


0.85 


0.98 


HEMBA1006067 


47.95 


39.33 


44,18 


0.83 


0.92 


HEMBA1006b81 


19.04 


26.31 


17.66 


1 


1 


HEMBA1006089 


43.74 


46.87 


54.23 


1.07 


1.24 


HEMBA1006090 


24.5 


20.39 


27.83 


1 


1 


HEMBA1006091 


65.09 


63.07 


67.29 


0,97 


1.03 


HEMBA1006093 


25.42 


35.02 


31.19 


1 


1 


HEMBA1006099 


122.69 


108.51 


130 


0.88 


1.06 


HEMBA1006100 


177.95 


191.4 


199.76 


1.08 


1.12 


HEMBA1006108 


33.04 


. 37.85 


37.87 


I 


1 


HEMBA1006114 


165.38 


214.54 


183.07 


1.3 


1.11 


HEMBA1006121 


28.68 


36.78 


29.75 


I 


1 


HEMBA 1006 124 


28.34 


40.19 


.32.6 


1 


.1 


HEMBAi006125 


151.17 


145.16 


199.95 


0.96 


1.32 


HEMBA1006130 


49.13 


50.89 


49.42 


1.04 


1.01 


.HEMBA1006138 


164.35 


155.97 


188.72 


0.95 


1.15 


HEMBA1006142 


108.94 


109.15 


127.38 


1 


1.17 


HEMBA1006150 


161.32 


199.53 


172.3 


1.24 


1,07 


HEMBA1006151 


24.32 


35.14 


23.12 


1 


1 


HEMBA1006155 


19-86 


19.43 


21.29 


1 


1 


HEMBA1006158 


56.05 


50.79 


48.34 


0.91 


0.86 


HEMBA1006164 


77.61 


101.9 


103.33 


1.31 


1.33 


HEMBA100617L 


232.47 


258.36 


296.25 


1.11 


1.27 


HEMBA1006173 


769.5 


879.52 


703.94 


1.14 


0.91 


HEMBA1006176 


2196.99 


1519.73 2623.29 0.69 1.19 


HEMBA1006182 


82.97 


76.02 


99.68 


0.92 


1.2 


HEMBA1006197 


57.65 


73.65 


66.57 


1.28 


1.15 


HEMBA1006198 


141.44 


129.98 


180.04 


0.92 


1.27 


HEMBA1006213 


27.45 


30.62 


35.14 


1 


1 


HEMBA1006217 


239.11 


254.86 


390.29 


1.07 


i;63 


HEMBA1006226 


194.44 


274.68 


387.17 


1.41 


1.99 


HEMBA1006235 


25.56 


27.62 


36.66 


1 


1 


HEMBA1006248 


- 32.99 


49.78 


64.95 


1.24 


1.62 


HEMBA100625i 


51.67 


51,01 


50^16 


0.99 


0.97 


HEMBA1006252 


41.55 


37.43 


58.37 


0.96 


1.4 


HEMBA1006253 


58.42 


36.18 


63.49 


0.68 


1.09 


HEMBA1006259 


46.71 


59,59 


66.45 


1.28 


1.42 


HEMBA1006261 


202.64 


250,41 


314.65 


1,24 


1.55 


HEMBA1006268 


47.6 


76,51 


48.48 


L61 


1.02 


HEMBA1006271 


124.82 


153.29 


' 187.21 


1.23 


1.5 


HEMBA1006272 


35.83 


28.27 


48.23 


1 


1-21 


, HEMBA1006273 


25.54 


21.15 


32.03 


1 


1 


HEMBA1006276 


39-52 


30.49 


62.37 


1 


1-56 


HEMBA1006278 


54.8 


47.3 


56.27 


0.86 


1.03 


HEMBA1006283 


59.01 


53.07 


66.08 


0.9 


1.1'2 


HEME Al 006284 


45.22 


71.21 


60.42 


1.57 


1.34 


HEME Al 006291 


21.82 


22.91 


28.59 


1 


1 
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HEMBA1006292 108.84 

HEMBA1006293 18.72 

HEMBAi006299 68.22 

HEMBA1006309 48.02 

HEMBA1006310 36.57 

HEMBA1006311 45.43 

HEMBA1006313 38.11 

HEMBA1006316 42.07 

HEMBA 1006328 215,04 

.HEMBA1006334 23.97 

' HEMBA1006335 231.03 

HEMBA1006344 126.42 

HEMBA1006347 31.39 

HEMBA1006349 55.67 

HEMBA1006352 36.85 

HEMBA1006357 114.26 

^HEMBA1006358 62.64 

HEMBA1006359 64.09 

EGEMBA1006360 30.97 

HEMBA1006364 42.86 

HEMBA1006377 127.2 

HEMBA1006380 86.73 

HEMBAI006381 96.01 

HEMBA1006385 122.36 

HEMBA1006390 162.49 

HEMBA1006391 45.71 

HEMBA1006398 40,34 

HEMBA1006405 99.45 

HEME A 10064 10 66.36 

HEMBA1006416 65.22 

HEMBA1006418 95.02 

HEMBA1006419 146.03 

HEMBAl 006421 42.14 

HEMBA1006424 29.97 

HEMBA1006426 84.9 

HEMBA1006430 88.74 

HEMBA1006438 58.04 

HEMBA1006445 5268 

HEMBA1006446 28.35 

HEMBAl 006456 249.97 

HEMBA1006461 87.29 

HEMBA1006467 30.4 

HEMBAl606470 347.33 

.HEMBA1006471 137.42 

HEMBA1006474 1789.81 

HEMBAl 006476 2257.25 

HEMBAl 0064S2 2300.52 

HEMBA1006483 57.11 
HEMBA1006485^ 112.67 

HEMBAI006486 137.38 

HEMBA 1006489 28.55 

HEMBA1006492 74.33 



123.22 111.42 1.13 1.02 

17.29 23.98 1 1 

77.05 71.76 1.13 1.05 

55.3 55:94 1.15 1,16 

39.01 45.25 1 1.13 

36.61 42.9 0.88 0.94 

36.61 33.79 1 1 

50.95 43.14 1.21 L03 

266.07 216.01 1.24 1 
20.16 23.11 1 1 ' 
212.95 229.29 0.92 0.99 

147.5 102.66 1.17 0.81 

29.8 39.13 1 1 

48.81 56.87 0.88 1.02 

37.05 36.62 1 1 

119.16 119.11 1.04. 1.04 

58.47 47.39 0.93 0.76 

54.69 62.96 0.85 0.98 

21.85 25.81 1 1 
42.92 38.82 , 1 0.93 
113.19 117.55 0.89 0.92 

104.08 102.67 1.2 1.18 
83.46 72.37 0.87 0.75 
148.43 124.74 1.21 1.02 
159.79 141.6 0.98 0.87 

36.54 40.84 0.88 0.89 
35.01 26.12 0.99 0.99 
95.46 107.31 0.96 1.08 
38.84 64.23 0.6 0.97 
81.33 69.04 1.25 1.06 

125.03 122.14 1.32 1.29 

164.04 167.75 1.12 1.15 
42.91 39.72 1.02 0.95 
26.24 20.79 1 1 
95.57 85.37 1.13 1.01 
93.74 81.66 1.06 0.92 
-60J3 58.13 1.04 1 

37.55 35.41 0.76 0.76 
26.35 - 32.68 1 1 
219.38 229.78' 0.88 0.92 

85 88.5 0.97 1.01 

28.63 31.38 1 1 
351.67 353.51 1.01 1.02 
87.18' 88.67 0.63 0.65 
1430.88 1232.25 0.8 0.69 
2770.26 2078.83 1.23 0.92 
1981.59 2335.39 0.86 1.02 
64.18 55.52 1.12 0.97 
77.55 77.34 0.69 0.69 
90.05 136.42 0.66 0.99 

29.64 25.22 I 1 

84.86 79.89 1.14 1.07 
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HEMBA1006494 35,87 

HEMBA1006497 28.48 

HEMBA]006501 1322.88 

HEMBA1006502 203.78 

HEMBA1006507 1257.69 

HEMBA1006517 47.07 

HEMBA1006521 38.97. 

HEMBA1006529 53.22 

HEMBA100653O 23.56 

HEMBA1006535 21.7 

HEMBA1006536 38.77- 

HEMBA1006540 35.87 

HEMBA1006544 46.98 

HEMBA1006546 82.24 

HEMBA1006549 31.4 

HEME A 1006559 26.52 

HEMB A 1006562 53.07 

HEMBA 1006566 16.88 

HEMBA1006569 44.85 

HEMBA 1006572 24.35 

HEMBA1006579 333.02 

HEMBA1006583 106.57 

,HEMBA1006595 58.49 

HEMBA1006597 74,88 

HEMBA1006606 58.51 

HEMBA1006612 53.34 

HEMBA1006617 51.61 

HEMBA 1006624 190.29 

HEMBA1006631 125.49 

HEMBA1006635 35.22 

HEMBA1006639 34,73 

HEMBA1006643 20.9 

HEMBA1006648 58.04 

HEMBAI006652 84.3 

HEMBA1006653 23.23 

HEMBA1006658 84,91 

HEMBA1006659 941,83 

HEMBA 1006665 30.47 

HEMBA1006666 28.07 

HEMBA 1006671 74.34 

HEMB Al 006674 79.53 

HEMBA 1006676 58.58 

HEMBA1006682 40.43 

HEMBA1006688 59.27 

HEMBA1006695 179.01 

HEMB Al 006696 38.89 

HEMBA1006702 35.75 

HEMBAl 006707 50.69 

HEMBA1006708 39 

HEMBA1006709 70,68 

HEMBA1006717 38,12 

HEMBA1006724 71.57 



31.77 38.16 1 1 
33.13 35.42 . 1 1 
1464.09 1151.57 1.11 0.87 
205.79 199.07 1,01 0,98 
1335.71 929.85 1,06 0.74 
56.05 44.11 1.19 0.94 . 

34.28 35.58 ' 1 1 

88.78 . 67.94 1.67 1.28 

23.29 21.79 1 1 
30.27 31.61 1 1 

46.24 51.22 1.16 1.28 
35.11 34.6 1 1 

41.48 40.14 0.88 0.85 . 
58.56 71.79 0.71 0.87 
28.54 26.48 1 1 
29-33 28.36 1 ^ 1 
57.38 54 1.08 1.02 

. 19,7 20.05 1. 1 
41.2 45.4 0.92 1.01 

16.83 ' 24,86 1 1 

301.87 401.53 0.91 1.21 

90,73 118.88 0.85 1.12 

65.44 72.77 .1.12 1.24 

99.8 90.56 1.33 1.21 

50.93 64,23 0,87 1.1 
56.72 71,12 1.06 L33 
69.96 67.99 1.36 1.32 
188,59 254.65 0.99 1.34 
105.71 113.21 0.84 0.9 

49.25 41.72 1.23 'L04 
39.02 61.08 1 1.53 

15.82 39.18 1 I 
95.64 112.81 1-65 1.94 

114.62 98.96 1.36 1.17 

26.41 39.21 1 - 1 

105.27 118.94 1.24 1.4 
1067.73 1010.69 1,13 1.07 

32.49 29.34 I 1 
28.01 32.6 . 1 1 

97.94 97.83 1,32 1.32 
108,22 92.41 1.36 1.16 
44,49 61.1 0.76 1.04 
23.36 41.75 0.99 1.03 
57.63 50.54 0.97 0.85 
229.55 180.8 1.28 1.01 

45.83 40.59 1.15 1.01 
41.1 41.39 1.03 1.03 
49.87 48.91 0.98 0.96 

38.05 42.03 1 1.05 

83,0^^ 78.31 • 1.17 1.11 

36.77 49.45 1 1.24 

-63,58 53.66 0.89 0.75 
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HEMBA1006731 


47,63 


40.89 


39.82 


0.86 


0.84 


HEMBA1006737 


37,34 


28.54 


25.67 


1 


1 


HEMBA1006742 


46,8 


59.11 


50.27 


1,26 


1.07 


HEMBA1006743 


79.64 


78.41 


96.22 


0.98 


1.21 


HEMBA1006744 


97.31 


123.15 


112.9 


1.27 


1.16 


HEMBA1066749 


37.6 


26.96 


34.75 


1 . 


I 


HEMBA1006752 


262.94 


259.84 


207.32 


0.99 


0.79 


HEMBA1006754 


50.01 


56.58 


38.66 


1.13 


.0.8 . 


.HEMBA1006758 


31,72 . 


39.79 


30.71 


1 


1 - 


HEMBA1006767 


32.59 


28.24 


27,59 


1 


1 


-HEMBA1006770 


45.76 


36.32 


39.83 


0.87 


0.87 


HEMBA1006779 


110.56 


97.17 


106.18 


0.88 


0.96 


HEMBA1006780 


103.83 


138.11 


127.08 


1.33 


1.22 


HEMBA1006789 


31.72 


3i;4 


43.61 


1 1 


.09 


HEMBA1006795 


74.38 


86.15 


67.66 


1.16 


0.91 


HEMBA1006796 


33.73 


30.14 


26.67 


1* 


1 


HEMBA 1006805 


49-79 


62.87 


59.15 


1.26 


1.19 


HEMBA1OO6807 


548.33 


590.98 


647.3 


1.08 


1.18 


HEMBA1006813 


8.39 


11.05 


8.41 


1 


1 


HEMBA1006819 


48.81 


41.74 


53.15 


0,86 


1.09 


HEMBA100682I 


67.17 


58.94 


65.94 


0.88 


0.98 


HEMBA1006824 


134.05 


123.87 


134.81 


0.92 


1.01 


HEMBA1006832 


879.78 


794.16 


837.41 


0.9 


0.95 


HEMBA1006834 


214.89 


195.31 


233.74 


0.91 


1.09 


HEMBA1006835 


76.09 


66.54 


70,44 


0-87 


0.93 


HEMBA1006843 


178.51 


145.01 


204.76 


. 0.81 


1.15 


HEMBA1006849'^ 


97.85 


90,86 


92,39 


0,93 


0.94 


HEMBA1006850 


70.16 


62.71 


77.59 


0.89 


1.11 


HEMBA1006861 


194.04 


239.06 


193.48 


1.23 


1 


HEMBA1O06865 


386.56 


391.92 


347.27 


1.01 


0.9 


HEMBA1006867 


79,38 


60.98 


80.49 


0.77 


1.01 


HEMBA1006873 


52.52 


56.67 


65.26 . 


1-08 


1.24 


HEME Al 006877 


27.89 


25.52 


34.04 


1 


1 


HEMBA1006878 


49.79 


52.97 


52.03 


1.06 


1.04 


HEMBA1006879 


81.48 


83.18 


87 


1.02 


1.07 


HEMBA1006884 


75.59 


78,05 


49,54 


1-03 


0.66 


HEMBA1006885 


108.4 


116.23 


124.06 


1.07 


1.14 


HEMBA1006886 


214.12 


109.45 


199.57 


0.51 


0.93 


HEMBA1006889 


34.16 


36.64 


43.52 


1 


1.09 


HEMBA 1006896 


220.54 


199.25 


269.98 


0.9 


1.22 


HEMBA 1006900 


107:14 


70.06 


100,64 


0.65 


0-94 


HEME Al 006902 


36.24 


30.36 


46.46 


1 


1.16 


HEMBA1006912 


131.15 


168.96 


176.75 


1.29 


1.35 


HEMBA1006914 


146.34 


169.19 


176:67 


1.16 


1.21 


HEMBA1006916 


52.95 


56.07 


60.34 


1.06 


1.14 


HEMBA1006921 


36.5 


34.51 


36-7 


1 


1 


HEME Al 006926 


77.03 


69.9 


74.35 


0-91 


0-97 


HEME Al 006927 


44,25 


40.49 


39.14 


0.92 


0-9 


HEMBA1006929 


69.53 


57.01 


84.15 


0.82 


1.21 


HEME Al 006936 


55.75 


51.71 


50.1 


0.93 


0.9 


HEMBA 1006938 


23.46 


22.99 


33.94 


1 


1 


HEMBA1006941 


120.09 


148-4 


171.2 


1.24 


1.43 
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HEMBA1006942 


51.55 


51.02 


67.47 


0.99 


1.31 


HEMBA1006945 


147.67 


133.57 


162.14 


0.9 


1.1 


HEMBA1006949 


36.98 


32 38.51 


1 


1 


HEMBA1006952 


26.21 . 


16.38 


20-43 


1 


1 


HEMBA10O6960 


119.55 


91.16 


103.2 


0.76 


0.86 


HEMBA1006973 


46.84 


41.23 


42.76 


0.88 


0.91 


HEMBA1006974 


55.98 


56.29 


60.32 


LOl 


1.08 


HEMBA1006976 


19.82 


2L32 


28.22 


r 


1 


HEMBA1006989 


26.84 


25.58 


16.05 


1 


1 . 


HEMBA1(X)6993 


182.72 


200.99 


251.9 


1.1 


1.38 


HEMBA1006996 


60.21 


48.29 


59.31 


0.8 


0.99 


HEMBA1007001 


85.98 


92.33 


107.02 


1.07 


1.24 


HEMBA1007002 


582.79 


497.36 


417.94 


0,85 


0.72 


HEMBA1007013 


36.06 


36.09 


53.33 


1 


1.33 


HEMBA 10070 16 


56.83 


57.85 


70.62 


1.02 


1.24 


HEMBA1007017 


16.8 


14.66 


24.57 ■ 


1 


1 


HEMBA1007018 


46.23 


55.58 


72.9 


1.2 


1-58 


HEMBA 1007044 


15.5 




96 92 


1 


1 


HEMBA1007045 


23.66 


20 58 


33.2 


1 


1 


HEMBA 1007051 


49.75 


fil 01 

U 1 .iSi / 


61 22 


1.23 


1.23 


HEMBA 1007052 


18.89 




99 47 


I 


1 


HEMBA 100705 3 


16.28 


1 R 78 

A O. f O 


9S 0*^ 


, 1 


1 
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HEMBB 100 1095 64.85 
HEMBB1001096 35.36 
HEMBBlOOllOl 70.64 
HEMBB1001102 55.02 
HEMBB1001104 31.97 
HEMBB1001105 39.59 
HEMBB1001112 1937.91 
HEMBB1001113 119.22 
HEMBB1001114 66.75 
HEMBB1001115 125.29 
HEMBB1001117 17.26 
HEMBB1001119 21.66 
HEMBB 1001126 19.77 
HEMBB1001133 49.05 
HEMBB1O01137 31.19 
HEMBB1001142 154.22 
HEMBB 1001 145 109.76 
HEMBB1001I51 86.89 
HEMBB1001153 58.18 
HEMBB 1001 158 90.29 
HEMBB 1001 169 60.62 
HEMBB 1001 170 14.32 
HEMBB1001175 38.59 
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HEMBB 1001 182 32.82 
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HEMBB1001271 88.15 
HEMBB 1001282 32.03 
HEMBB 100 1287 419.44 
HEMBB1001288 38.98 
HEMBB1001289 70.66 
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HEMBB 1002134 


3160.47 


2063.94 I503J 


^6 0.65 0.48 


HEMBB1002136 


32.71 


34.06 


29.63 


1 


1 


HEMBB 1002138 


104.95 


97.39 


111.19 


0.93 


1.06 


HEMBB1002139 


60.25 


63.72 


74.93 


1.06 


1.24 


HEMBB 1002 141 


65.38 


51.79 


81.86 


0.79 


1.25 


HEMBB 1002 142 


62.23 


77.64 


79.89 


1.25 


1.28 


HEMBB 1002145 


16.46 


17.63 


21.94 


1 


1 
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HEMBB1002152 54.41 

HEMBB1002162 61.42 

HEMBB 1002173 68.41 

HEMBB1002189 136.72 

HEMBB1002190 139.28 

HEMBB1002193 24.18 

HEMBB1002217 56.58 

HEMBB 10022 18 94.72 

HEMBB 1002228 47.66 

HEMBB1002232 48.01 

HEMBB1002245 11.99 
HEMBB 1002247 . 16.26 

HEMBB1002249 100.78 

HEMBB1002254 61.71 

HEMBB 1002255 43.98 

HEMBB 1002266 9.14 

HEMBB 1 00227 1 508.25 

HEMBB1002280 24.18 

HEMBB 1002296 86.16 

HEMBB1002300 17.71 

HEMBB 1002302 30.05 

HEMBB1002306 40.13 

HEMBB1002316 16.69 

HEMBB1002326 81.83 

HEMBB 1002327 35.54 

HEMBB 1002329 30.07 

HEMBB1002340 24.11 

HEMBB 1002342 129.57 

HEMBB1002358 61.43 

HEMBB 1002359 58.57 

HEMBB 1002364 54.51 
HEMBB1002366 214 

HEMBB1002371 14.46 

HEMBB1002381 52.02 

HEMBB 1002383 49.37 

HEMBB1002387 23.32 

HEMBB 1002409 506.66 

HEMBBI002413 149.03 

HEMBB1002415 35.44 

HEMBB 1002424 22.24 

HEMBB1002425 135.36 

HEMBB1002427 46.13 

HEMBB 1002442 99.28 

HEMBB 1002447 77.99^ 

HEMBB 1002453 82.49 

HEMBB 1002457 73.38 
HEMBB 1002458 19.51 

HEMBB 1002463 116.77 

HEMBB1002465 33.87 

HEMBB 1002477 27.07 

HEMBB 1002479 2900.82 

HEMBB1002489 35.79 



64.9 49.38 1.19 0.91 

78.05 69.51 1.27 1.13 
64.52. 53.57 0.94 0.78 
167.57 164.55 .1.23 ' 1.2 

145.12 157.03 1.04 1.13 
31.41 40.95 1 1.02 

64.06 69.33 1.13 1.23 

110.13 105.73 1.16 1.12 
54.29 54,62 1.14 1.15 
43.11 53.29 0.9 l.ll 
15.52 21.46 1 . 1 
18.68 16,94 1 1 

. 117.71 157.81 1.17 1.57 

51.83 73.55 0.84 L19 

23.05 26.61 0.91 0.91 

12.33 12.6 1 1 
501.52 568.22 0.99 1.12 

33.34 31,01 1 1 
100,21 127.77 1.16 1.48 
19.09 24.93 1 1 

23.46 33.42 1 1 
58 60.38 1.45 1.5 

17.28 23.77 1 1 

99.4 119.99 1.21 1.47 

38.54 48.52 1 1.21 
31.66 36.11 1 1 
29.9 35.58 1 . 1 
130.41 177.97 1.01 1.37 

80.15 95.03 1.3 1.55 

64,77 77.76 1.11 * 1.33 

51.22 59.19 0.94 1.09 

214.42 298.38 1 1.39 
16.02 21.36 1 1 

57.2 76.43 1.1 1.47 
62.28 51.75 1.26 1.05 
20.99 27.12 1 1 
605.69 558.23 1.2 1.1 
166.79 171.59 1.12 1.15 

43.47 41.67 L09 1.04 
21.25 24.67 1 1 
149-68 142.03 1.11 1.05 
49.89 59.65 1.08 1.29 
114.08 117.75 . 1.15 1.19 
93.46 83.09 1.2 1.07 
90.51 96.94 l.l 1.18 
81.14 82.29 1.11 1.12 

25.3 26.65 1 1 
98.82 130.07 0.85 1.11 

23.1 30.42 1 1 
36.38 35.32 I 1 
2377.52 3071.06 0,82 1.06 

25.02 32.47 1 1 
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HEMBB 1002492 


22.69 


23.51 


21.81 


1 


1 


HEMBB 1002495 


74.11 


53.94 


51.34 


0.73 


0.69 


HEMBB 1002502 


35.08 


33.32 


27.37 


1 


1 


PIEMBB 1002509 


19,41 


17.15 


21.35 


1 


i 


HEMBB 10025 10 


14.26 


10.08 


9.56 


1 


1 


HEMBB 1002520 


101.31 


137.34 


151.37 


1.36 


1.49 


HEMBB1002522 


36.29 


34.97 


34.07 


1 


1 


HEMBB10O2527 


77.04 


76.11 


70-59 


0.99 


0.92 


HEMBB 1002530 


26.36 


27.7 


24.52 


1 


1 


HEMBB1002531 


11.96 


12,25. 


14.9 


1 


1 


HEMBB1002534 


83.5 


67.59 


84.95 


0.81 


1.02 


HEMBB 1002536 


464.77 


496.27 


321.57 


1.07 


0.69 


HEMBB 1002544 


58.71 


57.24 


77 ( 


0.97 


1.31 


HEMBB 1002545 


54.36 


85.62 


71.58 


1.58 


1.32 


HEMBB 1002550 


21.32 


24.29 


26.21 


1 


1 


HEMBB 1002556 


170.5 


165.4 


179.56 


0.97 


1.05 


HEMBB 1002571 


150.91 


139.67 


146.79 


0.93 


0.97 


HEMBB1002579 


61.93 


68.98 


62.63 


1.11 


1.01 


HEMBB 1002582 


76.28 


87.18 


70.47 


1.14 


0.92 


HEMBB 1002584 


27.06 


24.61 


29.19 


1 


1 ' 


HEMBB 1002587 


126.78 


104.89 


111.57 


0.83 


0.88 


HEMBB 1002590 


77.71 


96.19 


88.97 


1.24 


1.14 


HEMBB 1002596 


79.69 


93.93 


93.8 


1.18 


1.18 


HEMBB 1002600 


48.29 


48.15 


59.2 


1 1.23 


HEMBB 1002601 


76.17 


78.03 


72.28 


1.02 


0.95 


HEMBB 1002603 


63.58 


58.02 


64.41 


0.91 


1.01 


HEMBB 1002607 


50.88 


53.82 


46.96 


J. 06 


0.92 


HEMBB1002610 


40.81 


24.85 


39.15 


0.98 


0.98 


HEMBB1002613 


84.13 


73.88 


79.6 


0.88 


0.95 


HEMBB 1002614 


55.77 


65.17 


56.78 


1.17 


1.02 


HEMBB1002615 


32.1 


41.61 


32.84 


1.04 


1 


HEMBB 1002617 


43.98 


. 56.91 


54.95 


1.29 


1.25 


HEMBB 1002623 


61.69 


51.24 


65.34 


0.83 


1.06 


HEMBB 1002624 


114.08 


103.2 


134.52 


0.9 


1-18 


HEMBB1002631 


26.27 


25.91 


24.77 


1 


1 ^ 


HEMBB 1002635 


59-87 


85-52 


66.59 


1.43 


Lll 


HEMBB 1002644. 


139.11 


158.91 


'142.7 


1.14 


1.03 


HEMBB 1002654 


52.89 


70.6 


61.87 


1.33 


1.17 


HEMBB 1002661 


70.84 


52.78 


50.31 


0.75 


0.71 


HEMBB 1002663 


81.54 


98.17 


92.68 


1.2 


1.14 


HEMBB 1002664 


100.14 


100.11 


92.32 


1 


0.92 


HEMBB 1002677 


21.57 


13.57 


24.4 • 


1 


1 


HEMBB 1002683 


108.83 


. 136.61 


116.97 


1.26 


1.07 


HEMBB 1002684 


39.36 


55.34 


44.35 


1.38 


1-11 


HEMBB1002686 


24.6 


22.07 


27.4 


1 


1 


HEMBB 1002692 


35.51 


37.14 


46,88 


1 


1.17 


HEMBB 1002693 


174.54 


185.71 


206.77 


1.06 


1.18 


HEMBB1002697 


34.66 


43.25 


36.12 


1.08 


1 


HEMBB1002699 


90.85 


98.78 


97-19 


1-09 


1.07 


HEMBB 1002702 


35.47 


35.8 


38.5 


-1 


1 


HEMBB 1002705 


82.62 


60-19 


70-82 


0.73 


0.86 


HEMBB 10027 12 


34.6 


35.18 


32.31 


1 


1 
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IMR3 21000026 


20.43 


no 

23.96 


31.41 


1 


1 


IMR32 1000031 


38.71 


53.74 


50.35 


1.34 


1.26 


IMR32 1000034 


229.65 


237.36 


269.41 


1.03 


1.17 


IMR32 1000039 


137.21 


86,65 


176.38 


0.63 


1.29 


IMR32 1000044 


5.53 


5,51 . 


9.28 


1 


1 


rMR32 1000063 


449.64 


312A 


473.91 


0.69 


1.05 


IMR32 1000085 


228.02 


247.44 


291.45 


1.09 


1.28 


rMR32 1000089 


26.07 


22.18 


35.91 


I 


1 


IMR32 100009 1 


82.21 


68.33 


89.36 


0.83 


1.09 


LIVER1000004 


789.21 


977.7 


936^93 


1.24 


1.19 


LIVER1000008 


11,78 


16.57 


20.04 


1 


1 


LIVERlOOOOll 


193.38 


153.19 


255.98 


0.79 


1.32 


LIVER 1000022 


78.18 


73.59 


116.09 


0.94 


1.48 


LIVER1000025 


91.35 


.117.4 


141.4 


1.29 


1.55 


LIVER1000030 


20.21 


20.08 


20.87 


1 


1 


UVER1000045 


19,25 


18.24 


28.01 


1 


I 


LIVER1000046 


16.05 


22.11 


31.24 


1 


1 


LrVER1000072 


66,61 


60.53 


67.94 


0.91 


1.02 


LIVER1O0O077 


30,05 


33.76 


50.02 


1 


1.25 


LIVER1000080 


25.97 


34.88 


44.41 


1 


1.11 


LI VERl 000086 


1565.31 


1521.72 1599.4 0.97 1.02 


LIVER1000092 


38.68 


48.54 


49.31 


1.21 


1.23 


LIVERl 000095 


14.08 


10.56 


25.15 


1 


1 


UVER1000097 


51,26 


31.34 


52.84 


0.78 


1.03 


LIVER1000098 


24.13 


24.78 


31.17 


1 


1 


UVERlOOOlOO 


42.58 


45.39 


52.33 


1.07 


1.23 


LIVERIOOOIOI 


18.77 


13-86 


19.76 


1 


I 


LIVER1000106 


9.93 


7.64 


11.86 


1 


1 


LIVBRIOOOIOS 


81.22 


77.63 


106.3 


0.96 


1.31 


LIVER1000115 


63.17 


81.27 


65.78 


1.29 


1.04 


LIVER1000120 


24.34 


20.44 


29.34 


1 


1 


LIVER1000138 


22.43 


16.05. 


23.85 


1 


1 


LIVER1000I46 


■ 75.52 


89.3 


103.41 


1.18 


1.37 


LIVER1000148 


15.97 


20-61 


22.81 


1 


1 


LIVER1000157 


292.6 


254.48 


264.66 


0.87 


0.9 


LIVERlOOOiei 


18.02 


17.63 


18.27 


1 


1 


LIVER10O0167 


136.18 


116.28 


107.84 


0.85 


0.79 


LIVER1000174 


17.38 


20.25 


15.52 


1 


1 


L1VER1000185 


25.51 


26.27 


35.78 


1 


1 


LIVER1000187 


32.1 


20.92 


31. J4 


1 


1 


LIVER 1000 190 


22-76 


21.48 


25.48 


1 


1 


LIVER1000192 


24.43 


19.22 


24.96 


1 


1 



MAMMA1000009 


69.7 


85.49 


89-43 


1.23 


1.28 


MAMMA1000015 


60.76 


69.14 


62-3 


1.14 


1.03 


MAMMA1000019 


48.99 


44-67 


46.39 


0,91 


0.95 


MAMMA 1000020 


96.56 


91.16 


88.5 


0.94 


0.92 


MAMMA 1000024 


25.06 


■ 26.11 


27.75" 


1 


1 


MAMMA1000025 


99.11 


110.53 


110.71 


1.12 


1.12 


MAMMA1000043 


121.02 


170.89 


142.18 


1,41 


1,17 


MAMMA1000045 


28.59 


32,78 


35.67 


1 


1 


MAMMA1000046 


.44.13 


42.12 


42.99 


0.95 


0.97 


MAMMA1000055 


40.22 


41.24 


36.01 


1.03 


0.99 
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MAMMA 1000057 


161.73 


194.84 


175.78 


1.2 


1.09 


MAMMA1000060 


291.4 


210.32 


271.7 


0.72 


0.93 


MAMMA1000069 


35.81 


33.15 


36.22 


1 


I 


MAMMA1000084 


114.03 


106.93 


111.12 


0.94 


0.97 


MAMMA1000085 


43.33. 


58-01 


75.93 


1.34 


1.75 


MAMMA1000092 


57.19 


75.89 


64.44 


1.33 


. 1.13 


MAMMA1000096 


42.82 


40.28 


49.85 


0,94 


1.16 


MAMMA1000097 


42.53 


33.83 


38.68 


0.94 


0.94 


MAMMA1000102 


81.65 


99.16 


83.23 


1.21 


1.02 


MAMMA1000103 


42.11 


37.74 


47.16 


0.95 


1.12 


MAMMA1000106 


62.58 


61.22 


63,47 


0.98 


1.01 


MAMMAIOOOJ'17 


66.99 


39.66 


34.24 


0.6 


0-6 


MAMMA1000J18 


25.07 


29.4 


30.08 


1 


1 


MAMMA1000129 


38.75 


39.15 


52.64 


1 


1.32 


MAMMA10P0133 


32.65 


39.44 


37.83 


1 


I 


MAMMA1000134 


63.77 


64.83 


88.01 


1.02 


1.38 


MAMMA1000139 


44.14 


39.4 


40.55 


0.91 


0.92 


MAMMA1000141 


43.18 


34.69 


38.35 


0.93 


0.93 


MAMMA 1000 143 


41.08 


31.74 


52.28 


0.97 


1.27 


MAMMA1000150 


38.43 


39.44 


37.59 


1 


1 


MAMMA1000155 


108.1 


136.51 


115.14 


1.26 


1.07 


MAMMA1000163 


52.95 


. 43.36 


48.01 


0.82 


0.91 


MAMMA1000171 


85.1 


94.99 


106.68 


1.12 


1.25 


MAMMA1000173 


83.44 


81.65 


108.07 


0.98 


1.3 


MAMMA1000175 


47.92 


24.82 


29.47 


0.83 


0.83 


MAMMA1000183 


70.5 


79.77 


55.11 


1.13 


0.78 


MAMMA1000191 


182.99 


198.74 


232.45 


1.09 


1.27 


MAMMA1000192 


84.79 


90.13 


71.73 


1.06 


0.85 


MAMMA1000193 


14.45 


14.31 


18.14 


1 


1 



MAMMA1000198 91.45 124.27 126.6 1.36 1.38 
MAMMA1000204 113.18 114.52 133 l.Ol 1.18 



MAMMA1000207 


40.29 


27.8 


25.73 


0.99 


0.99 


MAMMA1000214 


69.38 


. 52.25 


88.97 


0.75 


1.28 


MAMMA1000220 


149.2 


142.85 


157.09 


0.96 


1.05 


MAMMAl 000221 


25.6 


29.23 


25.67 


1 


1 


MAMMAl 000226 


17.74 


17.54 


16.59 


1 


I 


MAMMA1000227 


80.09 


88.2 


92.52 


1.1 


1.16 


MAMMA1000230 


56.5 


49.07 


55-35 


0.87 


0.98 


MAMMA1000241 


144,42 


164.35 


199-06 


1.14 


1.38 


MAMMA1000245 


2016.84 


1292.45 1737.36 0.64 0,86 


MAMMA1000248 


211.46 


211.41 


221.96 


1 


1.05 


MAMMA100025i 


71.02 


75.25 


69.37 


1.06 


0.98 


MAMMA1000254 


43,16 


44.31 


43-38 


1.03 


1.01 


MAMMAI000257 


348.53 


336.17 


304.96 


0.96 


0.87 


MAMMA1000262 


■ 149,97 


155.35 


172.25 


1.04 


1-15 


MAMMA 1000264 


50,09 


69.7 


77.41 - 


1.39 


1.55 


MAMMA 1 000266 


42.19 


53.01 


62.54 


1.26 


1.48 


MAMMA 1000270 


110.29 


123.04 


119.59 


1.12 


1.08 


MAMMA1000271 


65.91 


71.69 


92.57 


1.09 


1.4 


MAMMAl 000277 


3L88 


41.41 


51.95 


1,04 


1.3 


MAMMAl 000278 


27.39 


28.41 


31-86 


1 


1 


MAMMAl 000279 


76.59 


72.3 


86,05 


0.94 


1.12 
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MAMMA1000283 


12.23 


18.73 


26.04 


' 1 


1 


MAMMAl 000284 


61.7 


80.62 - 


89.85 


1.31 


1.46 


MAMMA1000287 


117.81 


159-92 


176-65 


1.36 


1,5 


MAMMA1000294 


51.27 


62.36 


84.78 


1.22 


1.65 


MAMMAl 000298 


19.88 


31.82 


29 


1 


1 


MAMMAl 000302 


43,09 


48.77 


59.12 ' 


1.13 


1.37 


MAMMA1000303 


22.93' 


25.44 


35.42 


1 


1 


MAMMA1000305 


56.48 


48.44 


66.38 


0,86 


1.J8 


MAMMA10003'07 


122.05 


mM 


154.96 


1.01 


1,27 


MAMMA1000309 


26.05 


29.95 


34.22 


1 


1 


MAMMA1000312 


20.73 


19.63 


24.38 


1 


1 


MAMMA1000313 


21.37 


27.58 


41.71 


1 


1.04 


MAMMA1000331 


38.08 


36.14 


40.81 


1 


1.02 


MAMMA1000335 


53.67 


64.05 


83-91 


1.19 


1.56 


MAMMAi000339 


10.22 


10.27 


17-3 


1 


1 


MAMMA1000340 


43.7 


42.93 


51.78 


0-98 


1.18 


MAlvlM A 1000348 


61.54 


66.76- 


90.8 


1.08 


1.48 ^ 


MAMMA1000356 


130.69 


145.54 


158.44 


1.11 


1.21 


MAMMA1000358 


51.48 


56.3 


60.81 


1.09 


1.18 


MAMMA1000360 


54.55 


61-19 


64.51 


1.12 


1.18 


MAMMA1000361 


1)7.23 


145.09 


161-91 


1-24 


1.38 


MAMMA1000363 


28.7 


40.47 


42.91 


1.01 


1.07 


MAMMA1000370 


23.94 


21.88 


25.41 


^ 1 


1 


MAMMA1000371 


69.05 


56.2 


78-4 < 


0.81 


1.14 


MAMMA 1000372 


159.51 


211.06 


195.86 


1.32 


1-23 


MAMMA1000385 


102.13 


124.35 


133-16 


1.22 


1.3 


MAMMA1000388 


75.01 


86.34 


84.4 


1-15 


1.13 


MAMMA1000395 


22.37 


19.56 


19.84 


1 


1 


MAMMA1000402 


72.36 


76.1 


78,86 


1.05 


1.09 


MAMMA1000403 


72.37' 


70.33 


78.58 


0.97 


1.09 


MAMMA1000410 


33.58 


33.5 


34.11 


1 ^ 


1 


MAMMA1000413 


57.45 


51.95 


64.59 


0.9 


1.12 


MAMMA1000414 


20.57 - 


22.19 


40.1 


1 


1 


MAMMA1000416 


158.25 


149.38 


193.05 


0.94 


1.22 


MAMMA1000421 


188.05 


211.01 


182.22 


1.12 


0.97 


MAMMA1000422 


73.61 


67.23 


76.18 


0.91 


1.03 


MAMMA1000423 


' 94.51 


,71.44 


79-7 


0.76 


0.84 


MAMMA1000424 


15.4 


17.71 


20.58 


1 


1 


MAMMA1000429 


83.68 


91.15 


103.56 


1.09 


1.24 


MAMMA 1000431 


98.85 


87.11 


96.03 


0.88 


0.97 


MAMMA 1000432^ 


24.16 


28.51 


31.19 


1 


1 


MAMMA 1000437 


124.16 


164.26 


174.14 


1.32 


1.4 


MAMMA J 000444 


136.7 


182.7 


147.18 


1.34 


1.08 


MAMMA1000446 


19.46 


14-8 


13.08 


1 


1 


MAMMA 1000449 


71.54 


67.0^1 


67.59 


0.94 


0.94 


MAMMA 1000457 


35-29 


33.26 


37,36 


1 


1 


MAMMA1000458 


29.28 


. 23 


26.05 


1 


1 


MAMMA 1000468 


12.04 


8.94 


8,92 


1 


1 


MAMMA1000472 


56.4 


74.66 


80-11 


1.32 
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48.06 


0.79 


0.93 


MAMMA1001498 


97.5 


123.08 


133-32 


1-26 


1-37 


MAMMA1001501 


35.04 


30.91 


37,31 


1 


1 


MAMMA1001502 


120.15 


147.17 


130.6 


1.22 


1.09 


MAMMA1001510 


21.02 


14.68 


17.56 


1 


1 


MAMMA 100 1522 


53.04 


83.63 


73.55 


1.58 


1.39 


MAMMA1001529 


50.7 


64.29 


57-98 


1.27 


1.14 
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M AMMA 1 UU J. 5 3 Z 




o2.d4 


CC AC 

55.25 


1.05 


0.92 


MAMMA1U01533 


1 A '^C 

19.25 


O 1 oo 

21.28 


1 £. OO 

16.38 


1 


1 


MAMMA 1 LHJ 1 534 


oo n 
23.37 


16.71 


19.41 


1 


1 


X ^ A JTK if A 1 AA 1 C ^ 

MAMMA lOO 1 535 


24,43 


25.67 


26.22 


1 


1 


MAMMA1LMJ1547 


toe AO 

135.02 


1 OA DA 

139-89 


124,87 


1.04 


0.92 


MAMMA1001551 


53.38 


41.49 


46.12 


0.78 


0.86 


\ jt A x /r\ J A 1 AAi e ^(\ 

MAMMA 1 001 569 


'^A CO 

20.53 


23,86 


25.02 


1 


1 


MAMMA1001575 


37.03 ' 


25.5 


26,38 


1 


1 


X JT A X jfX iT A 1 AAi 

MAMMA1001576 


74.96 


60.39 


55.22 


0,81 


0.74 


MAMMA1001584 


40.8 


54,88 


37.5 1.35 1 


0.98 


MAMMA1001586 


20.62 


22.63 


18.22 


1 


1 


MAMMA 100 1590 


97.37 


85.63 


86.26 


0.88 


0.89 


MAMMA1001599 


89.53 


89,35 


104.96 


1 


1.17 


MAMMA1001600 


57.34 


52.02 


53.71 


0.91 


0.94 


MAMMA1001604 


20.76 


32.48 


26.25 


1 


. 1 


MAMMA1001606 


52.99 


60.37 


56.17 


1.14 


1.06 


MAMMA1001609 


73.89 


66.47 


54.23 


0.9 


0.73 


MAMMA1001614 


45.9 


53.39 


35.31 


1.16 


0.87 


MAMMA1001615 


77,63 


52.12 


60.37 


0.67 


0.78 


ML'\MMA1001619 


38.3 


32.53 


36.46 


1 


1 


MAMMA1001620 


93,43 


94.98 


90.13 


1.02 


0.96 


MAMMA1001623 


53.6 


41.59 


52.4 0.78 \ 


0.98 


MAMMA1001626 


29.04 


39.82 


34.58 


1 


1 


MAMMA1001627 


23.85 


21.09 


23.17 


1 


1 


MAMMA1001630 


97.14 


57.64 


75.01 


0.59 


0.77 


MAMMA1001633. 


184.79 


213.84 


171.67 


1.16 


0.93 


MAMMA1001634 


117.18 


129.13 


131.66 


1.1 


1.12 


MAMMA1001635 


119.91 


165.38 


146-11 


1.38 


1.22 


MAMMA1001649 


43.18 


45.18 


37.46 


1.05 


0.93 


MAMMA1001654 


387.96 


356.49 


290.7 


0.92 


0.75 


MAMMA1001660 


249.04 


242.66 


201.14 


0.97 


0.81 


MAMMA1001663 


117.23 


144.12 


158.29 


1.23 


1.35 


MAMMA1001670 


43.24 


47.08 


48.59 


1.09 


1.12 


MAMMA1001671 


21.05 


20.04 


23.84 


1 


1 


MAMMA1001679 


82.17 


50.83 


74.26 


0.62 


0.9 


MAMMAl601683 


99.95 


115.5 


132-76 


1.16 


1.33 


MAMMA1(X)1686 


45.15 


43.61 


54.4 


0.97 


i.2 


MAMMA1001688 


817.95 


1182.97 


^ 807.37 


1.45 


? 0.99 


MAMMA1001689 


50.45 . 


66.35 


33.92 


1.32 


0.79 


MAMMA1001692 


74.89 


83.11 


93.15 


1,11 


1.24 


MAMMA1001711 


89.73 


95.5 


100.43 


1.06 


1.12 


MAMMA1001715 


64.1 


64.36 


78.55 


1. 1.23 


MAMMA1001730 


29.11 


20.27 


24.59 


I 


1 


MAMMA1001735 


320.11 


302.75 


434.86 


0.95 


1.36 


MAMMA1001740 


37.92 


56.4 


45.76 


1.41 


1.14 


MAMMA100i743 


326.51 


295.63 


345.77 


0.91 


1.06 


MAMMA1001744 


8.24 


9.47 


10.89 


1 


1 


MAMMA1001745 


83.91 


100.2 


95.22 


1.19 


1.13 


MAMMA10O1751 


61.01 


66.28 


70.21 


1.09 


1-15 


MAMMA100i752 


60.8 


68.51 


67.12 


1.13 


1.1 


MAMMA1001754 


83.25 


77.68 


87.09 


0.93 


1.05 


MAMMA1001757 


24.52 


28.93 


30.43 


1 


1 
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MAMMA] 00] 760 175.1 

MAMMA1001764 119.04 

MAMMA1001767 42.13 

MAMMA1001768 70.77 

MAMMA1001769 226.94 

MAMMA1001771 49.16 

MAMMA1001773 30.28 

MAMMA1001778 51.63 

MAMMA100I783 290.62 

]VIAMMA1001785 84.27 

MAMMA1001788 15.25 

MAMMA1001790 67.38 

MAMMA1001800 1L7 

MAMMA1001804 13,19 

MAMMA1001806 116.78 

' MAMMA1001812 49.43 

MAMMA1001815 41.4 

MAMMA1001817 60.98 

MAMMA1001818 37.52 

MAMMA1001819 100.49 

MAMMA1001820 58.39 

MAMMA1001824 133.13 

MAMMA1001832 23.04 

MAMMA1001836 47.28 

MAMMA1001837 72.99 

MAMMA1001848 142.87 

MAMMA1001850 141.05 

MAMMA 100 1851 55.74 

MAMMA1001852 117.56 

MAMMAI001854 198.63 

MAMMA1001858 73.6 

MAMMA1001864 39.82 

MAMMA1001868 23.21 

MAMMA1001874 20.19 

MAMMA1001878 129.7 

MAMMA1001880 130.34 

MAMMA1001885 56.12 

MAMMA1001890 292.68 

MAMMA1001893 57.97 

MAMMA1001901 146.41 

MA.MMA10019O7 112.54 

MAMMA1001908 42.16 

MAMMA1001919 21.76 

MAMMA1001931 41.78 

MAMMA1001937 48.4 

•MAMMA100I951 87.37 

MAMMA1001956 234.73 

MAMMA1001957 79.25 

MAMMA1001960 79.1 

MAMMA1001963 40.15 

MAMMA1001969 144,31 

MAMMA1001970 113.97 



336-22 275.64 1.92 1.57 

123.82 120.12 1.04 l.Ol 
45.98 55.25 1.09 1.31 
68.81 96.18 0.97 1.36 
251.56 288.88 l.ll L27 
26.77 87.14 0.81 1,77 
47.69 46.79 1.19 1.17 
47.87 47.78 0.93 0.93 

18,35 11.15 0.14 0.14 
83.87 90.95 1 1.08 
. 18.1 14.18 1 1 
72.53 94.45 1.08 1.4 
12.42 19.29 1 1 
17.8 29.98 1 1 
94.49 108.56 0.81 0.93 

67.86 70.89 1.37 1.43 
.2.21 3.74 0.97 0.97 
48.66 77.43 0.8. 1.27. 
69,75 54.44 1.74 1.36 

163.6 131.37 1.63. 1.31 
77.5 79.24 1.33 1.36 

184.64 189.86 1.39 1.43 
30.35 29.04 1 1 
72.32 68.41 1.53 1.45 
100.42 119.29 1.38 1.63 
120:22 154.65 0.84 1.08 

199.83 211.75 1.42 1.5. 
64.8 82.75 1.16 1.48 

142.11 161.67 1.21 1.38 

258.12 249.48 1.3 1.26 
66.11 62.8 0,9 0.85 
42.28 53 1.06 1.33 

18.07 30.54 1 1 
15.52 18,77 1 1 
164,48 141.72 1.27 1.09 
172.34 159.8 1,32 1.23 

66.87 62.57 1.19 1.11 
392,69 309.08 1.34 1.06 

54.08 50.64 0.93 - 0,87 

179.65 186.48 L23 1.27 
89,72 83,39 0.8 0.74 
47.26 -59.99 1.12 1.42 
12-18 15.45 1 1 
43.18 32.4 L03 0.96 

38.88 45.73 0.83 0.94 
79.86 90.46 0.91 1.04 
359-13 220.55 1.53 ' 0.94 
. 63.52 76.54 0.8 0.97 
81.05 79.07 i:02 1 
26.12 27.02 1 1 
160.63 181.1 1.11 1.25 
120.16 133.72 1.05 1.17 
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MAMMA1001978 15.01 

MAMMA1001992 113.3 

MAMMA1001994 183,27 

MAMMA1002008 113.21 

MAMMA1002009 99.04 

MANDV1A1002011 32.32 

iy[AMMAI002022 115.36 

MAMMA1002024 240.6 

MAMMA1002032 135.35 

MAMMA1OO2033 129.51 

MAMMA1002041 49.82 

MAMMA1002042 60.07 

MAMMA1002045 57.46 

MAMMA1002047 226.73 

MAiMMA1002056 165.9 

MAMMA1002058 152.14 

MAMMA1002060 28.48 

MAMMA1002065 94.78 

MAMMA1002068 94.55 

MAMMA1002070 22.8 

MAMMA1002078 45.63 

MAMMA1002080 42.41 

MAMMA1002082 208.8 

MAMMA1002084 79.76 

MAMMA1002087 81.38 

MAMMA 1002091 69.24 

MAMMA1002093 49.3 

MAMMA1002095 62.92 

MAMMA1002108 34.11 

MAMMA1002112 49.85 

MAMMA1002118 18.66 
MAMMA1002119 35.7 

MAMMA1002125 85.62 

MAMMA1002126 212.53 
MAMMA1002128 28,9 

MAMMA1002132 178.8 

MAMMA1002140 84.02 
MAMMA1002142 27 

MAMMA1002143 32.27 
MAMMA1002145 46.7 

MAMMA1002147 51.61 

MAMMA1002153 108.87 

MAMMA10021 55 84.91 

MAMMA1002156 23,01 

MAMMA1002i58 71.65 

MAMMA1002164 69.22 

MAMMA1002165 117.57 
MAMMA1002170 32.5 

MAMMA1002174 149.93 

MAMMA1002175 69.03 

MAMMA1002180 670.07 

MAMMA1002198 105.57 





1 (\ 11 
iW. /z 


1 


1 




1 1 r OA 


0.85 


'1.02 




1^1 iC1 

lol.ol 


1 


0.88 


OA O 

84.2 


1 1 O 

118.3 


0.74 


1.04 


94,33 


113.0 


0.95 


1.15 


38,8 


47.36 


1 1.18 


130.9 


120.26 


1.13 


1.04 


268.72 


213.78 


1.12 


0.89 


127.09 


143.87 


0.94 


1.06 


166.84 


118.92 


1.29 


0.92 


40.41 


32.72 


0.81 


0.8 


63.35 


52.78 


1.05 


0.S8 


74.01 


51.68 


1.29 


0.9 



176.73 161.74 0.78 0.71 

236.12 219.21 1.42 1.32 

178.fi 178.27 1.17 1.17 

25.19 35.5 1 1 

114.46 137,47 1.21 1.45 

126.92 106.44 .1.34 1.13 

24.18 32.43 I 1 

54.13 41.72 1.19 0.91 

35.89 50.88 0.94 1.2 

248.09 242.83 1.19 1.16 

70.29 79.22 0.88 0.99 

70.67 55.21 0.87 0.68 

33.81 40.25 0.58 0.58 

47.88 40.92 0.97 0.83 

48.63 62.62 0,77 1 
43.72 31.18 1.09 1 

43.66 60,6 0.88 1.22 
25.0^1 22.99 1 1 
50.09 . 51.64 1.25 1.29 
83.71 104.13 0.98 1.22 
243.59 247.23 1.15 1.16 

36.64 28.73 1 1 
385.83 208.5 2.16 1.17 
97.49 94.54 1.16 1.13 

29.18 28-39 1 1 

38.19 37.15 1 1 

57.57 62.96 1.23 1.35 

54.42 63.56 1.05 1.23 

95.6 117.84 0.88 1.08 

98.51 118.29 - 1.16 1.39 

22.57 9.17 1 1 

101.16 89,49 1.41 1.25 

76.31 80.84 1,1 1.17 

158.1 167.22 1,34 1,42 

26.67 26.41 1 1 

124.04 176.18 0.83 1.18 
58-42 73.54 0.85 1.07 
569-26 712.11 0-85 1.06 

108.05 103.95 1.02 0.98 
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MAMMA 1002205 96.55 

MAMMA1002206 128.5 

MAMMA1002209 103.35 

MAMMA1002215 144.58 

MAMMA1002219 51.95 

MAMMA1002224 141.44 

MAMMA1002229 57.2 

MAMMA1002230 107.86 

MAMMA1O02233 31.62 

MAMMA1002234 61.75 

MAMMA1D02236 83.84 

MAMMA1G02243 39.55 

■MAMMA1002250 60,55 

MAMMAl 002253 61.36 

MAMMA1002267 297.47 

MAMMA1Q02268 68.44 

MAMMA1002269 17.25 

MAMMA1002282 224.02 

MAMMA1002292 58.17 

MAMMA1002293 159.47 

MAMMA1O02294 36.74 

MAMMA1002297 110.35 

MAMMA 1002298 36.02 

MAMMA1002299 27.82 
MAMMA1002308 - 49.56 

MAMMA1002310 165.04 

MAMMA1002311 115.42 

MAMMA1002312 60.66 

MAMMA1002317 64.84 

MAMMA1002319 98,83 

MAMMAl 002322 193.48 

MAMMA 1002329 22.09 

MAMMA1002332 55.75 

MAMMA1002333 55.8 

MAMMA1002335 92.26 

MAMMA1002339 122.3 

MAMMA1002347 103.1 

MAMMA1002351 41.39 

MAMMA1002352 31.88 

MAMMA1002353 118.15 

MAMMA1002355 107.29 

MAMMA1002356 85.91 

MAMMA1002359 239.56 

MAMMA1002360 33.78 

MAMMA1002361 81.32 

MAMMA1002362 57.3 

MAMMA1002367 102.09 

MAMMA1002371 128.34 

MAMMA1002380 86.26 

MAMMA1002384 112,66 

MAMMA1002385 23.7 

MAMMA1002390 46.77 



110.73 136.26 1.15 1.41 

137.17 178.42 1.07 1.39 

116.61 118.58 1.13 1.15 

111.86 170.75 0.77 1.18 

58.88 61.62 1.13 1.19 

128.04 164.13 0.91 1.16 

64.86 98.71 1.13 1.73 

142.95 143.44 1.33 1.33 

39.28 39.22 1 1 

74.01 84.89 1.2 ' 1.37 

77.03 109.79 0.92 1.31 

55.1 29.19 1.38 1 

90.82 107.03 1.5 1.77 . 
64.18 73.13 1.05 1.19 
346.34 370.39 1.16 1.25 

60.27 84.72 0.88 1.24 

14.88 22.36 1 1 
176.79 233.34 0.79 1.04 
61.14 63.4 1.05 1.09 

189.9 210.71 1.19 1.32 
55.1 60 1.38 1.5 

104.91 144.32 0.95 1.31 

30.43 36.83 1 1 

33.28 23.98 1 1 
49.95 69.74 1.01 1.41 
197.0r 216.29 1.19 1.31 
135.43 128.21 - 1.17 l.tl 
71.64 65.83 1.18 1.09 
89,05 52.81 1.37 0.81 
108.07 99.44 1.09 1.01 
224.61 208.37 1.16 1.08 

22.7 21.43 . 1 1 
55.43 64.61 0.99 1.16 

53.89 60.8 0.97 1.09 
115.52 118.6 1.25 1.29 
151.03 173.19 1.23 1.42 
118.34 109.15 1.15 1.06 

39.3 32.76 0.97 0.97 

22.83 24.58 1 1 

80.11 80.69 0.68 , 0.68 
115.42 118.02 1.08 l.l 
72.76 83.92 0.85 0.98 
269.72 274.12 1.13 1.14 
35.13 31.24 1 1 
123.26 81.09 1.52 1 
52.34. 45.66 0.91 0.8 

72.12 73.06 0.71 0.72 
135.45 139.68 1.06 1.09 
89.59 86.64 1.04 1 
123.01 111.84 1.09 0.99 
31.42 42.89 I 1.07 

69.8 58,4 1.49 1.25 
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MAMMA1002392 52.39 66.03 59.77 1.26 1.14 

MAMMA1002396 173.41 188.4 142.24 1.09 0.82 

MAMMA1002399 53.98 59.94 54.76 1.11 l.Ol 

MAMMA1002400 23.65 27.25 25.48 1 1 

MAMMAl 002409 31.67 36.62 33.7 1 1 

MAMMA1002411 61.64 46.48 42.21 0.75 0.68 , 

MAMMA1002413 107.43 137.66 143.97 1.28 1.34 

MAMMA1002417 40.62 42.91 42.44 1.06 1.04 

MAMMA1002427 91.27 105.75 119.89 1.16 1.31 

MAMMA1002428 81.13 66.91 84.44 0.82 1.04 

MAMMA1002433 59.34 68.93 50.36 1.16 0.85 

MAMMA1002434 97.91 119.36 102.53 1.22 1.05 

MAMMA1002446 96.19 132.94 77.56 1.38 0.81 

MAMMA1002447 100.75 102.66 107.55 1.02 1.07 

MAMMA1002454 212.27 262.76 262.03 1.24 1.23 

MAMMA1002461 100.78 102.16 96.85 1.01 0.96 

MAMMA1002463 67.54 69.41 86.78 > 1.03 1.28 

MAMMA1002464 89.3 65.63 100.63 0.73 1.13 

MAMMA1002466 162,04 139.58 172.44 0.86 1.06 

MAMMA1002470 62.6 81.06 60.9 1.29 0.97 

MAMMA1002475 89.98 80.67 84.2 0.9 0.94 

MAMMA100248O -73.43- 61.66 55.66 , 0.84 0.76 

MAMMAI002485 151.28 174.3 205.8 1.15 1.36 

MAMMA1002494 60.94 55.77 82.07 0.92 1.35 

MAMMA1002498 30.46 ,44.86 40.61 1.12 1.02 

MAMMA1002524 84.66 60.71 94.15 0.72 1.11 

MAMMA1002530 72.63 72.29 66.75 1 0.92 

MAMMA1002538 26.16 44 28.65 LI 1 

MAMMA1002545 104.11 118.05 134.17 1.13 1.29 

MAMMA1002554 81.76 70.43 72.28 0.86 0.88^ 

MAMMA1002556 82.56. 101.86 117.7 1.23 1.43 

MAMMA1002561 183.06 253.39 286.77 1,39 1.57 

MAMMA1002565 43.42 37.17 44.96 0.92 > 1.04 

MAMMA1002566 45.37 41.05 31.94' 0,9 0.88 

MAMMAl 002571 28.16 48.41 27.79 1.21 1 

MAMMA1002573 53.09 63.02 56.55' 1.19 1.07 

MAMMA1002576 52.96 - 65,22 46.79 1.23 0.88 

MAMIvlAl 002584 219.19 312.08 298.56 1A2 1.36 

MAMMA1002585 34.42 59.49 43.82 1.49 1.1 

MAMMA1002586 53.28 40.73 49.68 0.76 0.93 

MAMMA1002589 32.01 31.81 33.91 1 1 

MAMMA1002590' 68.81 98.26 85.79 1.43 1.25 

MAMMA1002593 67,9 77.39 76.83 1.14 1.13 

MAMMA1002597 138.42 178.56 134.01 1.29 0.97 

MAMMA1002598 303.39 326.15 327.16 1.08 1.08 

MAMMA1002603 102.25 115.74 118.22 1.13 1.16 

MAMMA1002612 117.11 147.25 132.48 1.26 1.13 

MAMMA1002617 149.67 125.06 197.58 0.84 1.32 

MAMMA1002618 46.88 51.87 66.42 l.H 1.42 

MAMMA1002619 53.85 36.68 46.59 0.74 0.87 

MAMMA1002622 133.96 141.24 174.33 1.05 1.3 

MAMMAi002623 124.5 173 167.47 1.43 1.35 
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MAMMA1002625 60.29 84.82 98.35 1.41 1.63 

MAMMA1002627 6.72 5.74 10.26 1 1 

MAMMA1002629 101.23 128.7 162.62 1.27 1.61 

MAMMA1002631 13.84 20.24 20.19 1 1 

MAMMA1002633 164.41 153.16 191.71 0.93 1.17 

MAMMA1002636 87.77 117.27 121.16 1.34 1.38 

MAMMA1002637 24.69 35.88 35.76 1 1 

MAMMA1002646 21.71 28.0'7 24.38 1 i 

MAMMA1002648 187.58 193.11 255.22 1.03 1.36 

MAMMA1002650 8.55 11.51 15.55 1 1 

MAMMA1002652 95.38 110.96 177.7 1,16 1.86 

MAMMA1002655 36.37 37.1 1 47.9 1 1.2 

MAMMA1002662 41.35 39.65 56.93 0.97 1.38 

MAMMA1002665 208.39 264.65 273.0S 1.27 1.31 

MAMMA1002671 ll4.62 115.25 130.03 1,01 1.13 

MAMMAI002673 69.9 76.31 88.39 1.09 1.26 

MAMMA1002684 43.5 41.23 58.19 0.95 1.34 

MAMMA1O02685 25.34 34,2 33.31 1 1 

MAMMA1062692 29.83 34.21 34.19 1 1 

MAMMA10O2693 37.14 46.25 44.27 L16 1.11 

MAMMA1002698 36,47 32.49 58.15 1 1.45 

MAMMA1002699 24.9 n.42 29.87 1 1 

MAMMA1002701 154.17 198.34 189.21 1.29 1.23 

MAMMA1002708 122.76 166.01 167.09 1.35 1.36 

MAMMA1002711 130.86 139.5 141.81 1.07 1,08 

MAMMA1002712 55.07 80.77 70,41 1.47 1.28 

MAMMA1002716 38,79 38.47 36.46 1 1 

MAMMA1002721 78.03 108.73 89.74 L39 1.15 

MAMMA1002723 64.36 70.73 72.82 1.1 1.13 

MAMMA1002727 44.46 . 47.53 47.61 1.07 1.07 

MAMMA1002728 589.74 738.i36 622.38 1.25 1.06 

MAMMA1002742 45.86 61.22 " 85,3 1.33 1.86 

MAMMAl 002743 73.39 77.51 101.73 1.06 1.39 

MAMMA1002744 218.06 292.52 320.81 1.34 1.47 

MAMMA1002746 20.19 17.71 23.08 1 1 

MAMMA1002748 50.4 62.83 63.29 1.25 1.26 
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NT2RM1O01003 75.66 85.12 105.02 1.13 1.39 

NT2RM1001008 31.5 29.87 36.32 1 1 

NT2RM1001011 89.55 138.92 134.07 1,55 1.5 

NT2RM1001013 33.1 43.02 37.21 1.08 1 

NT2RM1001017 20.65 15.24 15.98 1 1 

NT2RM1001018 822.67 853.12 1001.49 1.04 1.22 

NT2RM1001026 44.68 40.96 55.15 0.92 1.23 

NT2RM1001028 45.25 36.32 40.25 0.88 0.89 

NT2RM1001043 54.68 64.09 61.67 1.17 1.13 

NT2RM1001044 49,22 65.59 61.37 1.33 1.25 

NT2RM1001059 37.42 44.69 50.77 1.12 1.27 

NT2RM1001063 31.53' .30.07 33.41 1 1 

NT2RM1001066 26.76 24.91 28.09 1 1 

NT2RM1001072 11.02 9.39 12.65 1 1 

NT2RM1001074 40,55 30.89 47.07 0.99 1.16 

NT2RM1001076 34.66 35.71 44.5 1 1. 11 

NT2RM1001082 89.68 96.46 90.11 1.08 1 

NT2RM1001085 11.8 . 9.18 8,15 1 1 

NT2RM1001092 157.45 135.71 134 0.86 0.85 

NT2RM1001102 21.77 16.75 21.28 1 I 

NT2RM1001103 54.97 45.35 59.22 0.82 1.08 

NT2RM1001105 6.69 10.38 19.57 1 1 

NT2RM1001112 31.76 23.24 33.19 1 1 

NT2RM1001115 75.76 69.74 81.09 0.92 1.07 

NT2RM1001122 63.45 45.93 73.53 0.72 1.16 

NT2RM1O01136 16.27 16.84 16.53 1 1 

NT2RM1001139 .80.08 83.57 71.22 1.04 0.89 

NT2RM2000003 26.2 25.73 27.78 1 1 

NT2RM2000006 93.09 88,54 92.22 0.95 0.99 

NT2RM2000010 112.67 106.5 119.94 0.95 1.06 

NT2RM2000013 882.41 888.03 725.41 1.01 0,82 

NT2RM2000030 '209.67 163.23 165.14 0.78 0.79 

NT2RM2000032 71.72 86.39 82.13 1.2 1.15 

NT2RM2000039 43.29 37.16 60.28 0.92 1.39 

NT2RM2000042 76.21 70.14 70.85 0.92 0.93 

NT2RM2000092 20.53 19.15 27.51 1 1 

NT2RM2000093 106.58 95.15 109.02 0.89 1.02 

NT2RM2000101 1000.08 922.42 907.38 0.92 0.91 

NT2RM2000104 23.7.47 271.011 241.15 1.14 1.02 

NT2RM2000124 34.25 25.82 31.82 1 1 

NT2RM2000155 59.66 44.43 65.9 0.74 1.1 

Nrr2RM2000191 114.23 156,75 130.09 1.37 1,14 

NT2RM2000192 27.75 . 29.05 35.26 1 1 

NT2RM2000239 50.61 43.38 45.7 0.86 0.9 

NT2RM2000240 595.44 507.8 582.48 0.85 0.98 

NT2RM2000241 69 111.38 114.26 1.61 1.66 

NT2RM2000250 50. 1 2 48,3 1 55.4 0.96 1.11 

NT2RM2000259 41.58 60 50.09 1.44 1.2 

NT2RM2000260 59.39 66.81 56.51 1.12 0.95 

NT2RM2000265 10.8 11.43 20.69 1 1 

NT2RM2000287 165.28 155.05 206.66 0:94 1.25 

NT2RM2000306 137.57 133.65 148.84 0.97 1.08 
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NT2RM2000312 112.75 

NT2RM2000322 19.42 

NT2RM2000343. 273.35 

NT2RM2000359 48.38 

NT2RM2000362 633.68 

NT2RM2000363 29.75 

NT2RM20O0368 155.03 ^ 

NT2RM2000371 1164.36 

NT2RM2000374 78.53 

NT2RM2000387 107.71 

NT2RM2O00393 39.26 

NT2RM2000395 22.33 

NT2RM2000402 124.66 

NT2RM2000405 24.8 

NT2RM2000407 69.92 

NT2RM2000410 353.58 

NT2RM2000420 38.62 

NT2RM2000422 54.77 

NT2RM200()423 84.64 

NT2RM2000452 31.07 

NT2RM2000469 20.79 

NT2RM2000490 31.24 

NT2RM2000497 . 28.84 

NT2RM2000502 57.07 

NT2RM2000504 48.43 

NT2RM2000514 13.84 
NT2RM2000522 6.05 

NT2RM2000540 48.83 
NT2RM2O00556 9.71 
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NT2RM2000566 98.01 

Nt2RM2000567 29.72 

NT2RM2000569 62.65 
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NT2RM2000581 40.57 

NT2RM2000582 149.36 

-NT2RM2000588 488.52 

NT2RM2000589 85.88 

NT2RM2000594 21.29 

NT2RM2000599* 97.98 
NT2RM2000609 49.6 

NT2RM2000612 .52.83 

NT2RM2000622 305.81 

NT2RM2000623 63.37 

NT2RM2000624 113.24 
NT2RM2000632 38.68 

NT2RM2000635 47.15- 
NT2RM2000636 68.84 
NT2RM2000639 45.38 
NT2RM2000649 68.44 
NT2RM2000658 75.72 
NT2RM2000660 135.8 
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216.21 165.59 1.91 1.46 

42.1 43.68 1.05 1.09 

52.8 40.14 1.12 0.85 

65.67 51.54 0.95 0.75 

35-69 42.59 0.88 0-94 

68.93 -70.35 1.01 1.03 

114.04 120.15 1.51 1.59 
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NT2RM2000669 69.53 

NT2RM2000689 288.03 

NT2RM2000691 39.01 

NT2RM2000714 64.18 

NT2RM2000718 35.5 

NT2RM2000732 91.02 

NT2RM2000735 37,95 

NT2RM2000740 59.49 

NT2RM2000743 37.31 

NT2RM2000772 71.69 . 

NT2RM2000773 96.92 

NT2RM2000776 113.97 

NT2RM2000784 48.29 

NT2RM2000795 75.8 

NT2RM2000796 12.15 
NT2RM2000798 3656.89 

NT2RM2000801 2581.85 

NT2RM2060821 60.79 

NT2RM2000829 113.59 

NT2PUVI2Q00837 31.59 

NT2RM2000924 117.07 

NT2RM2000930 126.11 

.NT2RM2000937 30.72 

NT2RM2000939 27.36 

NT2RM2000942 1256.07 

NT2RM2000951 28.28 

NT2RM2000952 56.92 

NT2RM2000966 2658.2 

NT2RM2000973 123.66 

NT2RM2000983 99.79 
NT2RM2000984 42 

NT2RM2000994 114.16 

NT2RM2001004' 242.68 

NT2RM2001022 1730.42 

NT2RM2001035 139.99 

NT2RM2001038 91.13 

NT2RM2001043 44.12 

NT2RM2001050 29.87 

NT2Rjy[2(X)I055 23.49 
NT2RM2001065 62.4 

NT2RM2001075 1350.52 

NT2RM2001083 52.05 

NT2RM2001100 1743.03 
NT2RM2001105 50.52 

'.NT2RM200n09 42.95 

NT2RM2001110 115.95 
NT2RM2001126 39.79 

NT2RM200113I 175.04 
NT2RM2001141 70.88 
NT2RM2001152 37.6 
NT2RM2001177 44.29 
NT2RM2001194 56.4 
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4567.8 2703.07 1.25 0.74 
2980.63 2435.01 1.15 0.94 
57.56 58.61 0.95 0.96 
134.23 144.98 1.18 L28 
45.21 45.96 1.13 1.15 
137.86 133.22 1.18 1.14 
169.96 164.45 1,35 1.3 
50.75 52.96 1.27 1.32 
34.56 30.46 1 1 

1512.27 923.28 1.2 0.74 
23.17 22.72 1 1 
49.04 56.19 0-86 0.99 
2039.19 1871.45 0.77 0.7 
-342.92 338.45 2.77 2.74 

180.78 148.99 1.81 1.49 
65.32 47.77 1.56 1.14 
88.68 81.68 0.78 0.72 
275.63 252,42 1.14 1.04 
2249.51 2213.86 1.3 1.28 
225.12 176.18 1.61 L26 
106.12 117.24 1.16 1.29" 
81.75 86.82 1.85 1.97 
34.66 37.92 1 1 
30.34 33.25 1 1 
73.23 66.9 1.17 1.07 

1350.28 1215.36 I 0.9 
38.85 44.52 0.77 0.86 
1583.8 1492.51 0.91 0.86 
70.21 68.29 1.39 1.35 
85.38 92.75 1.99 2.16 
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63.82 43.63 1.6 1.09 
160.54 172.03 0.92 0.98 
76.66 72.04 1.08 1.02 
40.73 29.73 1.02 1 
51.24 43.11 1.16 0.97 
70.13 62.83 1.24 1.11 
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1 


63.52 


62.3 


1.27 


1.24 


29.52 


38.61 


1 


1 


537.66 


568.3 


1.01 


1.07 


23.75 


38.02 


1 


1 


52,38 


60.8 


1.07 


1.24 


38.15 


32.51 


1 


1 


60.81 


53.52 


L52 


1,34 


74.44. 


58.84 


1.58 


1.25 


61.82 


55.57 


1-16 


1.04 


58.09 


71.4 


1.29 


1.58 


107.8 


90.21 


1.26 


1.06 


32.17 


38.73 


1 


1 


34.78 


29.56 


1 


1 


33.28 


33.01 


1 


1 


348.34 


367.59 


1.09 


1.1: 


54.85 


45.1 


1.37 


L13 


48.41 


36.96 


1.21. 


1 



195.45 115.76 1.83 1.08 
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NT2RP2000298- 


56.85 


85.99 


71.93 


1.51 


1.27 


NT2RP2000310 


22.69 


25.14 


34.85 


1 


1 


NT2RP2000327 


21.36 


37.24 


39.34 


1 


1 


NT2RP2000328 


37.63 


75.14 


62.02 


1.88 


1.55 


NT2RP2000329 


68.46 


125.19 


115.82 


1.83 


1.69 


NT2RP2000333 


34.25 


66.09 


42.39 


1.65 


1.06 


NT2RP2000337 


54.47 


58.81 


50.01 


1.08 


0.92 


NT2RP2000346 


52.42 


62.77 


53.97 


1.2 


1.03 


NT2RP2000357 


78.03 


87.75 


67.72 


1.12 


0.87 


NT2RP2000358 


43,4 


35.65 


43.97 


0.92 


1.01 


NT2RP2000366 


25.87 


37.89 


38.77 


1 


1 


NT2RP2000369 


72.16 


113.76 


128.11 


1.58 


1.78 


NT2RP2000376 


2110.09 


2175 


2042.6 


1.03 


0.97 


NT2RP2000394 


39.98 


72.19 


67.39 


1.8 


1-68 


NT2RP200O396 


150.68 


143.23 


132.6 


0.95 


.0.88 


NT2RP2000412 


184.7 


185.7 


161.5 


1. 01 


0.87 


NT2RP20004I4 


142.17 


199-89 


151.05 


1-41 


1.06 


NT2RP2000420 


24.15 


30.61 


30.2 


1 


1 


NT2RP2000422 


119-59 


136.93 


125.01 


1.14 


1-05 


NT2RP2000426 


986.77 


1036.18 


1203.44 1.05 1.22 


NT2RP2000428 


108.12 


180.96 


150.57 


1.67 


1.39 


NT2RP2000438 


45.51 


53.56 


47.54 


L18 


1.04 


NT2RP2000447 


39.68 


32.68 


43.83 


1 


LI 


NT2RP2000448 


49.23 


46,48 


57.06 


0.94 


1.16 


NT2RP2000459 


36.77 


59.63 


39.09 


1.49 


1 


NT2RP2000479 


47.21 


48.29 


48.05 


1.02 


1.02 


NT2RP2000498 


103.18 


128 


103.73 


1.24 


1.01 


NT2RP2000503 


29.86 


27-28 


33-75 


1 


1 


NT2RP2000510 


38.67 


46.93 


35.97 


1.17 


1 


NT2RP2000514 


14.99 


11.18 


16-02 


1 


1 


NT2RP2000516 


36.75 


51.7 


53.43 


1.29 


1.34 


NT2RP2000523 


16.51 


28.19 


21.17 


1. 


1 


NT2RP2000533 


113.38 


150.92 


135.46 


1.33 


1.19 


NT2RP2000540 


22-38 


15-02 


18.98 


1 


1 


NT2RP2000547 


35.06 


40.35 


36.33 


1.01 


1 


NT2RP20O0557 


. 49.6 


52.27 


51.73 


1.05 


1.04 


NT2RP2000558 


74.22 


89.37 


70.8 


1-2 


0.95 


NT2RP2000564 


49-85 


50.78 


65.15 


1.02 


1.31 


NT2RP2000565 


54.39 


78.58 


59.75 


1.44 


1.1 


NT2RP2000583 


370.72 


470.92 


369.56 


1.27 


1 


NT2RP2000591' 


24.01 


23.17 


19-94 


1 


1 


NT2RP2000599 


12.8 


14.55 


16-31 


1 


1 


NT2RP2000601 


19.39 


15.95 


21.41 


1 


1 


NT2RP2000603 


11,11 


21.06 


25-88 


1 


1 


NT2RP2000610 


69.57 


56.72 


64.93 


0.82 


0.93 


NT2RP2000614 


855.76 


949.27 


932.88 


1.11 


1.09 


NT2RP2000616 


53.74 


63.37 


53.32 


1.18 


0.99 


NT2RF2000617 


74.18 


122.29 


94.31 


1.65 


1.27 


NT2RP2000623 


45-81 


53.16 


42.68 


1.16 


0.93 


NT2RP2000634 


36.25 


28.14 


30.65 


1 


1 


NT2RP2000636 


5L93 


54.42 


54.52 


1.05 


1-05 


NT2RP2000638 


29.95 


32.27 


25.08 


1 


1 
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NT2RP20{X)644 49.9 42.61 53.89 0.85 1.08 

NT2RP2000649 55.42 71.95 82.86 1.3 1.5 

NT2RP2000652 71.77 91.68 67.82 1.28 0.94 

NT2RP2000656 59.78 67.92 61.23 1.14 1.02 

NT2RP2000658 23 22.41 22.68 1 1 



NT2RP2000663 


57.62 


52.83 


51.3 \ 


0.92 


0.89 


Nt2RP2000664 


54.56 


57.67 


56.71 


1-06 


1.04 


NT2RP2000668 


100.83 


114.72 


104.66 


1.14 


L04 


NT2RP2000678 


12.98 


11.76 


16.71 


1 


1 


NT2RP2000694 


29.59 


45.34 


48.15 


1.13 


1.2 


NT2RP2000704 


104.09 


134.52 


106.78 


1.29 


1.03 


NT2RP200G710 


156.08 


185.31 


148-88 


1.19 


0-95 


NT2RP2000712 


51.99 


53.24 


50.67 


1.02 


0.97 


NT2RP2000715 


48.49 


44.28 


57.77 


0,91 


1.19 


NT2RP2(X)0720 


72:51 


80.12 


92,21 


1.1 


1,27 


NT2RP2000731 


28 


25.91 39.97 


1 


1 


NT2RP2000739 


31.78 


42.25 


48.64 


1.06. 


1.22 


NT2RP2000748 


19.44 


30.53 


26.64 


1 ^ 


1 


NT2RP2000749 


95.57 


150.14 


142.03 


1.57 


1.49 


NT2RP2000758 


40.33 


38.61 


44.94 


0.99 


1-11 


NT2RP2000764 


30.91 


29.01 


39.21 


1 


1 


NT2RP2000766 


530.95 


469.52 


443.14 


0.88 


0.83 


NT2RP2000777 


215,78 


325.19 


257.62 


1.51 


1.19 


NT2RP2OO0786 


626.64 


648.5:i 


653.05 


1.03 


1.04 


NT2RP2000793 


31.55 


41.9 


34.29 


1.05 


1 


NT2RP2000796 


35.64 


41.62 


34.74 


1.04 


1 


NT2RP2000809 


73.76 


90.4 


88-69 


1.23 


1,2 


NT2RP2000812 


86.6 


107.35 


112 


1.24 


1.29 


NT2RP2000814 


32.54 


26.25 


37.18 


1 


1 


NT2RP2O00816 


28.77 


34.57 


46.02 


1 


1.15 


NT2RP2000818 


16.31 


28.83 


27.01 


1 - 


1 


NT2RP2000819 


17.91 


18.14 


22.4 


I 


1 


NT2RP2000841 


15.84 


18.02 


23.79 


1 


1 


NT2RP2000842 


13.54 


19.85 


21-08 


1 


1 


NT2RP2000845 


200.91 


327.0^1 


210.09 


1.63 


1.05 


NT2RP2000863 


35.81 


37.42 


46.19 


1 


1.15 


NT2RP2000880 


106.21 


138.54 


97.19 


1.3 


0.92 


NT2RP2000892 


34.73 


50.83 


43.42 


1.27 


1.09 


NT2RP2000894 


17.87 


22.02 


31.84 


1 


1 


NT2RP2000903 


43.14 


45.14 


47.23 


1.05 


1.09 


NT2RP2000906 


36.05 


40.87 


43.39 


1.02 


1.08 


NT2RP2000910 


33.87 


47.79 


33.18 


1.19 


1 


NT2RP2000931 


164.08 


245.2 


172.77 


1.49 


1.05 


NT2RP2000932 


49.96 


59.22 


47.4 


1.19 


0.95 . 


NT2RP2000938 


259-38 


284.26 


. 277.17 


1.1 


1.07 


NT2RP2000943 


71.79 


93.75 


85,33 


1.31 


1-19 


NT2RP2000957 


41.84 


51.98 


48.75 


1.24 


1.17 


NT2RP2000958 


41.56 


65.07 


73.13 


1.57 


1.76 


NT2RP2000959 


66.89 


98.1 


83-34 


1.47 


1.25 


NT2RP2000965 


32.95 


53.24 


33.5 


1.33 


1 


NT2RP2000970 


78.91 


104.95 


77.98 


J. 33 


0.99 


NT2RP2000973 


24.73 


26.04 


2L47 


1 


1 
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NT2RP2000985 69.65 

NT2RP2000987 87.16 

NT2RP2000997 80.13 

NT2RP2001024 26.03 

NT2RP200102,8 23.88 

NT2RP2001036 101.52 

NT2RP2001039 28.4 

-NT2RP2001044 32.5 

NT2RP2001056 197.79 

NT2RP2001065 29.72 

NT2RP2001067 44.92 

NT2RP2001070 67.19 

NT2RP2001081 61.11 

NT2RP2001087 29.46 . 

NT2RP2001094 22.14 

NT2RP2001119 60.33 

NT2RP2001127 17.96 

NT2RP2001133 51.16 

NT2RP2001137 16.49 

NT2RP2001142 55.69 

NT2RP2001149 3L08 

NT2RP2001168 137.71 

NT2RP2001173 21.85 

NT2RP2001174 65.71 

NT2RP2001184 23.5 
NT2RP2001196 16.1 

NT2RP2001200 27.56 

NT2RP2001218 20.98 

NT2RP2001223 22.29 

NT2RP2001226 65.91 

NT2RP2001227 45.59 

NT2RP2001232 68.05 

NT2RP2001233 53.55 

NT2RP2001245 44.76 

NT2RP2D01246 101.65 

NT2RP2001268 192.08 

NT2RP2001270 74.98 

NT2RP2001276 71.67 

NT2RP2001277 70.85 

NT2RP2001290 42.28 

NT2RP2001295 47.09 

NT2RP2001297 1492.27 

NT2RP2001301 73.04 

NT2RP2001312 58.31 

NT2RP2001327 47,98 

NT2RP2001328 203.35 

NT2RP2001341 65.71 

NT2RP2001347 100.71 

NT2RP2001366 283.83 

NT2RP2001378 29.48 

NT2RP2001381 43.91 

NT2RP2001388 75.49 



72.21 56.52 1.04 0.81 

105.78 103-55 1.21 1.19 

97.31 85.89 1.21 1.07 

27.38 33.24 1 1 

34.34 25.24 1 1 

157.59 127,02 1.55 1,25 

27.08 31.1 1 1 

30.5 31.86 1 1 

172.56 161.5 0.87 0.82 

52.45 44.28 1.31 1.11 

62.2 52.32 1.38 1.16 

71.7 5^kl8 1.07 0.81 

77.87 53.93 1.27 0.88 

35.27 27.31 1 1 

21.26 21.02' 1 1 

108.76 69.44 1.8 1.15 

.23.72 21.77 1 1 

86.85 45.53 1.7 0.89 
15.74 24,06 1 I 

65.86 38.8 1.18 0.72 
34.73 31.77 1 1 
156.65 102.11 1.14 0.74 
25.99 21.14 1 1 
87.83 55.84 1.34 0.85 

36.7 32,13 1 1 
14.26 18.3 1 1 

32.1 31.09 1 1 
32.05 37.84 1 1 

26.2 27.23 1 1 
77.59 89 1.18 1.35 
46.61 51.67 1.02 1.13 

93.8 61.11 1.38 0.9 
73.71 61.36 1.38 1.15 
35.18 39.01 0.89 0.89 
87.38 52.21 0.86 0.51 
201.65 225.69 .1.05 1.17 
61.33 67.32 0.82 0.9 
76.83 66 1.07 0.92 
93.01 50.66 1.31 0.72 
.44.1 39.86 1.04 0.95 
58.11 39.78 1.23 0.85 
1825.76 1590.79 1.22 1.07 
82.58 89.76 1.13 1.23 
70.8 68.87 1.21 1.18 
37.69 45.13 0.83 0,94 
324.41 217.98 1.6 1.07 
123.95 78.81 1.89 1.2 
147,98 101.33 L47 l.Ol 
384.24 262.05 1.35 0.92 
28.52 28.34 1 1 
49.31 38.49 1.12 0.91 
88.23 79.08 1.17 1.05 
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NT2RP2001391 


3023.19 


3065.3' 


} 3040.78 1.01 1.01 


NT2RP2001392 


37.81 


40.87 


35.44 


1.02 


1 


NT2RP2001394 


91.01 


118.75 


81.66 


1.3 


0.9 


NT2RP2001397 


34.43 


57.87 


34.55 


1.45 


1 


NT2RP2001400 


36.12 


43.72 


31.79 


1.09 


1 


NT2RP2001408 


39.39 


46.53 


40.74 


1.16 


1.02 


NT2RP2001420 


96.7 


111.15 


110.76 


1.15 


1.15 


NT2RP2001423 


48,5 


55.63 


47.6 


1.15 


0.98 , 


NT2RP200J427 


83,83 


106.22 


91.5 


1.27 


1.09 


NT2RP2001428 


35.38 


51.69 


39.75 


1.29 


1 


NT2RP2001436 


46.13 


61.5 


51.99 


1.33 


1.13 


NT2RP2001440 


45.28 


41.99 


38.81 


0.93 


0.88 


NT2RP2001445 


27.65 


26.71 


29.81 


1 


1 


NT2RP2001449 


31.5 


25.95 


25.94 


1 


1 


NT2RP2001450 


16.92 


19.29 


25.33 


1 


1 


NT2RP2001467 


56.12 


80.05 


75-91 


1.43 


1.35 


NT2RP2001469 


30.95 


39.4 


43.54 


.1 


1.09 


NT2RP2001480 


72.62 


86.81 


53.54 


1.2 


0.74 


NT2RP2001495 


56.55 


70.86 


63-86 


1.25 


1.13 


NT2RP2001499 


41.6 


49.33 


53.13 


1.19 


1.28 


NT2RP2001506 


98.25 


103.7 


142.28 


1.06 


1.45 


NT2RP2001508 


78.08 


143.5 


117.36 


1.84 


1.5 


NT2RP2001511 


38.29 


51.12 


48.54. 


1.28 


1.21 


NT2RP2001514 


24.73 


36.73 


25 


1 


1 


NT2RP2001520 


20.33 


33.13 


38,1 


1 


1 


NT2RP2001526 


85.77 


106.09 


89.31 


1.24 


1-04 


NT2RP2001529 


839,09 


1001.49 736.88 1.19 0.88 


NT2RP2001536 


44.53 


33 


33.56 


0.9 


0.9 


NT2RP2001538 


740.03 


1188.36 1695.08 1.61 2.29 


NT2RP2O03547 


84.7 


104.03 


89.1 


1.23 


1.05 


NT2RP2001560 


75.86 


98.96 


91.38 


1.3 


1.2 


NT2RP2001562 


22.85 


24.37 


34.14 


1 


1 


NT2RP2001566 


48,34 


68 


61.69 


1.41 


1.28 


NT2RP2001569 


84.87 


109.94 


76.89 


1.3 


0.91 


NT2RP2001576 


48.42 


73.44 


60.54 


1.52 


1-25 


NT2RP2001581 


1311.92 


1436.7 1317.05 ' 1. 


1 1 


NT2RP2001597 


57.28 


82.47 


77.08 


1.44 


1.35 


NT2RP2001601 


41.33 


55.71 


45.21 


1.35 


1-09 


NT2RP2001613 


13.04 


15.85 


15-36 


1 


1 


NT2RP2001628 


22.45 


26.29 


49.39 


1 


1-23 


NT2RP2001634 


79.75 


93.39 


. 83.02 


1.17 


1-04 


NT2RP2001635 


72.52 


93.93 


69.18 


1.3 


0.95 


NT2RP2001660 


62.38 


72.11 


63.18 


1.16 


1-01 


NT2RP2001662 


59.38 


63.25 


51.42 


1.07 


0.87 


NT2RP2O01663 


71.4 


78-93 


99.37 


1.11 


1.39 


NT2RP2001672 


47.4 


62.87 


47.78 


1-33 


1.01 


NT2RP2O01675 


23.16 


31.24 


• 35.49 


1 


1 


NT2RP2O01677 


83.75 


111.47 


109.77 


1.33 


I L31 


NT2RP2001678 


55.11 


84.27 


57.36 


1,53 


1-04 


NT2RP2O01683 


39.21 


47.92 


55.22 


1.2 


1.38 


NT2RP2O01699 


52.91 


58.99 


46.35 


1,11 


0.88 


NT2RP2O01707 


43.39 


51.58 


32.94 


1.19 


0.92 
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N JzKr/UOJ Jli) 


11. bl 


25.2 


25.69 


1 


1 


NT2RP200I721 


33.65 


34.98 


33.17 


1 


1 


NT2RP2(X)1740 


1262.4 


1117.62 


1042.98 


0.89 


0.83 


NT2RP2001748 


78.28 


86.56 


80.46' 


1.11 


1.03 


NT2RP2P01755 


33.84 


36.68 


27.45 


1 


1 , 


NT2RP2001762 


15.01 


16.61 


17.23 


1 


1 ' 


NT2RP2001768 


TIJl 


40.08 


28.43 


1 


1 


NT2RP2001769 


39.18 


50.27 


43.39 


1.26 


1.08 


NT2RP2001784 


42.22 


55.78 


53.57 


1.32 


1.27 


NT2RP2001805 


40.84 


59.72 


44.26 . 


1.46 


1.08 


NT2RP2001813 


14.21 


13.37 


11.43 


1 


1 


NT2RP2001817 


25.42 


23.48 


19.69 


1 


1 


NT2RP2001818 


23.9 


32.55 


23.46 


1 


1 


NT2RP2001837 


160.74 


168.55 


135.16 


1.05 


0.84 


NT2RP2001839 


1191,88 


1454.46 831.23 


1.22 


0.7 


NT2RP2001861 


28.92 


22.05 


35.81 


1 


1 


NT2RP2001869 


52.62 


52.2 


43.83 0.99 < 


0.83 


NT2RP2001876 


121.69 


138.01 


131.81 


1.13 


1.08 


NT2RP2001878 


65.54 


73.03 


77.06 


Lll 


1.18 


NT2RP2001881 


19.21 


19.69 


29.64 


1 


1 


NT2RP2001883 


31.68 


32.48 


31.12 


1 


1 


NT2RP2002884 


187.76 


287.99 


166.33 


1.53 


0.89 


NT2RP2001885 


44.26 


43.53 


31.31 


0.98 


0.9 


NT2RP2001898 


1298.85 


1258.5: 


I 940.64 


0.97 


0.72 


NT2RP2001900 


35.86 


33^69 


28.16 


1 


1 


NT2RP2001903 


91.39 


85.36 


64.96 


0.93 


0.71 


NT2RP2001907 


99.79 


113-04 


85.86 


1.13 


0.86 


NT2RP2001915 


38.93 


30.02 


34.78 


1 


1 


NT2RP2001921 


39.71 


40.48 


39.46 


1.01 


1 


NT2RP2001926 


52.33 


75.14 


41.41 


1.44 


0-79 


NT2RP2001933 


576.99 


649.24 


448.46 


1.13 


0.78 


NT2RP2001936 


26.34 


26.14 


16.67 


1 


1 


NT2RP2001943 


590.9 


657.39 


667.96 


1,11 


1.13 


NT2RP2001946 


29.02 


28.02 


20.74 


1 


1 


NT2RP2001947 


39.27 


33.3 


34.99 


1 


1 


NT2RP200I948 


60.31 


48.08 


67.81 


0.8 


1.12 


NT2RP2001956 


68.62 


68.35 


67.06' 


1 0.98 


NT2RP2001969 


74.65 


75.59 


64.91 


1.01 ^ 


0.87 


NT2RP2001976 


32.09 


39.53 


28,48 


1 


1 


NT2RP2001978 


28.53 


31.94 


30.82 


1 


1 


NT2RP2001985 


21.9 


20.13 


21.08 


1 


1 


NT2RP2001991 


40.08 


26.28 


20.41 


1 


1 


NT2RP2(X)1997 


105.94 


103.53 


100.23 


0.98 


0.95 


NT2RP2002015 


821.48 


1711.17 1530.93 


\ 2.08 1.86 


NT2RP2002017 


29.74 


38.94 


27,43 


1 


1 


NT2RP2002025 


341.78 


416.77 


315,25 


L22 


0,92 


NT2RP2002030 


101.57 


148.39 


117.23 


1.46 


1.15 


NT2RP2002032 


23.91 


19.24 


25.48 


1 


1 


NT2RP2002033 


74.82 


73.01 


75.08 


0.98 


1 


NT2RP2002041 


17.14 


20.2 


23.63 


1 


1 


NT2RP2002046 


30.72 


36.34 


47.23 


1 


1.18 


NT2RP2002047 


24.84 


31.53 


53.04 


1 


1.33 
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NT2RP2002050 


82,49 


83.44 


74.08 


1.01 


0.9 


NT2RP2002052 


52.28 


82.95 


60.41 


1.59 


1.16 


NT2RP2002058 


33.18 


26.41 


31.07 


1 


1 


NT2RP2002060 


15.52 


15-12 


21.86 


1 


1 


NT2RP2002063 


15.14 


14.04 


17.05 


1 


1 


NT2RP2002066 


22.48 


30.42 


30.04 


I 


I 


NT2RP200207b 


22.72 


31.55 


34.87 


1 


1 


NT2RP2002076 


26.78 


28.4 


39.98 


1 


1 


NT2RP2002078 


12(X)-76 


2229.65 1192.69 1.86 0.99 


NT2RP2002079 


588.78 


774.15 


612.62 


1.31 


1.04 


.NT2RP2PD2099 


36.5 


37.9 ' 


44.47 




11 


NT2RP2002105 


40.34 


45.91 


45.74 


1.14 


1.13 


NT2RP2002115 


11.19 


10.9 


13.64 


1 


I 


NT2RP2002124 


19.15 


35.38 


32.26 


1 


1 


NT2RP2002137 


12.7 


15-52 


22.2 


1 


1 


NT2RP2002139 


53.48 


106.56 


130,78 


1.99 


2.45 


NT2RP2002154 


29.92 


33.15 


33.08 


1 


1 


NT2RP2002155 


2164.17 


2639.36 1995.75 1.22 0.92 


NT2RP2002172 


47.58 


jU. /o 


J4.UI 


1.0/ 


A OA 


NT2RP2002185 


52.76 


65.91 


86^64 


1-25 


l.o4 


NT2RP2002188 


51.39 


53.53 


55.37 




1 HQ 


NT2RP2O02192 


50.12 


67.16 


65-14 


i..>4 


1 1 
i.J 


NT2RP2002193 


30.64 


53.71 


46.97 




1 1 T 
1.1 / 


NT2RP20d2208 


42.88 


68.79 


51.29 


1 .0 




NT2RP2002219 


26.79 


33.88 


29.03 


1 
1 


1 
1 


NT2RP2002231 


33.24 


37.31 


26.27 


1 
1 


1 
1 


NT2RP2002232 


67.25 


54.44 


41.12 


0.81 


0.61 


NT2RP2002235 


68.42 


88-3 


102.97 


1.29 


1.5 


NT2RP2002239 


619.81 


776.91 


701.1 


1.25 


1.13 


NT2RP2002252 


24.98 


27.24 


31-85 


1 


1 


NT2RP2002256 


43.05 


42 


46.67 1 


0.98 


1.08 


NT2RP2002257 


71.14 


74.89 


64.42 


1.05 


0.91 


NT2RP2002259 


63.77 


46.44 


70.23 


0.73 


1.1 


NT2RP2002264- 


30.02 


27.26 


19.64 


I 


1 


NT2RP2002267 


96.98 


131.04 


, 84.7 


1.35 


0.87 


NT2RP2002270 


50.47 


59.39 


51.89 


1.18 


1.03 


NT2RP2002281, 


27.73 


34.88 


32.38 


1 


1 


NT2RP2002288 


27.3 


32.17 


32.6 


1 


1 


NT2RP2002292 


41.61 


46.35 


48.46 


.1.11 


1.16 


NT2RP2002299 


65.33 


75.85 


51.16 


1.16 


0.78 


NT2RP2002304 


32.49 


34-35 


32.4 


1 


1 


NT2RP2002312 


36.51 


35.37 


26.42 


1 


1 


NT2RP2002316 


47.69 . 


63.06 


36.82 


1.32 


0.84 


NT2RP2O02325 


21.22 


20.96 


16.72 


1 


J 


NT2RP2002333 


20.84 


25.29 


19.68 


1 


1 


NT2RP2002371 


128.63 


185.12 152.89 


1.44 


1.19 


NT2RP2002373 


208.95 


162.4 


202.85 


0.78 


0.97 


NT2RP2002381 


32.68 


30-46 


22.37 


1 


1 


NT2RF2002385 


34.61 


34.41 


33-53 


1 


1 


NT2RP2002394 


12.52 


14.46 


10.52 


1 


1 


NT2RP2002408 


28.97 


28.37 


32.27 


1 


1 


NT2RP2002409 


132.02 


150.6 


1 14.23 


1.14 


0.87 
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NT2RP2002424 24.92 

NT2RP2002426 65.62 

NT2RP2002429 124.02 

NT2RP2002437 43.64 

NT2RP2002439 24.73 

NT2RP2002442 660.7 

NT2RP2002457 72.94 

NT2RP2002464 17.75 

NT2RP2002475 25.27 

NT2RP2002479 20.08 

NT2RP2O02487 34.97 

NT2RP2O02498 17.19 

NT2RP2002503 154.9 

NT2RP2002504 72.83 

NT2RP2002510 92.39 

NT2RP2002520 41.2 

NT2RP2002527 69.28 

NT2RP2002533 100.48 

NT2RP2002537 78.34 

NT2RP2002542 33.08 

NT2RP2002546 51.94 

NT2RP2002549 86.01 

NT2RP2002564 88.69 

NT2RP2002591 72.24 

NT2RP2002595 96.19 

Nr2RP2002602 35.14 

NT2RP2002606 44.26 

NT2RP2002609 30.18 

NT2RP2002618 63.84 

NT2RP2002621 137.36 

^ NT2RP2002643 44.16 

NT2RP2002672 99.27 

NT2RP2002673 33.31 

' NT2RP2002674 32.48 

NT2RP2002686 50.31 

NT2RP2002688 158.27 
NT2RP2002695 87.2 

NT2RP2002701 60.74 

NT2RP2002706 51.79 

NT2RP2002710 305.22 
NT2RP2002721 45.4 

NT2RP2002727 27.76 

NT2RP2002734 68.44 

NT2RP2002736 55.64 
NT2RP2002740 26.5 

NT2RP2002741 52.42 

NT2RP2002750 85.97 

NT2RP2002752 58.21 

NT2RP2002753 40.88 
NT2RP2002760 37.65 
NT2RP2002769 27.55 
NT2RP2002778 44,68 



21.51 30.03 
83.37 65.13 
147.39 137.21 
41,89 41.16 
27.69 24.96 
759.24 5.50.94 
92.17 70.47 

17.87 18.81 
24.21 25.51 
31.58 29.24 
38.75 63.12 
15.94 23.68 
165.45 113.68 
116.92 70.31 
100.07 89.61 
49.35 41.7 

97.88 80.73 

126.02 123.07 
73,82 70.73 
24.03 28.5 
60.77 50.59 
90.63 56.73 
86.65 68.99 
76-96 64.74 
101.69 99.78 
31-51 37.84 
32.12 43.7 

27.25 22.99 

67.53 58.78 

214.21 160.58 
52.49 41.44 
85.27 88.28 

32.54 28.88 
29.29 27.86 

32.26 2;9.23 

158.03 142.85 

101.22 68.28 
87.97 59.89 

61.8 57.31 
324.01 248.69 
55.03 42.99 
36.12 30.72 
78.74 72.28 
65.06 57.01 
36.58 32.67 
68.46 55.61 
110.9 78.35 

64.55 (S4.72 

43.09 45.13 
55.19 .59.78 
35.44 41.67 
40.94 46,51 



1 1 

1.27 0.99 

1.19 1.11 

0.96 0.94 

1 1 

1.15 0.83' 
L26 0.97 

1 1 

1 1 

1 1 

1 1.58 

1 1 

1.07 0.73 
1.61 0.97 

1.08 0.97 
1.2 1.01 
1.41 1.17 

1.25 1.22 

0.94 0.9 

1 1 

1.17 0.97 

1.05 0.66 
0.98 0.78 
1.07 0.9 

1.06 1,04 
1 1 

0.9 0.99 

1 1 

1.06 0.92 

1.56 1.17 

1.19 0.94 

0.86 0.89 

1 1 

1 1 

0.8 0.8 
1 0.9 

1.16 0.78 
1.45 0.99 
1.19 1.11 

1.06 0.81 

1.21 0.95 

1 1 

1.15 1.06 

1.17 1.02 
1 1 

1.31 1.06 

1.29 0.91 

1. 11 1.11 
1.05 1.1 

1.38 1.49 

1 1.04 

0.92 1.04 
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NT2RP2002791 766.27 

NT2RP20G2800 34.99 

NT2RP2002805 33.65 

NT2RP2002811 34.37 

NT2RP2002824 98.05 

NT2RP2002839 155.27 

NT2RP2002845 24.22 

NT2RP2002857 19.63 - 

NT2RP2002862 176.44 

NT2RP2002880 52.52 

NT2RP2002885 78.31 

NT2RP2002891 25.08 

NT2RP2002907 24.05 

NT2RP2002925 26.85 

NT2RP2002927 56.54 

NT2RP2002928 26.14 

NT2RP2002929 74.77 

NT2RP2002934 23.66 

NT2RP2002939 40.73 

NT2RP2002942 62.57 

NT2RP2002954 80:07 

NT2RP2002959 55.79 

NT2RP2002974 23.88 

NT2RP2002976 44.68 

NT2RP2002979 129.58 

NT2RP2002980 157.13 

NT2RP2002986 47.4 

NT2RP2002987 132.71 

NT2RP2002988 111.84 

NT2RP2002993 25.5 

NT2RP2003000 76.46 

NT2RP2003008 331.55 

NT2RP2003020 181.17 

NT2RP2003032 40.48 

NT2RP2003034 145.28 

NT2RP2003042 21.49 

NT2RP2003050 19.58 

NT2RP2003060 62.53 

NT2RP2003073 113.84 

NT2RP2003099 41.73 

NT2RP2003108 44.33 

NT2RP2003115 76.15 

NT2RP2003117 63.11 

NT2RP2003121 26.86 

NT2RP2003125 73.09 

NT2RP2003127 17.75 

NT2RP2003129 86.58 

NT2RP2003137 26,04 

NT2RP2003138 150.72 

NT2RP2003146 267.55 

NT2RP2003148 51.61 

NT2RP2003150 31.83 



997.1 


635.97 


1.3 


0.83 


37.62 


31.89 


1 


1 


25.88 


28.6 


1 


1 


31.97 


33.39 


- 1 


1 


141.18 


121.34 


1.44 


1.24 


200.57 


268.26 


1,29 


1.73 


28.92 


37.44 


1 


1 


20.87 


21-68 


1 


1 


252.48 


216.13 


1.43 


1.22 


.60 : 


58.59 


1.14 


1.12 


81,02 


77.7 


1.03 


0.99 


26.01 


23.99 


1 


1 


39.75 


49.42 


1 


1.24 ' 


35.21 


4<3.29 


1 


1.01 


89.26 


99.91 


1.58 


1.77 


29.56 


24.51 


1 


1 


103.8 


67.59 


1.39 


0.9 


25.16 


25.56 


I 


1 


45.35 


50.65 


1.11 


1.24 


78.9 


76.51 


1.26 


1.22 


96.66 


124.85 


1.21 


1.56 


83.95 


113.64 


1.5 


2.04 


29.28 


30.59 


1 


1 


57.28 


42.03 


1.28 


0.94 


178.79 


112.71 


1.38 


0.87 


220.09 


132.9 


1.4 


0.85 



48.06 35.77 1.01 0;84 

168.89 J:75,01 1.27 1.32 

214.03 170.35 1.91 1.52 

31.38 37.51 1 1 

106.77 86.36 1.4 1.13 

379.73 303,4 1.15 0.92 

195.62 168,89 1.08 0.93 

47.83 34.78 1.18 0.99 

171.31 96.98 1.18 0.67 

25.05 25.25 1 1 

14.34 15.7 1 1 

101.31 83.93 1.62 1.34 

115.05 121.78 1.01 1,07 

51.13 35.91 1.23 0.96 

51.97 44.37 1.17 1 

72.33 55.39 0,95 0.73 

76.62 44.78 1.21 0.71 

30.76 21.49 1 1 

94.3 80.18 1.29 1.1 

18.12 20.72 1 1 

130.83 76.65 1.51 0.89 

23.71 26.29 1 1 
165.86 90.56 1.1 0.6 

330.27 259.37 1.23 0.97 

56,74 58.16 1.1 1.13 

25.92 40.12 1 1 
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NT2RP2003157 


374.37 


442.24 


400.41 


1.18 


1.07 


NT2RP2003158 


23 LOS 


288.73 


253.69 


1.25 


LI 


NT2RP2003161 


34.77 


26.93 


44.88 


1 


1.12 


NT2RP2003164 


18.05 


15.52 


15.05 


1 


1 


NT2RP2003165 


69.08 


79-91 ' 


55.2 


1.16 


0.8 


NT2RP2003177 


37.26 


42.87 


32.54 


1.07 


1 


NT2RP2003179 


29.18 


29.09 


29.31 


1 


1 


NT2RP2003194 


59.15 


54.01 


59.89 


0.91 


1.01 


NJ2RP2003206 


19.76 


17.37 


20.74 


1 


1 


NT2RP2003210 


55.61 


57.1 


56.95 


1.03 


LG2 


NT2RP2003227 


44.26 


36.25 


42.02 


0.9 


0.95 


NT2RP2003228 


316.03 


318.05 


254.76 


l.Ol 


0.81 


NT2RP2003230 


60.62 


70.36 


78.27 


1.16 


1.29 


NT2RP2003231 


32.24 


45.25 


30.88 


1.13 


1 


NT2RP2003237 


58.21 


57:82 


43.28 


0.99 


0.74 


NT2RP2003239 


38.81 


42.21 


33.65 


1.06 


1 


NT2RP2003243 


31.38 


28.21 


20.39 


1 


1 


NT2RP2003265 


32.54 


26.78 


29.27 ^ 


1 


1 


NT2RP2003267 


22.93 


16.8 


22.9 


1 


1 


NT2RP2003272 


68.86 


81.67 


90.05 


1.19 


1.31 


NT2RP2003277 


71.96 


63.84 


62.77 


0.89 


0.87 


NT2RP2003280 


52.54 


73.49 


53.99 


1.4 


1.03 


NT2EU>2003286 


28.04 


26.78 


18.22 


1 


1 


NT2RP2003293 


71.28 


70.24 


67.8 


0.99 


0.95 


NT2RP2003295 


36.22 


40.22 


38 


1.01 


1 


NT2RP2003297 


28.34 


44.52 


29.01 


1.11 


1 


NT2RP2003300 


100.95 


194.28 


183.07 


1.92 


1.81 


NT2RP2003302 


32.43 


34.18 


33.1 ' 


1 


I 


NT2RP2003307 


14.7 


15.78 


14.43 


1 


1 


NT2RP2003308 


. 19.05 


28.68 


21.62 


1 


1 


NT2RP2003311 


44 


44.95 


40.84 


1.02 


0.93 


NT2RP2003329 


30.35 


27.96 


36.19 


1 


1 


NT2RP2003339 


54.66 


75.38 


65.37 


1.38 


1.2 


NT2RP2003345 


26.69 


20.05 


33.5 


1 


1 


NT2RP2003347 


20.75 


25.26 


28.9 


I 


1 


NT2RP2003367 


22.37 


24.09 


19.78 


1 


1 


NT2RP2003369 


14.09 


18.3 


15.2 


1 


1 


NT2RP2003383 


44.77 


49.15 


38.88 


1.1 


0.89 


NT2RP2003390 


74.89 


87.87 


85.57 


1.17 


1.14 


NT2RP2003391 


78.99 


105.52 


90.86 


1.34 


1.15 


NT2RP2003393 


24.3 


31.69 


32.88 


1 


1 


NT2RP2003394 


61.47 


72.93 


77.78 


1.19 


1.27 


NT2RP2003401 


29.3 


36.77 


36.33 


1 


1 


NT2RP2003403 


29.08 


33.77 


22 


1 


-1 


NT2RP2003433 


126.57 


190.47 


111.81 


1.5 


0.88 


NT2RP2003445 


35.12 


50.9 


41.57 


1.27 


1.04 


NT2RP2003446 


36.9 


48.42 


57.41 


1.21 


L44 


NT2RP2003456 


31,7 


32.64 


28.61 


1 


1 


NT2RP2003466 


78.87 


117,72 


134.62 


1.49 


1.71 


NT2RP2003469 


38.03 


54.3 


59.81 


1.36 


1.5 


NT2RP2003470 


35.93 


52.34 


56.11 


1.31 


1.4 


NT2RP2003471 


20.57 


26.71 


27.17 


1 


1 
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NT2RP2003480 164.12 
NT2RP2003495 44.97 
NT2RP2003499 44.06 
NT2RP2003505 14.12 
NT2RP2003506 34.66 
NT2RP2003511 23.66 
NT2RP2O03513 29.42 
NT2RP2003517 67.98 
NT2RP2003522 52.41 
NT2RP2003525 108.11 
NT2RP2003533 201.25 
NT2RP2003541 84.18 
NT2RP2003543 23.11 
NT2RP2003545 16.01 
NT2RP2003559 27.55 
NT2RP2003564 26.37 
NT2RP2003565 243.91 
NT2RP2003567 105.15 
NT2RP2003575 117.24 
NT2RP2003576 1335.41 
NT2RP2003579 144.25 
NT2RP2003581 22.57 
>rnRP2003587 57.65 
NT2RP2003590 33.61 
NT2RP2003593 40.65 
NT2RP2003596 85.94 
NT2RP2003599 63.51 
NT2RP20D3600 18.01 
NT2RP2003604 71.68 
NT2RP2003629 27.67 
NT2RP2003630 27.27 
NT2RP2003643 36.63 
NT2RP2003655 27.29 
NT2RP2003664 84.04 
NT2RP2003668 52.28 
NT2RP2003687 24.2 
NT2RP2003691 56.77 
NT2RP2003702 64.53 
NT2RP2003704 26.94 
NT2RP2003706 13 
NT2RP2003713 43.04 
NT2RP2003714 55.18 
Nt2RP2003727 35.65 
NT2RP2003737 36.19 
NT2RP2003751 9.59 
NT2RP2003760 20.65 
NT2RP2003764 19.42 
NT2RP2003769 28.76 
NT2RP2003770 103.65 
NT2RP2003777 62.83 
NT2RP2003781 227.22 
NT2RP2003785 54.81 



236.44 184.38 1.44 1.12 

57.24 42.73 1.27 0.95 

53.87 60.23 1.22 1.37 

13.89 18.21 1 1 

42.65 39.19 1.07 1 

27.57 43.98 1 1.1 

35.93 47.77 1 1.19 

73.26 75.36 1.08 1.11 

89.04 51.98 1.7 0.99 

164.83 119.07 1.52 1.1 

193.08 228.66 0.96 1.14 

134.97 112.47 1.6 1.34 

28.22 32.49 1 1 

16.7 19.43 1 1 

32.04 25.17 1 1 

31.93 23.11 1 1 

296.02 240.7 1.21 0.99 

123.48 90.75 1.17 0.86 

116.64 97.59 0.99 0.83 



1624.36 1570.1 1.22 1.18 



216.38 


227.85 


1.5 


1.58 


23.93 


26.52 


1 


1 


75.04 


75.78 


1.3 


1.31 


40.99 


39.73 


1.02 


1 


40.83 


32.51 


I 


0.98 


88.49 


78.27 


1.03 


0.91 


72.53 


57.57 


1.14 


0.91 


22.12 


19.26 


1 


1 


74.24 


71.67 


1.04 


1 


33.18 


30.31 


1 


1 


32.59 


26.93 


1 


1 


42.84 


32.71 


1.07 


1 


33.03 


• 43.48 


1 


1.09 


97.96 


100.9 


1.17 


1.2 


63.41 


39.59 


1.21 


0.77 


28.88 


25.33 


1 


1 


82.94 


52.58 


1.46 


0-93 


67.98 


50.67 


1.05 


0.79 


42.5 


33.91 


L06 


1 


9.11 


10.47 


1 


1 


45.12 


46.52 


1.05 


1.08 


63.46 


54.83 


1.15 


0.99 


50.3 


39.85 


1.26 


1 


35.71 


38 


1 


1 


9-78 


12 


1 


1 


30.64 


41.59 


1 


1.04 


17.72 


23.37 


1 


1 


51.41 


45.44 


1.29 


1.14 



132.16 103,55 1.28 1 

65.46 58.85 1.04 0.94 
291.9 218.15 1.28 0.96 

70.13 53.63 1.28 0,98 
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NT2RP2003793 


85.13 


76.94 


56.98 


0.9 


0.67 


NT2RP2003806 


126.94 


173.95 


142.54 


1.37 


1.12 


NT2RP2003825 


940.41 


1171.4 


949.09 


1.25 


1. 01 


NT2RP2003840 


42.79 


45:82 


43,67 


1.07 


1.02 


NT2RP2003857 


69.35 


92.45 


49.99 


1.33 


0.72 


NT2RP2003859 


58.26 


81.21 


62.43 


1.39 


1.07 


NT2RP2003871 


67.69 


76.14 


48.09 


1.12 


0.71 


NT2RP2O03876 


94.1 


107.27 


76.29 


1.14 


0.81 


NT2RP2003878 


43.62 


37.63 


32.91 


0.92 


0.92 


NT2RP2003885 


39.6 


38.43 


31.02 


1 


1 
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89.31 


91.03 


71.9 


1.02 


0.81 
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116.73 


89.89 


1.34 


1.03 


NT2RP2003912 
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277.31 


1.9 


1.27 


NT2RP2003931 


43.93 


74.7 


45.72 


1.7 


1.04 
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119.88 
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109.06 


1.15 


0.91 
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1.45 


1 
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29.19 


1 


1 
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55.64 


1 


1.12 
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164.52 


135.8 


1.68 


1.38 
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42.71 
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41.23 


1.24 


0.97 
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82.6 


1.01 


0.75 


NT2RP2003986 


78.54 . 


108.52 


88.82 


L38 


1.13 
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1.45 


0.92 
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0.89 
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71.42 


1.41 


1.38 
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68.93 


91.14 


103.6 


1.32 


1.5 


NT2RP2004041 


45.87 


59.05 
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1.29 


1.41 


NT2RP2004042 


34.34 


46.91 


35.6 


1.17 


1 


NT2RP2004049 


119.18 


130.39 


119.59 


1.09 


1 


NT2RP2004060 


70.38 


71.01 


84.54 


1.01 


1.2 


NT2RP2004066 


38-06 


34,52 


32.27 


1 


1 


NT2RP2004069 


49.12 


48.58 


57 1 


0.99 


1.16 


NT2RP2004076 


23.86 


41.08 


29.42 


1.03 


1 


NT2RP2004080 


'27.93 


46.37 


33.78 


1.16 


1 


NT2RP20a4081 


55.35 


61.77 


59.74 


1,12 


1.08 


NT2RP2004098 


62.69 


81.12 


61,52 


1.29 


0.98 


NT2RP2004108 


72.22 


96.9 


81.64 


1.34 


1.13 


NT2RP20a4124 


49.6 


35.29 


41.77. 


0.81 


0.84 


NT2RP2004130 


71.8 


91.11 


75.86 


1.27 


1.06 


NT2RP2004133 


20.73 


33.79 


29.88 


1 


1 


NT2RP2004141 


19,56 


31.55 


33.62 


1 


1 


NT2RP2004142 


31.72 


39.25 


57.54 


1 


1.44 


NT2RP2004152 


24.6 


49.38 


64.45 


1.23 


1.61 


NT2RP2004165 


108.32 


154.96 


121.86 


1.43 


1.13 


NT2RP2004170 


56.54 


70.13 


67.06 


1.24 


1.19 


NT2RP2004172 


61,22 


49.25 


68.6 


0,8 


1.12 


NT2RP2004176 


63.98 


101.82 


102.25 


1.59 


1.6 


NT2RP2004179 


58.32 


66-09 


69.19 


J. 13 


1.19 


NT2RP20O4187 


28.59 


41.27 


46.16 


1,03 


1.15 


NT2RP2004190 


27.17 


48-72 


35.84 


1.22 


1 


NT2RP2004194 


64.81 


108.51 


100.19 


1.67 


1.55 


NT2RP2004196 


104.89 


117.81 


114.03 


1.12 


: 1.09 
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NT2RP2004205 
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147.41 


120.01 


1.34 


1.09- 


NT2RP2004207 


54.36 


58.36 


57.09 


1.07 


1.05 
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53.61 


1.5 


1.06 
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1.81 


1.2 
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1.06 


1 
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65.92 


95.42 


94.14 


1.45 


1.43 


NT2RP2004242 


62.53 


72.6 


75.6 1.16 


1.21 


NT2RP2004245 


41.83 


42.98 


43.93 


1,03 


1.05 


NT2RP2004270 


278.4 


373.76 


271.06 


1.34 


0.97 


NT2RP2004300 


64.33 


61.66 


59.1 


0.96 


0.92 


NT2RP2004304 


76.09 


92.71 


93.24 


1.22 


1.23 


NT2RP2004313 


27.54 


36.3 


38.31 


1 


1 


NT2RP2004316 


30.95 


49.24 


54.34 


1.23 


1.36 


NT2RP2004321 


18.93 


16.67 


25.09 


1 


1 


NT2RP2004336 


20.6 


33.65 


24.61 


1 


1 


NT2RP2004339 


311.81 


337.07 


307.51 
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0.99 
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0.89 
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NT2RP2004396 


61.99 


62.76 


Sn 19 

JKf. 1 ^ 
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1.1 
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52.6 






1.08 
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0,85 
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216.35 


1 43 


1.33 
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80.1 
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1.24 


0.69 
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31.14 
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1 


1 
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35.7 
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1.12 


1.21 
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1.58 


1 
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112.23 


118.17 


1.18 


1.24 


NT2RP2004476 


75.64 
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71.55 


1.31 


0.95 


NT2RP200448S 


79.81 
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68.49 


0.91 


0-86 


NT2RP2004490 
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39.37 


54.53 


1 


1.36 


NT2RP2004495 


84.15 


85.14 


105.35 


1.01 


1,25 


NT2RP2004512 


41.48 


35.29 


32.02 


0.96 


0.96 


NT2RP2004523 


102.36 


129.16 


84.93 


1.26 


0.83 


NT2RP2004524 
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72.8 


55.95 


1.16 


0.89 
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96 
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1,14 


1.11 


NT2RP2004538 
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1.06 
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94.68 


72.7 


1.11 


0.86 
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35.19 


0.83 


0.81 
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217.69 
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1,12 1.1 
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55.4 


52.37 


65.01 


0.95 


1.17 
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114.51 


1.51 


0-87 


NT2RP2004585 


461.32 
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> 442.05 


1.22 0.96 
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23.75 


26.98 


22.99 


1 


1 


NT2RP2004594 


42.03 


41.58 


42-14 


-0,99 


1 


NT2RP2004600 


29.52 


34,64 


29.35 


1 


I 



391 



EP 1 130 094 A2 





107 Oft 




1 10 '^'^ 

1 lU.JJ 


t no 


1 no 

i.UZ 


i\ 1 Zl\JrZUu4DU0 • 




JUy. ID 




Z. / J 


J.U4 


IN 1 ZKrZLMJ40 14 


:>y.z4 


DZ. J 


4U.OJ 


1 11 


1 rio 

i.UZ 


JN 1 /KtZUU^Oho 






OU.Z / 


l.ZZ 


U. /O 


KTTT I> DOAH/I ^ ^ < 


J /.OD 


1 1 J.JO 




1 oo 

i.y / 


1 OT 

1.2./. 


N 1 zKrzUl>40D4 


Z4. /Z 




ZZ.OJ 


I 


1 


iN 1 /Kr2UU4D /U 




14.0 


iy.z4 


1 


1 


NT2Rr2004675 


76.38 


157.04 


1 rv 1 A A 

101.41 


2.06 


1.33 


NT2RP2004o81 


31.04 


Af\ 

40.56 


A 1 Af\ 

41.49 


1.01 


1.04 


NT2RP2004689 


27.72 


52.07 


93,09 


1.3 


2.33 


NT2RP2004709 


75.75 


111,56 


76.85 


1,47 


1.01 


NT2RP2004710 


97.54 


158.81 


88.3 


1.63 


0.91 


NT2RP2004721 


31.95 


30.61 


55.3 


1 1 


.38 


NT2RP2004736 


68.13 


74.26 


74.84. 


1.09 


1.1 


NT2RP2004743 


41.11 


40.64 


45.32 


0.99 


1.1 


NT2RP2004750 


,154.05 


191.29 


169.84 


1.24 


1.1 


NT2RP2004755 


86.18 


139.62 


137.63 


1.62 


1.6 


NT2RP2004767 


84.96 


116.35 


81.79 


1.37 


0.96 


NT2RP2004768 


205.54 


181.13 


187.41 


0.88 


0.91 


NT2RP2004775 


26.88 


26.12 


31.71 


1 


1 


NT2RP2004791 


90.76 


111.21 


98.61 


1.23 


1.09 


NT2RP2004794 


334.23 


427.5 


313.46 


1.28 


0.94 


NT2RP2004795 


35.78 


41.58 


32.71 


1.04 


1 


NT2RP2004799 


25.36 


38.56 


45.53 


1 


1.14 


NT2RP2004802 


69.78 


119.6 


123.46 


1.71 


1.77 


NT2RP20O4810 


40.66 


56.27 


56.48 


1.38 


1.39 


NT2RP2004816 


66.71 


12.93 


103.38 


0.6 


1.55 


NT2EIP20O4837 


237.92 


200.33 


286.67 


0.84 


1.2 


NT2RP2004841 


32.71 


38.2 


39.87 


1 


1 


NT2RP2004847 


105.22 


108.95 


145,54 


1.04 


1.38 


NT2RP2004861 


25.01 


33.52 


32.67 


1 


1 


NT2RK004897 


39.34 


43.41 


40.84 


1.09 


1.02 


NT2RP2004932 


41.03 


61:33 


67.89 


1.49 


1.65 


NT2RP2004933 


22.39 


28,26 


27.38 


1 


1 


NT2RP2004936 


43.54 


43.99 


42.73 


1.01 


0.98 


NT2RP20()4951 


185.38 


81.65 


73.62 


0.44 


0.4 


NT2RP2004959 


58.55 


45.05 


48,85 


0.77 


0.83 


NT2RP200496I 


94.11 


85,7 


89.9 ( 


0.91 


0.96 


NT2RP2004962 


51.23 


59.02 


69.86 


1.15' 


1.36 


NT2RP2004966 


20.25 


' 34.98 


36.05 


1 


1 


NT2RP2004967 


41.29 


51.32 


, 67.2 


1.24 


1.63 


NT2RP2004974 


45.13 


62.79 


59.54 


1.39 


1.32 


NT2RP2004978 


44.07 


48.81 


38.43 


1.11 


0.91 


NT2RP2004982 


20.78 


20.62 


19.94 


1 


1 


NT2RP2004985 


672.08 


580.66 


656.47 


0.86 


0.98 


NT2RP2004999 


52.43 


55.62 


66.74 


1.06 


1.27 


NT2RP2005000 


264 


29.52 


42.85 


1 ^ 


1.07 


NT2RP2005001 


30.84 


37.16 


58.32 


i 


1.46 


NT2RP2005003 


65.23 


79.75 


77.59 


1.22 


1.19 


NT2RP2005012 


107.84 


141.37 


112.44 


1.31 


1.04 


NT2RP2005018 


37.95 


40.01 


35.87 


1 


1 


NT2RP2005020 


251.16 


276.02 


272.74 


1.1 


1.09 



392 



EP 1 130 094 A2 



NT2RP2005022 40.77 

NT2RP2005027 926.57 

NT2RP2005031 41.97 

NT2RP2C)O5035 147.24 

NT2RP2005037 30.72 

NT2RP2005038 21.88 

NT2RP2005048 176.45 

NT2RP2005069 248.86 

NT2RP2005073 141.4 

NT2RP2005097 28.09 

NT2RP2005108 22.74 

NT2RP2005116 41.15 

NT2RP2005126 34.22 

NT2RP2005135 45:22 

NT2RP2005139 22.74 

NT2RP2005140 48.41 

NT2RP2005144 21.68 

NT2RP2005147 40.37 

NT2RP2005148 87.61 

NT2RP2005159 28.03 

NT2RP2005162 31.98 

NT2RP2005163 167.01 

NT2RP2005168 31.92 

NT2RP2005181 14.93 

NT2RP2005204 42.67 

NT2RP2005219 46.08 

NT2RP2005227 57.52 

NT2RP20O5237 702.23 

NT2RP2005239 28.92 

NT2RP2005247 138.92 

NT2RP2005254 63.06 

NT2RP2005270 131.97 

NT2RP2005276 81.65 

NT2RP2005287 67.92 

NT2RP2005288 30.44 

NT2RP2005289 84.29 

NT2RP2005293 67.61 

NT2RP2005315 51.46 

NT2RP2005322 140.57 

NT2RP2005325 265.76 

NT2RP2005336 76.14 

NT2RP2005343 82.67 

NT2RP2005344 34.14 

NT2RP2005347 37.29 

NT2RP20Q5354 144.94 

NT2RP2005358 163.78 

NT2RP2005360 61.87 

NT2RP2005378 89.41 

NT2RP2005391 43.26 

NT2RP2005393 53.51 

NT2RP2005407 38.21 

NT2RP2005419 50.68 



51.66 34.86 1.27 0.98 

526.75 654.59 0.57 0.71 

52.7 45.44 1.26 1.08 

185.36 234.94 1.26 1.6 
30.88 40.89 1 1.02 
24.6 24.7 1 1 
217.51. 212.45 1.23 1.2 

285.37 :106.23 1.15 1.23 
155.91 141.73 1.1 1 
32.75 35.64 1 1 
21.34 31.09 1 1 
53.6 66.2 1.3 1.61 
45.45 46.98 1.14 1.17 
36.69 33.16 0.88 0.88 
26.34 20.06 1 1 
57.29 55.09 1.18 1.14 
32.94 33.59 1 1 
42.97 45.35 1.06 1.12 
105.49 92.17 1.2 1.05 
39.54 38.53 1 1 
37.51 36.4 1 1 
208.78 151.85 L25 0.91 
23.09 32.9 ,1 1 
18.33 30.3 1 1 
47.92 49.6 1.12 1.16 
56.26 50.65 1.22 1.1 

64.28 70.73 1.12 1.23 
905.03 740.94 1.29 1.06 
28.74 44.51 1 1.11 
131.93 183.86 0.95 1.32 

88.92 52.47 1.41 0.83 
191.63 112.76 1.45 0.85 
121.12 79.55 L48 0.97 . 
43.13 32.83 0.64 0.59 
39.24 31.71 1 1 

87.29 89.6 1.04 1.06 

78.8 77.73 1.17 1.15 
52.01 53.23 1.01 1.03 
221.72- 142.65 1.58 1.01 
349.61 261.62 1.32 0.98 
114.59 67.05 1.5 0.88 
107.8 84 1.3 1.02 

38.09 26.23 1 1 
34.44 31.68 1 1 
150.58 126.74 1.04 0.87 
159.12 162.88 0.97 0.99 
65.97 76.83 1.07 1.24 

144.38 111.09 1.61 1.24 
47.09 44.17 L09 1.02 
58.69 61 1.1 1.14 

66.93 41.97 1,67 1.05 
48.42 44.09 0.96 0.87 
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NT2RP2005425 103.27 

NT2RP2005429 72.81 

NT2RP2005436 125.21 

NT2RP2005441 44.27 

NT2RP2005442 183.99 

NT2RP2005444 215.8 

NT2RP2005453 22.58 

NT2RP2005457 303.62 

NT2RP2005458 34.34 

NT2RP2005463 37.05 

NT2RP2005464 71.14 

NT2RP2005465 37.23 

NT2RP2005472 316.48 

NT2RP2005476 61.88 

NT2RP2005490 105.98 

NT2RP2005491 183.15 

NT2RP2005495 19.91 

NT2RP2005496 142.7 

NT2RP2005498 52.02 

NT2RP2005501 39.38 

NT2RP2005506 633.93 

NT2RP2005509 53.92 

NT2RP2005514 22.97 

NT2RP20G5520 185.87 

NT2RP2005525 29.54 

NT2RP2005531 11.91 

NT2RP2005535 134.74 

NT2RP2005539 57.65 

NT2RP2005540 53.2 

NT2RP2005541 59.67 

NT2RP2005549 26.11 

NT2RP2005555 33.68 

NT2RP2005557 29.84 

NT2RP2005581 86.94 

NT2RP2005586 51.69 

NT2RP2005597 28.12 

NT2RP2005600 45:99 

NT2RP2005605 116.87 

NT2RP2005614 34.36 

NT2RP2005620 21.89 

NT2RP2005622 26.95 

NT2RP2005632 54.99 

NT2RP2005635 104.04 

NT2RP2005637 45.18 

NT2RP2005640 62.65 

NT2RP2005645 146.03 

NT2RP2005651 58.01 

NT2RP2005654 23.16 

NT2RP2005666 36.67 

NT2RP2005669 47.34 

NT2RP2005670 52.01 

NT2RP2005671 95.07 



111.5 100.61 1.08 0.97 
75.45 65.93 1.04 0.91 
162.3 109.64 1.3 0.88 

52.4 46.13 1.18 1.04 
203.45 212.98 1.11 1.16 
226.22 205.2 1.05 0.95 

25.84 24 1.1 
358.57 733.13 1.18 2.41 

45.8 57.08 1.15 1.43 

68.68 53.42 1.72 1,34 

97.22 75 1.37 1.05 

41.01 48.27 1.03 1.21 

301.15' 300.75 0.95 0.95 

55.38 50.22 0.89 0.81 

89.35 98.88 0.84 0.93 

243.56 243.1 1.33 1.33 

34.79 31.35 1 1 

217.32 177.14 1.52 1.24 

62 74,5 1.19 1.43 

30.34 42.15 1 1.05 

904.6 917.02 1.43 1.45 
87.79 79.5 1.63 1.47 
29.12 35.25 1 1 
205.62 262.07 Lll 1.41 
46.93 41.6 1.17 1.04 

17.6 17.21 1 1 
218.17 148.96 1,62 1.11 
66.12 65.45 1.15 1.14 
43.18 54.64 0.81 1.03 
81.33 131.53 1.36 2.2 
55.11 55.91 1.38 1.4 
5332 59.54 L33 1.49 

56.2 63.75 1-41 1.59 

117.21 107.5 1.35 1.24 

52,1 57.81 1.01 1.12 

31.78 34.64 1 1 

40.7 56.39 0.88 1.23 
164.11 152.82 1.4 1.31 
43.77 52.17 1.09 1.3 

34.85 41.84 1 1.05 
46.37 42.12 1.16 1.05 
61.66 57,78 1.12 - 1.05 
125.02 122.8] 1.2 1,18 
50.06 42.63 1.11 0.94 
56.16 59.74 0.9 0.95 
164.72 127.78 1.13 0.88 
101,66 88.08 1.75 1.52 

25.7 33.01 1 1 

48-37 40.73 1.21 1.02 

59.05 49.02 1.25 1.04 
51.97 54.09 1 1.04 
119.76 105.07 1.26 1.11 
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NT2RP2005675 197.58 

NT2RP2005683 48.29 

NT2RP2065690 33.84 

NT2RP2005694 54.44 

NT2RP2005701 76.91 

NT2RP2005712 29.78 

NT2RP2005719 57.22 

NT2RP2005722 136.16 

NT2RP2005723 34.36 

NT2RP2005726 46.95 

NT2RP2005729 171.5 

NT2RP2005731 14.56 

NT2RP2005732 868.97 

NT2RP2005737 139.59 

NT2RP2005741 36.86 

NT2RP2005748 52.58 

NT2RP2005752 64.62 

NT2RP2005753 221.5 

NT2RP2005763 34.18 

NT2RP2005767 37.91 

NT2RP2005773 116.76 

NT2RP2005774 78.66 

NT2RP2005775 63.23 

NT2RP2005781 94.17 

NT2RP2005784 103.3 

^NT2RP2005789 148.94 

NT2RP2005799 42.81 

NT2RP2005804 171.73 

NT2RP2005812 43.57 

NT2RP2005815 25.47 

NT2RP2005835 107.47 

NT2RP2005841 74.08 

NT2RP2005853 58.82 

NT2RP2005857 53.87 

NT2RP2005859 48.7 

NT2RP2005860 12.87 

NT2RP2005863 44.24 

NT2RP2005868 44.91 

NT2RP2005876 142.24 

NT2RP2005878 94.15 

NT2RP2005883 18.53 

NT2RP2005886 385.88 

NT2RP2005887 37.85 

NT2RP2005890 65.11 

NT2RP2005901 31.88 

NT2RP2005902 39,08 

NT2RP2005908 94.52 

NT2RP2005927 28.69 

NT2RP2005933 45.99 

NT2RP2005941 33.2 

NT2RP2005942 38.15 

NT2RP2005946 • 37.21 



176.4 131.02 0.89 0.92 

60.62 52.6 1.26 1.09 
37.58 ?4.9 1 1 
71.38 72.87 1.31 1.34 
95.76 132.03 L25 1.72 
38.68 32.64 1 1 
72.99 64.78 1.28 1.13 
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39.41 


?!7.95 


1 


1 


NT2RP3(X)1926 


19,34 


18.45 


21.61 


1 


1 


NT2RP3001929 


38.26 


54.96 


59.89 


1.37 


1.5 


NT2RP3CK)1931 


20.96 


28.29 


20.82 




1 


NT2RP3001938 


44.42 


. 42.62 


38.19 


0.96 


0.9 


NT2RP3001943 


60.19 


76.51 


52.98 


1.27 


0.88 


MT2RP3001944 


62.31 


69.42 


63.27 


l.Il 


1.02 


NT2RP3001945 


33.47 


48.98 


!i0.44 


1.22 


1.26 


NT2RP3001947 


21.68 


29,93 


32.76 


1 


1 


NT2RP3001949 


24.71 


38.44 


35.87 


1 


1 


NT2RP3001952 


247.52 


506.54 


457.74 


2.05 


1.85 


NT2RP3001954 


26.13 


37.23 


31-49 


1 


1 


NT2RP3001956 


110.45 


165.87 


114.04 


1.5 


1.03 


NT2RP30O1967 


71.91 


108.13 


80,44 


1.5 


1.12 


NT2RP3001969 


22.97 


22.49 


25.4 


1 


1 


NT2RP3001976 


46.03 


54.55 


39.68 


1.19 


0.87 


NT2RP3001986 


19.38 


25.22 


27.11 


1 


1 


NT2RP3001989 


20.53 


24.27 


35.87 


1 


1 


NT2RP3002002 


133.97 


174,37 


178.87 


1.3 


1.34 


NT2RP3002004 


32.63 


37.32 


38.91 


1 


1 


NT2RP3002007 


26.61 


28.38 


23.88 


1 


1 
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-NT2RP3002014 
NT2RP3002015 
NT2RP3002033 
NT2RP3002045 
NT2RP3002054 
NT2RP3002056 
NT2RP3002057 
Nt2RP3002061 
NT2RP3002062 
NT2RP3002063 
NT2RP3002064 
NT2RP3002071 
NT2RP3002073 
NT2RP3002074 
NT2RP3002075 
NT2RP3002077 
NT2RP3002081 
NT2RP3002086 
NT2RP3002094 
NT2RP3002096 
NT2RP3002097 
NT2RP3002098 
NT2RP3002102 
NT2RP3002106 
NT2RP3002108 
NT2RP3002109 
NT2RP3002110 
NT2RP3002113 
NT2RP3002120 
NT2RP3002121 
NT2RP3002126 
NT2RP3002128 
NT2RP3002130 
NT2RP3002133 
NT2RP3002136 
NT2RP3002140 
NT2RP3002142 
NT2RP3002146 
NT2RP3002147 
NT2RP3002151 
NT2RP3002155 
NT2RP3002156 
NT2RP3002160 
NT2RP3002163 
NT2RP3002165 
NT2RP3002166 
NT2RP3002173 
NT2RP3002174 
NT2RP3002181 
NT2RP3002185 
NT2RP30O2193 
NT2RP3002204 



66.64 


82.76 


68.62 


1.24 


1.03 


44.46 


78.33 


54.06 


1.76 


1.22 


22.5 


29.61 


28.22 


1 


1 


35.7 


36.02 


24.46 


1 


1 


35.32 


42.28 


44.47 


1.06 


1.11 


30.39 


30.77 


27.95 


1 


1 


41 


22.22 


23.49 


0.98 


0.98 


48.21 


57.96 


63.07 


1.2 


1.31 


20.36 


18.59 


14.3 


1 


1 


62.31 


74.04 


63.08 


1.19 


1.01 


21.69 


23.07 


21.6 


1 


1 


16.75 


26.42 


20.29 


1 


\ 


47.11 


46.98 


45.61 


1 


0.97 


25.85 


32.38 


27.78 


1 


1 


46.99 


46.84 


55.88 


1 


1.19 


31.71 


46.31 


32.01 


1.16 


1 


46.95 


62.53 


50.21 


1.33 


1.07 


48.42 


51.09 


51.82 


1.06 


1.07 


67.28 


88.8 


66.97 


1.32 


1 


16.52 


16.04 


19.78 


1 


1 


52.1 


55.8 


60.63 


1.07 


1.16 


31.09 


32.61 


34.91 


1 


1 


60.5 


83.23 


50.82 


1-38 


0.84 


97.61 


114.94 


77.8 


1.18 


0.8 


43.54 


46.03 


33.61 


1.06 


0.92 



252.14 279.15 238.77 1.11 0.95 

411.5 436.43 380.83 1.06 0.93 

232.35 287.1 156.5 1.24 0.67 

31.26 36 32.36 1 1 

102.56 118.5:1 123.14 1.16 1.2 

393.73 546.97 401.78 1.39 1.02 

49.03 82.04 43.95 1.67 0.9 

164,12 202.74 139.49 1.24 0.85 

82.45 102.63 77.97 1.24 0.95 

117.89 134.2r. 135.34 1.14 1.15 

57.47 59.58 39.82 1.04 0.7 

605.88 683.52 499.11 1.13 0.82 

94.39 91.48 82.97 0.97 0.88 

57.54 61.35 55.31 1.07 0.96 

97.79 98-18 67.79 1 0.69 

20.54 22.2 19.19 1 1 

27.53 30.23 24.57. 1 1 

22-71 19.76 21.67 1 1 

339,08 390.35 313.81 1.15 0.93 

50.53 57-64 50.86 1.14 1.01 

57.16 79,74 76.2 1.4 1.33 

38.16 72.73 50.15 1.82 1.25 

73.01 91.41 74,15 1.25 1.02 

29.25 36.79 29.92 1 1 

23.49 23.58 23.08 1 1 

138.23 133.32 139.04 0.96 1.01 

23.61 32.9 31.83 1 I 
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EP1 130 094 A2 



NT2RP3002244 55.17 
NT2RP3002248 68.53 
NT2RP3002253 38.41 
]SfT2ElP3002255 168.99 
NT2RP3002264 44.05 
NT2RP3002267 26.06 
NT2RP3002273 99.28 
NT2RP3002276 19.53 
NT2RP3002281 37.59 
NT2RP3002286 30.42 
NT2RP3002297 198.27 
NT2RP30G2301 86.53 
NT2RP3002303 53.01 
NT2RP3002304^ 32.44 
NT2RP3002309 19.68 
NT2RP3002311 29.9 
NT2RP3002315 45.62 
NT2RP3002319 21.78 
NT2RP3002324 228.71 
NT2RP3002330. 59.33 
NT2RP3002333 242.08 
NT2RP3002337 44.4 
NT2RP3002342 43.55 
NT2RP3002343 34.9 
NT2RP3002351 20.91 
NT2RP3002352 30.5 
NT2RP3002353 71.78 
NT2RP3002362 124.23 
NT2RP3002363 38.11 
NT2RP3002377 44.72 
NT2RP3002383 130.04 
NT2RP3002388 35.83 
. NT2RP3002394 49.99 
NT2RP3002398 79.21 
NT2RP3002399 93.02 
NT2RP3002402 43.31 
NT2RP3002409 74.15 
NT2RP3002410 68.91 
NT2RP30024n 32.25 
NT2RP3002429 19.25 
NT2RP3002448 51.94 
NT2RP3002454 88.96 
NT2RP3002455 92.34 
NT2RP3002456 68.5J 
NT2RP3002462 53.07 
NT2RP3002469 30.95 
NT2RP3002470 114.41 
NT2RP3002484 201.73 
NT2RP3002491 11.09 
NT2RP3002494 1117.61 
NT2RP3002497 21.38 
NT2RP3002500 21.63 



62.72 66.22 
122.32 87.51 

31.8 33.77 
177.9 184.59 

40.61 41.69 

21.36 23.42 

132.94 !30.53 

31.09 30.76 
50.86 .'53.47 

39.5 37.6 
289,7 257.61 
94.22 91.69 
47.85 50.14 
42.53 :R81 

25.71 24.33 
37.26 34.94 
101.03 87.47 
28.55 29.65 
219.01 186.33 

95.67 65.36 
315.68 295.21 
51.03 50.85 
70.38 61.03 

43.73 44.29 
31.81 28.59 

41.78 35.34 

70.35 68.58 
142.32 97.17 

35.41 34.56 
46.51 36.3 
142.36 151.14 

45.72 43.7 
61.97 59.21 
126.27 128.21 
98-05 80.72 

44.68 39.43 
102.87 56-09 

85.11 79.09 

28.6 26.33 

21.69 25 
66.27 81.82 
110.48 87.19 
94.51 110.7 
124.23 76.15 

82.8 54.96 
39.55 32.73 
132.92 111.51 
251.05 192.81 
11.37 10.09 
1441.17 955.22 

19.12 19.13 
21.71 20.45 



1.14 L2 
1.78 1.28 
1 1 
1.05 L09 

0.92 0.95 

1 1 

1.34 1.31 

1 1 

1.27 1.34 
1 1 
1-46 1.3 

1.09 1.06 

0.9 0.95 

1.06 1. 

1 1 

1 1 

2.21 1.92 

I 1 

0-96 0.81 

1.61 1.1 
1.3 1.22 

1.15 1.15 

1.62 1.4 
1.09 1.11 

1 1 

1.04 1 

0.98 0.96 

1.15 0.78 

1 1 

1.04 ' 0.89 
1.09 1.16 

L14 1.09 

1-24 1.18 

1.59 1.62 

1.05 0.87 
1-03 0.92 
1.39 0.76 
1.24 1.15. 

1 1 

1 1 

1.28 1.58 
1.24 0.98 
1.02 1.2 
1.81 l.ll 

1.56 1.04 

1 1 
1.16 0.97 
1.24 0.96 

I 1 
1.29 0.85 

1 1 

1 1 
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EP1 130 094 A2 



NT2RP30O25O1 


46.12 


43.86 


51.26 


0.95 


1.11 


NT2RP3002512 


36.76 


30.74 


31.49 


1 


1 


NT2RP3002529 


32.46 


45.21 


39.38 


1.13 


1 


NT2RP3002533 


52.85 


69.58 


63.25 


1.32 


1.2 


NT2RP3002539 


41.9 


51.77 


43.9 1.24 1,05 


NT2RP3002540 


29.69 


26.98 


24.28 


1 


1 


NT2RP3002543 


52.93 


51.31 


50.86 


0.97 


0.96 


NT2RP3002545 


37.88 


54.86 


29.71 


1.37 


1 


NT2RP3002549 


28.09 


35.52 


29.78 


1 


1 


NT2RP3002552 


17.76 


■ 17.91 


23.08 


1 


1 


NT2RP3002558 


25.36 


34.12 


22.97 


1 


I 


NT2RP3002565 


26-21 


34.92 


34.73 


1 


1 


NT2RP3002566 


20.57 


26.5 


28.31 


1 


1 


NT2RP3002571 


■15.34 


16.38 


21.23 


1 


1 


NT2RP3002572 


48.24 


58.38 


47.95 


1.21 


0-99 


NT2RP3002573 


100.25 


125.77 


76.4 


1,25 


0-76 


NT2RP3002577 


28.11 


33.52 


30.72 


1 


I 


NT2RP3002579 


41.49 


42-29 


43,22 


1.02 


1.04 


NT2RP3002582 


62.98 


71-25 


64.36 


1.13 


1.02 


NT2RP3002587 


34.51 


38.9 


38.19 


1 


1 


NT2RP3002590 


53.88 


42.52 


53.88 


0.79 


1 


NT2RP3002602 


44.63 


46.13 


48.74 


1.03 


1.09 


NT2RP3002603 


1050.92 


1295.99 742.83 1.23 0.71 


NT2RP3002621 


27.69 


33.93 


20-65 


1 


1 


NT2RP3002622 


61.52 


72.03 


58-35 


1.17 


0.95 


NT2RP3002624 


34.07 


32.98 


37.7 


1 


I 


NT2RP3002628 


96.65 


113.19 


105.29 


1.17 


1.09 


NT2RP3002629 


102.84 


116.31 


114.99 


1.13 


1.12 


NT2RP3002631 


6.16 


5.96 


3.23 


1 


1 


NT2RP3002647 


33.91 


31.82 


34.73 


1 


1 


NT2RP3002649 


79.36 


101.87 


79.66 


1.28 


1 


NT2RP3002650 


96.33 


120.26 


88.16 


1.25 


0.92 


NT2RP3002652 


44.7 


40.97 


34.83 


0.92 


0.89 


NT2RP3002654 


42.27 


42.98 


52.06 


1.02 


1.23 


NT2RP3002657 


181.9 


195.68 


181.98 


1.08 


1 


NT2RP3002659 


38.26 


29.13 


38.15 


1 


1 


NT2RP3002660 


104.58 


100.78 


89.16- 


0.96 


0.85 


NT2RP3002663 


29.93 


27.09 


32,81 


1 


1 


NT2RP3002664 


49.51 


57.15 


37.69 


1.15 


0.81 


NT2RP3002667 


40.39 


38.2 


33.43 


0.99 


0.99 


NT2RP3002671 


21.78 


27.84 


27.47 


. 1 


1 


NT2RP3002682 


134.94 


124.84 


125.91 


0-93 


0-93 


NT2RP3002684 


20.17 


23.55 


22.82 


1 


1 


NT2RP3002687 


33.43 


34.38 


30.29 


1 


1 


NT2RP3002688 


28.16 


40.85 


35.15 


1.02 


1 


NT2RP3002698 


20.33 


29.79 


27.84 


1 


1 


NT2RP3002701 


37.69 


39.18 


38.09 


1 


1 


NT2RP3002705 


59.73 


80.87 


53.39 


1.35 


0.89 


NT2RP3O02708 


58.63 


52-06 


55.2 


0.89 


0.94 


NT2RP3002711 


65.94 


42.16 


49.17 


0.64 


0.75 


NT2RP30027J2 


376.94 


760.41 


522.35 


2.02 


1.39 


NT2RP3002713 


17.08 


16.65 


22.46 


1 


1 
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NT2RP3002721 59.3 

NT2RP3002722 75.48 

NT2RP3002723 168.14 

NT2RP3002737 75.56 

NT2RP3002738 43.47 

NT2RP3002742 91.46 

NT2RP3002744 25.19 

NT2RP3002756 20.99 

NT2RP3002757 314.6 

NT2RP3002758 316.66 

NT2RP3002762 62.34 

NT2RP3002763 35.64 

NT2RP3002770 23.63 

NT2RP3002771 64.59 

NT2RP3002785 16.99 

NT2RP3002790 17.42 

NT2RP3002799 38.43 
NT2RP3002801 36 

NT2RP3002802 75.68 

NT2RP3002810 38.43 

NT2RP3002818 16,71 

NT2RP3O02821 82.59 

NT2RP3002823 16.14 

NT2RP3002825 29.97 

NT2RP3002829 56.67 

NT2RP3002831 39.21 

NT2RP3002836 100.32 

NT2[U^3002845 43.58 

NT2RP3002852 47.35 

NT2RP3002861 24.44 

NT2RP3002869 21.09 

NT2RP3002874 114.64 

NT2RP3002876 91.78 

NT2RP3002877 67.53 

NT2RP3002887 15.18 

NT2RP3002900 84.61 

NT2RP3002902 51.09 

NT2RP3002909 67.02 

NT2RP3002911 51.83 

NT2RP3002948 16.79 

NT2RP3002953 34.1 

NT2RP3002955 20.72 

NT2RP3002958 36.45 

N'r2RP3002969 103.15 

Nrr2RP3002972 24.57 

NT2RP3002978 43.22 

NT2RP3002983 25.18 

NT2RP3002985 230.37 

NT2RP3002988 24.12 

NT2RP3003000 32.23 

NT2RP3003008 36.94 

NT2RP3003012 27.83 



85.17 77.58 1.44 1.31 

105.19 91.94 1.39 1.22 

249.1 197.12 1.48 1.17 
70.15 69.36 0.93 0.92 
46.17 49.75 1.06 1.14 
197.54 163.14 2,16 1.78 
23.77 27.75 1 1 

34.1 30.35 1 1 

413.48 473.72 1.31 1.51 
390.6 419.58 1.23 1.33 
88.77 67.06 1.42 1.08 
40.12 38.48 1 1 
14.35 25,47 1 1 

115.02 108.28 1.78 1.68 
22.51 28.08 I 1 
27.12 27.61 1 1 

63.67 47.31 1.59 1.18 
38.11 37.68 1 1 

104.49 70.89 L38 0.94 
39.64 45.83, 1 L15 
19.6 20.05 1 I 

111.38 103.63 1.35 1.25 

23.07 23.79 1 1 

42.62 51.52 1.07 1.29 

75.96 64.42 1.34 1.14 

48.28 44.67 1.21 1.12 

151.67 121.88 1.51 1.21 

43.77 37.66 1 0.92 

43.95 45.51 0,93 0.96 

43.68 37.2 1.09 ' 1 

37.96 43.81 1 1.1 
160.28 176.35 1.4 1.54 
124.1 102.42 1.35 1.12 

88.2 58.11 1.31 0.86 

18.03 14.99 1 1 
115 84.7 1.36 1 

63.53 44.04 1.24 0.86 

93.32 90.48 1.39 1.35 

62.4 51.57 1.2 0.99 
27.46 27.85 1 1 
33.67 19.45 1 1 
24.46 21.25 1 1 
33.39 36.88 1 1 

94.02 75.44 0.91 0.73 

29.3 23.42 1 I 
43.59 36.37 l.Ol 0.93 
27.57 25.24 1 1 
195.06 212.4 0.85 0.92 
36.74 22.84 1 1 
25.03 25.55 1 1 
45.85 39.33 1.15 1 
41.25 27.29 1.03 1 
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EP1 130 094 A2 



NT2RP3003015 


8.21 


8.61 


14.36 


1 


1 


NT2RP3003018 


43.12 


32.66 


31.72 


0,93 


0.93 


NT2RP3003028 


28.71 


27.5 


24.44 


1 


1 


NT2RP3003029 


200.91 


206.52 


247.25 


1.03 


1.23 


NT2RP3003032 


104.87 


104.11 


100.21 


0.99 


0,96 


NT2RP300304] 


5.2 


4.96 


6-4 


1 1 




NT2RP3003044 


61.39 


53.08 


48.13 


0-86 


0.78 


NT2RP3003047 


65.05 


61.01 


50.32 


0.94 


0,77 


NT2RP3003050 


81.64 


85.12 


88.43 


1.04 


1.08 


NT2RP3003053 


130.71 


148.3 


110.46 


1.13 


0.85 


NT2RP3003059 


28-51 


21.68 


24.58 


1 


1 


NT2RP3003061 


42.13 


49.09 


36.07 


1.17 


0.95 


NT2RP3003068 


58.02 


59.04 


59.36 


1.02 


1.02 


NT2RP3003071 


58.04 


63.86 


50.19 


1.1 


0.86 


NT2RP3003076 


147.96 


137.86 


103.49 


0.93 


0.7 


NT2RP3003078 


25.58 


28.56 


23.61 


1 


1 


NT2RP3003081 


72.21 


77.62 


70.95 


1.07 


0.98 


NT2RP3003090 


46.8 


48.98 


48.09 


1.05 


1.03 


NT2RP3003097 


57.87 


52.69 


44.19 


0.91 


0.76 


NT2RP3003098 


34.21 


30.03 


27.19 


1 


1 


NT2RP3003101 


50.81 


39.38 


49.48 


0.79 


0.97 


NT2RP3003109 


153.35 


166.7 


1S9,S3 


1.09 


1.24 


NT2RP3003121 


66.63 


80.69 


55.75 


1.21 


0.84 


NT2RP3003133 


46.03 


64 


88.32 


1.39 


1.92 


NT2RP3003137 


28.14 


20.96 


24.07 


1 


1 


NT2RP3003138 


20.01 


20.35 


22.05 


1 


1 


NT2RP3003139 


61.14 


61.42 


46.51 


1 


0.76 


NT2RP3003145 


175.66 


184.49 


166.63 


1.05 


0.95 


NT2RP3003150 


32.52 


33.81 


37.08 


1 


1 


NT2RP3003157 


83.36 


102.72 


94.03 


1.23 


1.13 


NT2RP3003185 


26.09 


28.62 


23.95 


1 


1 


NT2RP3003193 


53.04 


78.17 


45.99 


1.47 


0.87 


NT2RP3003197 


32.62 


33.01 


27.89 


1 


1 


NT2RP3003203 


89.37 


91.77 


103.1 


1.03 


1.15 


NT2RP3CX)3204 


55.93 


69.49 


59.09 


1.24 


1.06 


NT2RP3003210 


1429.85 


1457.": 


J 1422.21 1.02 0.99 


NT2RP3003212 


36.76 


46.5 


49.94 


1.16 


1.25 


NT2RP3003213 


21.73 


30.96 


31.33 


I 


1 


NT2RP3003224 


18.28 


25.18 


23.12 


. 1 


1 


NT2RP3003226 


59-96 


65.81 


58.87 


1.1 


0.98 


NT2RP3003230 


54.68 


54.94 


45.65 


1 


0.83 


NT2RP3003235 


96.54 


103-84 


100.17 


1.08 


1.04 


NT2RP3003242 


31.19 


33.59 


46.66 


1 


1.17 


NT2RP3003251 


47.34 


46.86 


51.73 


0.99 


1.09 


NT2RP3003252 


29.8 


43.11 


32-53 


1.08 


I 


NT2RP3003258 


75.96 


74.28 


84.41 


0-98 


1.11 


NT2RF3003260 


43.71 


50.04 


44.53 


1.14 


1.02 


NT2RP3003264 


46.41 


49-05 


41.66 


1.06 


0.9 


NT2RP3003273 


30.87 


34.85 


36.92 


1 


1 


NT2RP3003278 


19.53 


21.65 


19.18 


1 


1 


NT2RP3003280 


70.3 


105.23 


100.25 


1.5 


1.43 


NT2RP3003282 


29.36 


37.26 


41.52 


1 


1-04 
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NT2RP3003290 

NT2RP3003301 

NT2RP3003302 

NT2RP3003311 

NT2RP3003312 

NT2RP3003313 

NT2RP3003327 

NT2RP3003330 

NT2RP3003344 

NT2RP3003346 

NT2RP3003349 

NT2RP3003353 

NT2RP3003354 

NT2RP3003368 

NT2RP3003375 

NT2RP3003377 

NT2RP3003384 

NT2RP3003385 

NT2RP3003396 

NT2RP3003403 

NT2RP3003409 

NT2RP3003411 

NT2RP3003420 

NT2RP3003425 

NT2RP3003426 

NT2RP3003427 

NT2RP3003433 

NT2RP3003437 

NT2RP3003448 

NT2RP3003455 

NT2RP3003462 

NT2RP3003464 

NT2RP3003469 

NT2RP3003473 

NT2RP3003474 

NT2RP3003475 

NT2RP3(X)3490 

N'nRP3003491 

NT2RP3003493 

NT2RP3O035O0 

NT2RP3003527 

NT2RP3003532 

NT2RP3003535 

NT2RP3003536 

NT2RP3003543 

NT2RP3003549 

NT2RP3003552 

NT2RP3003555 

NT2RP3003559 

NT2RP3003564 

NT2RP3003572 

NT2RP3003576 



EP1 130 094 A2 



53.11 


79.08 


68.22 


1.49 


1.28 


23.63 


34.12 


34.2 


1 


1 


29.76 


36,69 


34.81 


1 


1 


33.02 


35.19 


28-62 


1 


1 


31.95 


30.46 


25.13 


1 


1 


22.54 


26.76 


28.64 


1 


1 


28.13 


35.45 


35.73 


1 


1 


23.97 


42.1 


39.66 . 


1.05 


1 


17.95 


30,92 


31.35 


1 


1 


38,44 


40.04 


32.22 


1 


1 


60.55 


76.46 


64.89 


1.26 


1.07 


27.37 


36.5 


28.9 


1 


1 


161.75 


238.83 


211.06 


1.48 


1.3 


25.31 


26.96 


30.07 


1 


1 


19-97 


23-49 


26.89 


1 


1 


26.74 


28.34 


31.65 


1 


1 


25.96 


27.31 


29.85 


1 


1 


11.85 


18.33 


12.44 


1 


1 


92.34 


128.93 


97.11 


1.4 


1.05 


30.87 


32.28 


24.09 


1 


1 


29.46 


25.47 


25-88 


1 


1 


99.26 


102.69 


1 17.35 


1.03 


1,18 


40.59 


47.26 


50-49 


1.16 


1.24 


27.86 


30.03 


38.29 


1 


1 


114.22 


149.54 


110.58 


1.31 


0.97 


29.42 


49.96 


43.87 


1.25 


1.1 


102.25 


116.31 


100.86 


1.14 


0.99 


220.13 


297.2 


298.55 


1.35 


1.36 


59.82 


65.11 


39.78 


1.09 


0.67 


52.9 


66.55 


49.25 


1,26 


0.93 


33.11 


39.48 


32.79 


1 


1 


23.16 


21.25 


23.09 


1 


1 


33.63 


46.93 


35.52 


1,17 


1 


150.71 


144.82 


179.22 


0.96 


1.19 


32.83 


24.24 


29.87 


1 


1 


29.91 


23.56 


23.67 


1 


1 


28.42 


21.14 


23.16 


1 


1 


38,03 


41.08 


31.03 


1.03 


1 


259.66 


299.8 


250.81 


1.15 


0.97 


25.38 


26.58 


21.77 


1 


1 


20.74 


27.88 


21.92 


1 


1 


44.02 


49.96 


37-36 


1.13 


0.91 


29.82 


61.91. 


32.24 


1.55 


I 


40.45 


49.94 


40.95 


1.23 


1.01 


31.23 


31.59 


39.97 


1 


1 


16.2 


16.71, 


24.15 


1 


1 


7.61 


8.16 


10.28 


1 


1 


66.81 


99.09 


115.8 


1.48 


1,73 


33.68 


25.88 


37.86 


1 


1 


27.89 


49.08 


40.34 


1.23 


1.01 


61.68 


50.6 


49.88 


0.82 


0.81 


197.7 


212.18 


139.92 


1,07 


0.71 
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NT2RP3003587 99.62 

NT2RP3003589 106.69 

NT2RP3003592 48.47 

NT2RP3003593 121.2 

NT2RP3003614 99.68 

NT2RP3003621 41.62 

NT2RP3003625 96.86 

NT2RP3003627 134.8 

NT2RP3003636 51.46 

NT2RP3003642 100.17 

NT2RP3003645 20.8 

NT2RP3003648 41.86 

NT2RP3003649 31.16 

NT2RP3003650 36.91 

NT2RP3003656 49.88 

NT2RP3003659 48.02 

NT2RP3003662 217.13 

NT2RP3003664 48.79 

NT2RP3003665 17.33 

NT2RP3003671 37.51 

NT2RP3003672 98.67 

NT2RP3003673 54.44 

NT2RP3003679 555.93 

NT2RP3003680 31.86 

NT2RP3003686 28.07 

NT2RP3003689 40.14 

NT2RP3003697 1481.32 

NT2RP3003701 38.43 

NT2RP30O3704 71.4 

NT2RP3003714 28.59 

NT2RP3003716 27.93 

NT2RP3003721 30.86 

NT2RP3003722 26.43 

NT2RP3003726 20.58 

NT2RP3003729 32.82 

NT2RP3003731 31.23 

NT2RP3003740 15.05 

NT2RP3003746 38.26 
NT2RP3003749 5.25 

NT2RP3003754 38.81 
NT2RP3003759 7.69 

OT2RP3003764 30.47 

NT2RP3003766 21.34 

NT2RP3003767 95.41 

NT2RP3003778 94.67 

NT2RP3003779 119.32 

NT2RP3003783 171.19 

NT2RP3003787 40.38 

NT2RP3003789 28.79 

NT2RP3003795 29.47 

NT2RP3003799 2!. 04 

NT2RP3003800 32.73 



1/1.27 


1 1 o m 
1 18.07 


1,22 


1.19 


148.93 


135.82 


1.4 


1.27 


34.93 


34.74 


0,83 


0.83 


89.05 


117.85 


0.73 


0.97 


87.23 


62.23 


0.88 


0.62 


38.54 


60.39 


0.96 


1.45 


121.98 


79.4 


1.26 


0.82 


228.15 


118.18 


1.69 


0.88 


92.4 


74.18 


1.8 


1.44 


79.67 


85.03 


0.8 


0.85 


24.32 


24.49 


1 


I 


25.21 


34.05 


0-96 


0.96 


27.84 


32.6 


1 


1 


39 


41.77 


1 1.04 


59.39 


81.98 


1.19 


1.64 


47.56 


48.36 


0.99 


1.01 


222.27 


231.82 


1.02 


1.07 


48.51 


53.65 


0.99 


1-1 


25.8 


24.55 


1 


1 


33.34 


36.86 


1 


1 


100.41 


122.88 


1.02 


1.25 


49.04 


61.03 


0.9 


1.12 


677,53 


564.6 


1.22 


1.02 


45.99 


36.14 


1.15 


1 


26.41 


27.17 


1 


1 


43.48 


57.49 


1.08 


1.43 



1320.42 1671.16 0.89 1.13 
32.9 40.95 - 1 1.02 

101.56 77.83 1.42 1.09 
35.43 38.46 1 1 
28.85 36.37 1 1 
40 43.6 1.3 1.09 
22.24 30.55 1 1 
19.68 16.82 1 1 

48.21 50.44 1.21 1.26 
40.64 46.66 1.02 1.17 
22.27 14.47 1 1 

40.22 39.43 1.01 1 
5.71 9.07 1 1 
28.6 .33.55 1 1 
6.8 10.74 1 1 
37.74 34.96 1 1 
28.02 25.18 1 1 
149.71 94-89 1.57 0.99 
131.15 98.32 1.39 1.04 
121.27 121.96 1.02 1.02 
219-82 218.95 1.28 1.28 



39,85 


40,63 


0.99 


1.01 


38.93 


56 


1 


1.4 


36.03 


39.29 


1 


1 


28-37 


33.72 


1 


1 


47.39 


54.64 


1.18 


1.37 
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NT2RP3003805 64.74 

NT2RP3003809 47.93 

NT2RP3003819 126.12 

NT2RP3003824 91.46 

NT2RP3003825 76.73 

NT2RP3003828 56.58 

NT2RP3003831 54.49 

NT2RP3003833 39.47 

NT2RP3003836 74.08 

NT2RP3003842 140.84 

NT2RP3003843 49.42 

NT2RP3003844 257.28 

>rr2RP3003846 53.68 

NT2RP3003849 22.13 

NT2RP3003862 406.72 

NT2RP3003870 22.75 

NT2RP3003874 35.95 

NT2RP3003876 129.38 

NT2RP30Q3880 45.82 

NT2RP3003889 23.45 

NT2RP3003891 20.78 

NT2RP3003914 66.42 

NT2RP3003915 49.11 
NT2RP3003918 50 

NT2RP3003920 178.39 

NT2RP3003924 54.06 

NT2RP3003932 91.65 

NT2RP3003939 52.16 

NT2RP300394O 97.46 

NT2RP3003943 24.14 

NT2RP3003959 23.09 

NT2RP3003963 44.65 

NT2RP3003965 43,15 

NT2RP3003972 168.48 

NT2RP3003973 31,45 

NT2RP3003979 85.27 

NT2RP3003980 61.68 

NT2RP3003982 17.84 

NT2RP3003989 47.69 

NT2RP3003992 29.53 

NT2RP3004000 14.57 

NT2RP3004001 177.54 

NT2RP3004005 30.16 

NT2RP3004013 46.17 

NT2RP3004016 34.63 

NT2RP3004025 60.47 

NT2RP3004030 195.26 
NT2RP3004041 67.7 

NT2RP3004042 1660.01 

NT2RP3004044 77.95 

NT2RP3004051 78.57 

NT2RP30O4052 77.19 



94.82 77.32 1.46 1.19 

42.27 42.5 0,88 0.89 . 

156.3 107.38 1.24 0.85 

122.08 133.15 1.33 1.46 

126.14 85.32 1.64 1.11 

58.09 66.3 1.03 1,17 

93.96 31-03 1,72 1.49 

75.96 64.02 1.9 1.6 

.99.63 77.31 1.34 1,04 

181.57 132.26 1.29 0.94 

59.35 42.12 1.2 0.85 

375.6 320.58 L46 1.25 

58.2 51.75 1.08 0.96 

34,22 28.94 1 1 

847.9 1028.77 2.08 2.53 

34.16 30.63 1 1 

49.65 40.87 1.24 1,02 

131.16 115.94 1.01 0.9 

47.69 44.1 1.04 0.96 

20.52 25.95 1 1 

26.18 19.73 1 1 

72.57 64.07 1.09 0.96 
55.32 70.79 1.13 1.44 

65.27 55.35 1.31 1.11 

277.64 168.45 1.56 0.94 
70.24 70.33 1.3 1.3 
81.99 67.7 0.89 0.74 

55.91 69.9 1.07 1.34 

162.65 172.59 1,67 1.77 

24.58 22.04 I 1 

27.92 38.31 1 1 

. 55.53 37.38 1.24 0.9 

43.18 36.22 1 0.93 

231.15 168.29 1.37 1 

52.09 37.35 1.3 1 

■106.87 81.39 1-25 0.95 

69.29 63.49 1.12 1.03 

6.37 19.34 1 1 

54.74 72.28 1.15 1.52 

23.75 36.55 1 1 
13.08 20.27 1 I 
233.79 127.51 1.32 0.72 
35.65 26.42 1 1 
46.65 37.77 1.01 0,87 
35.37 32,09 1 I 

54.61 43.79 0.9 0.72 
248.59 192.14 1.27 0.98 

62.62 78.31 0^92 1.16 
1724.57 1465.74 1.04 0.88 

89 64.06 1.14 0-82 

96.82 72.26 1.23 0.92 

97.8 81.54 1.27 1.06 
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NT2RP3004053 


253.72 


303.58 


293.82 


1.2 


1.16 


NT2RP3004055 


32.75 


27.09 


27.66 


1 


1 


NT2RP3004059 


65.86 


• 79.05 


60.14 


1.2 


0.91 


NT2RP3004063 


95,84 


90.36 


96.87 


0.94 


1.01 


NT2RP3004067 


63.43 


70.46 


80.31 


Ml 


1.27 


NT2RP3004070 


127.46 


123.32 


94.25 


0.97 


0.74 


NT2RP3004075 


88.72 


117,53 


102.4 


1.32 


1.15 


NT2RP3004078 


36.66 


32.91 


32.79 


1 


1 


NT2RP3004083 


69,74 


97.89 


110.43 


1.4 


1.58 


NT2RP3004084 


125.88 


137.91 


59.34 


1.1 


0.47 


NT2RP3004087 


96.25 


77.81 


103.81 


0.81 


1.08 


NT2RP3004090 


41.03 


90.6 


68.84 . 


2.21 


1.68 


NT2RP3004093 


77.28 


109.24 


81.21 


1.41 


1.05 


NT2RP3004095 


210.04 


196.1 


155.28 


0.93 


0.74 


NT2RP3004102 


39.95 


47.29 . 


49.64 


L18 


1.24 


NT2RP3004110 


162.98 


195.65 


190.86 


1.2 


1.17 


NT2RP3004119 


48.75 


62.19 


67.55 


1.28 


1.39 


NT2RP3004125 


141.66 


179.44 


183.5 


1.27 


1.3 


NT2RP3004129 


40.03 


57.6 


59.81 


1.44 


1.49 


NT2RP3004130 


'57.62 


59.13 


62.66 


1.03 


1.09 


NT2RP3004133 


111 


102.14 


108.91 


0.92 


0.98 


NT2RP3004145 


27.76 


26.25 


31.93 


1 


1 


NT2RP3004148 


39.07 


40.2 


36.75 


1.01 


1 


NT2RP30O4155 


67.78 


42,47 


67.99 


0.63' 


1 


NT2RP3004165 


56.72 


64.94 


60.59 


1.14 


1.07 


NT2RP3004179 


22.85 


32.11 


37.49 


1 


1 


NT2RP30041 85 


24.36 


34.07 


37.25 


1 


1 


NT2RP3004188 


66.84 


96.78 


76.48 


1.45 


1.14 


NT2RP3004189 


46.23 


62.74 


67.06 


1.36 


1.45 


NT2RP3004190 


42.52 


45.07 


50.82 


1.06 


1.2 


NT2RP3004191 


202.98 


249.47 


202.1 


1.23 


1 


NT2RP3004202 


35.82 


33.56 


31.45 


1 


1 


NT2RP3004205 


43.69 


72.12 


54.29 


1.65 


1.24 


NT2RP3004206 


35.46 


49.76 


45.93 


1.24 


1.15 


NT2RP3004207 


14.22 


25.46 


28.68 


1 


1 


NT2RP30042O9 


24.68 


41.96 


45.58 


1.05 


1.14 


NT2RP3004215 


38.32 


48.72 


44.16 


1.22 


1.1 


NT2RP3004219 


80.8 


112.37 


96.89 


1.39 


1.2 


NT2RP3004242 


125.53 


171.57 


162.67 


1.37 


1.3 


NT2RP3004246 


70.46 


100,3 


94.37 


1.42 


1.34 


NT2RP3004253 


33.65 


54.54 


49.59 


1.36 


1.24 


NT2RP30O4258 


91.75 


179.55 


148.48 


1.96 


1.62 


NT2RP30D4262 


23.52 


29.25 


32-8 


1 


1 


NT2RP3004275 


29.98 


36.48 


32.64 


1 


1 


NT2RP3004282 


730.96 


592.26 


569.66 


0.81 


0.78 


NT2RP30O4289 


49.81 . 


56.26 


53.86 


L13 


1.08 


NT2RP3004294 


108.56 


146.82 


109.06 


1.35 


1 


NT2RP3004298 


935.9 


825.21 


946.53 


0.88 


1.01 


NT2RP3004309 


87.44 


147.81 


128 


1.69 


1.46 


NT2RP3004321 


27.53 


38.48 


42.68 


1 


1.07 


NT2RP3004322 


37.8 


46.62 


38.83 


1.17 


1 


NT2RP3004332 


2087.99 


1664.03 1652.84 0. 


8 0.79 
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NT2RP3004334 

NT2RP3004336 

NT2RP3004338 

NT2RP3004341 

NT2RP3004345 

NT2RP3004348 

NT2RP3004349 

2vnr2RP3004355 

NT2RP3O04356 

NT2RP3004360 

NT2RP3004361 

NT2RP30O4374 

NT2RP3004378 

NT2RP3004399 

NT2RP3004405 

NT2RP3004406 

NT2RP3004411 

NT2RP3004424 

NT2RP3004428 

NT2RP3004432 

NT2RP3004434 

NT2RP30O4446 

NT2RP3004451 

NT2RP3004454 

NT2RP3004466 

NT2RP3004470 

NT2RP3004472 

NT2RP3004475 

NT2RP3004480 

NT2RP30O4481 

NT2RP3004490 

NT2RP3004496 

NT2RP3004498 

NT2RP30O4503 

NT2RP3004504 

NT2RP3004505 

NT2RP3004507 

NT2RP3004519 

NT2RP3004524 

NT2RP3004527 

NT2RP3004534 

NT2RP30O4539 

NT2RP3CXK54I 

NT2RP3004544 

NT2RP3004551 

NT2RP3004552 

NT2RP3004557 

NT2RP3004561 

NT2RP30O4566 

NT2RP3004569 

NT2RP30O4572 

NT2RP3004578 



49.38 35.5 37.15 0.81 0.81 

87.29 96.15 72.21 1.1 ' 0.83 

237.24 202.64 90.27 0.85 0.38 

44.72 50.29 46 1.12 1.03 
76.87 96.92 95.62 1.26 1.24 
112.27 146.02 129.87 1.3 1.16 
102.45 114.73 111.08 1.12 1.08 
37.02 42.08 41.04 1.05 1.03 
140.31 152.19 165.73 1.08 1.18 
36.38 30.03 25.16 I 1 

53.41 63.16 34.51 1.18 0.75 
49.44 86.1 62 1.74 1.25 
91.68 128.91 81.31 1.41 0.89 

36.97 46-6 4^.13 1.17 1.1 
38.9 49.75 45 1.24 1.13 

39.42 49.03 45.23 1,23 1.13 
35.17 39.08 32.96 1 1 
29.21 29.74 24.33 1 1 
34.11 36.54 46.38 1 1.16 
36.94 41.96 34,59 1.05 1 
60.07 78.53 71.15 1.31 1.18 

31.37 39.4 49.98 1 1.25 

31.02 39.25 35.59 1 1 
25.89 34.31 21.28 1 1 
114.95 89.15 70.2 0.78 0.61 
144,42 183.37 120.21 1.27 0.83 
19.68 23.77 21.01 1 1 
23.31 17.7 28.06 1 . 1 

66.73 68.77 58.55 1.03 0.88 

35.98 47.95 40.79 1.2 1.02 

32.03 26.24 49.69 . 1 1.24 
177.5 89.61 219.13 0.5 1.23 

202.13 243.53 170.4 1.2 0.84 

122.49 122.68 103.11 1 0.84 

65.35 91.18 74.69 1.4 1.14 

136.86 160.35 101.46 1.17 0.74 

25.93 27.52 24.4 1 1 . 

51.38 54.44 67,23 1.06 1.31 
205.07 241.42 169.63 1.18 0.83 

25.6 24.92 21.93 1 1 

89.99 96.47 70.64 1.07 0.78 
92.66 108.27 79.87 1.17 0,86 
88.72 110.55 87-51 1.25 0.99 
58.56 60.41 57.63 1.03 0.98 
65.91 83.35 66.69 1.26 1.01 
30.3 31.56 45.37 1 L13 
64.5 47.43 68.3 0.74 1.06 
25.53 23.26 25.36 1 1 
125.24 173.89 117.93 1.39 0.94 
49.16 49.44 60.25 1.01 1.23 
55.58 43.31 32.83 0.78 0.72 
25.37 26.01 25.04 1 1 
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NT2RP3004584 359.99 

NT2RP3004588 56.8 

NT2RP3004594 53.96 

NT2RP3004603 655.79 

NT2RP3004612 51.3 

NT2RP3004617 19.42 

NT2RP3004618 24.28 

NT2RP3004625 76.43 

NT2RP3004635 19.08 

NT2RP3004640 1378,97 

NT2RP30(H642 182.41 

NT2EIP3004647 63.45 

NT2RP3004652 91.53 

NT2RP3004669 39.42 

NT2RP3004670 160.62 

NT2RP4000008 222.26 

NT2RP4000018 56.28 

NT2RP4000023 42.37 

NT2RP4000025 80.81 

NT2RP4O00035 69.03 

NT2RP4000041 79.1 

NT2RP4000049 147.86 

NT2RP4000050 24.77 

NT2RP4000051 75.66 

NT2RP4000063 72.62 

NT2RP4000065 45.24 

NT2RP4000070 31.26 

NT2RP4000074 12.33 

NT2RP4000078 75.86 

NT2RP4000080 80.88 

NT2RP4000099 1053.21 

NT2RP4000102 27.86 

NT2RP4OO0103 21.35 

NT2RP4000108 58.21 

NT2RP4000109 69.1 

NT2RP4000111 23.75 

NT2RP4000112 114.98 

NT2RP4000115 51.75 

NT2RP4000129 35.57 

NT2RP4000137 63.85 

NT2RP4000138 66.49 

NT2RP4000141 28.94 

NT2RP4000147 26 

NT2RP4000150 88.3 

NT2RP4000151 52.29 

NT2RP4000157 778.86 

NT2RP4000I59 40.74 

NT2RP4000163 52.33 

NT2RP4000167 27.03 

NT2RP4000171 29.03 

NT2RP4000175 479.51 

NT2RP4000180 785.14 



342.69 335.17 0.95 0.93 

34.86 42.32 0.7 0.75 

53.37 68.69 0.99 1.27 

684,48 . 717.45 1.04 1.09 

60.62 72.09 1.18 1.41 

21.74 17.97 1 1 

27.09 31.21 1 1 

84.31 85.4 l.l 1.12 

22.45 20.58 1 1 
1514.12 1303.71 1.1 0.95 

303.56 310.29 1.66 1.7 

83.43 77.11 1.31 1.22 

104.68 89.16 1.14 0.97 

38.2 35,67 1 1 

115.64 117.02 0.72 0.73 

228.43 224.99 1.03 1.01 

93.57 95.69 1.66 1.7 
48.37 49.02 1.14 1.16 
126.58 101.15 1.57 1.25 

82.1 E;1.16 1-19 L18 
90.13 &0.28 1.14 1.01 

192.41 168.8 1.3 1.14 
31.25 36.38 1 I 

116.42 82.53 1.54 1.09 
m.22 100.15 1.38 1.38 

54.51 49.9 1.2 1.1 
54,15 46,48 L35 1.16 • 
16.23 20.29 1 1 
110.9 80.3 1.46 1.06 

93.02 78.58 1.15 0.97 
,1038.5 916.55 0.99 0.87 
29.09 25.75 1 1 
29.48 30.97 1 1 

88.52 86.37 1.52 1.48 
131.83 82.99 1.91 1.2 

22.87 28.88 1 1 

134.89 105.27 1.17 0.92 

65.58 71.79 1.27 1.39 

40.59 48.71 1.01 1.22 
72.79 62.88 1.14 0.98 
121.56 116.38 1.83 1.75 
41.68 52.28 1.04 1.31 

38 38.92 1 1 

120.98 84.52 1.37 0.96 

63.78 54.84 1.22 1.05 
1091.73 934.87 1.4 1.2 

42.67 33.34 1.05 0.98 

101.29 76.1 1.94 1.45 

44.14 34.24 1.1 1 

45.34 48.5 1.13 1.21 
694,03 732.28 1.45 1.53 

618.3 535.68 0.79 0.68 
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NT2RP4000185 


272.26 


311.17 


267.89 


1.14 


0.98 


NT2RP4000192 


3L33 


34.17 


36.03 


1 


1 


NT2RP4000194 


37.09 


47.26 


43.63 


1.18 


1.09 


NT2RP4000196 


173.52 


187.35 


178.79 


1.08 


1.03 


NT2RP4000210 


133.92 


204.79 


148.13 


1.53 


Lll 


NT2RP4000212 


102.04 


156.41 


124.9 


1.53 


1.22 


NT2RP4000214 


87.17 


120.74 


99.23 


1.39 


1.14 


NT2RP4000216 


35.45 


34.37 


27.6 


1 


1 


NT2RP4000218 


73.32 


77.76 


81.62 


1.06 


1.11 


NT2RP4000223 


4315.51 


3901.66 


i 2653.96 0.9 


0.61 


NT2RP4000243 


283.83 


295.67 


254 


1.04 


0.89 


NT2RP4000246 


63,13 


77.18 


65.82 


1.22 


1.04 


NT2RP4000250 


260.85 


369.26 


332.3„ 


1.42 


1.27 


NT2RP4000256 


76.14 


96.38 


74.36 


1-27 


0.98 


NT2RP4000257 


304.33 


327.37 


220.04 


1.08 


0.72 


NT2RP4000259 


32.33 


31.01 


27.68 


1 


1 


NT2RP4000261 


33.11 


40.88 


36.45 


1.02 


1 


NT2RP4000262 


70J4 


119.93 


84.26 


1.71 


1.2 


NT2RP4000263 


28.95 


33.54 


30.35 


1 


1 


NT2RP4000280 


95.85 ^ 


95.01 


76.73 


0.99 


0.8 


NT2RP4000286 


42 


33.11 


33.2 0 


.95 0 


.95 


NT2RP4000290 


29.66 


23.46 


26.81 


1 


I 


NT2RP4000291 


463.19 


507.14 


484.02 


1.09 


1.04 


NT2RP4O0O301 


257.66 


256.04 


228.34 


0.99 


0.89 


NT2RP4000312 


461.34 


582.8 


330.17 


1.26 


0.72 


NT2RP4000321 


102.55 


127-18 


82.83 


1.24 


0.81 


NT2RP4000323 


30.01 


38-34 


29.69 


1 


1 


NT2RP4000324 


133.54 


155.56 


140.5 


1-16 


1.05 


NT2RP4000334 


1073.82 


1283.99 936.35 1.2 


0-87 


NT2RP4000343 


27.46 


16.41 


40.57 


1 


1.01 


NT2RP4000348 


■ 50.74 


45.93 


63.21- 


0-91 


1.25 


NT2RP4000349 


5.83 


4.49 


8.42 


1 


1 


NT2RP4OO0355 


139.86 


160.15 


128.91 


1.15 


0-92 


NT2RP4O00356 


198.87 


233.54 


126.23 


1.17 


0.63 


NT2RP4000360 


37.61 


36.07 


38.44 


1 


1 


NT2RP4000367 


12.78 


12.06 


13.14 


1 


1 


NT2RP4000370 


48.9 


49.45 


45-56 


1-01 


0.93 


NT2RP4000373 


33.89 


24.14 


29-92 


1 


1 


NT2RP4000376 


41.47 


43.67 


42.83 


1.05 


1.03 


NT2RP4000381 


56.09 


61-01 


67-82 


1.09 


1.21 


NT2RP4000388 


3438.4 


5353.31 


3404-96 1-56 0.99 


NT2RP4000390 


2074.82 


2579.24 1845.43 1.24 0.89 


NT2RP4000393 


81.2 


47.88 


61.2 


0.59 


0.75 


NT2RP4000398 


127.57 


120.61 


95.2 


0.95 


0.75 


NT2RP4000406 


102.29 


126-61 


132.07 


1.24 


1.29 


NT2RP400D407 


62.3 


104.36 


70.03 


1.68 


1.12 


NT2RP4000413 


15.84 


16.77 


26.24 


I 


1 


NT2RP4000415 


185.4 


198-86 


176.36 


1.07 


0.95 


NT2RP4000417 


110.32 


122.95 


109.48 


1. 11 


0.99 


NT2RP4000423 


103.64 


118.47 


113.8 


1.14 


1.1 


NT2RP4000424 


72.65 


76.73 


72.62 


1.06 


1 


NT2RP4000447 


924.91 


841.74 


991.27 


0.91 


1.07 
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NT2RP4(X)0448 


35.39 


34.3 


43.57 


1 1 


.09 


NT2RP4000449 


29L75 


289.2 


289.47 


0,99 


0.99 


NT2RP4000453 


47.87 


30.3 


33-87 


0.84 


0.84 


NT2RP4000455 


19.64 


23.84 


24.61 


1 


1 


NT2RP4000456 


104.61 


148.67 


142.24 


1.42 


1.36 


NT2RP4000457 


35.66 


40.6 


38.53 


1.02 


1 


OT2RP4000461 


52.1 


63.3 


42.8 1 


-21 0 


l82 


NT2RP4000462 


113.25 


177.92 


150.14 


1.57 


1.33 


NT2RP4000463 


734.32 


789.76 


803.95 


1.08 


1.09 


NT2RP4000471 


33.5 


37.42 


58.74 


1 1 


.47 


NT2RP4000472 


12.15 


15.6 


13.38 


1 


1 


NT2RP4000476 


12L76 


130.74 


160.3 


1.07 


1.32 


NT2RP40004S0 


66.33 


74.9 


77.03 


1.13 


1.16 


NT2RP4000481 


106.26 


128.49 


120.91 


1.21 


1.14 


NT2RP4000483 


87.45 


114.02 


116.44 


1.3 


1.33 


NT2RP4000487 


20.29 


22.04 


19.75 


1 


1 


NT2RP4000496 


43.59 


47.74 


44.56 


1.1 


1.02 


NT2RP4000497 


117.63 


194.85 


197.38 


1.66 


1.68 


NT2RP4000498 


116.96 


129.49 


162.43 


1.11 


1-39 


NT2RP4000500 


19.89 


30.49 


27,29 


1 


1 


NT2RP4000507 


80.77 


132.84 


67-15 


1.64 


0.83 


NT2RP4000515 


559.2 


489.79 


440.24 


0.88 


0.79 


NT2RP4000516 


160.4 


200.17 


169.4 


1.25 


1.06 


NT2RP4000517 


44.31 


66.96 


58.88 


1.51 


1.33 


NT2RP4000518 


33.71 


55.87 


41.71 


1.4 


1.04 


NT2RP4O00519 


14:72 


16.89 


18.66 


1 


1 


NT2RP4000524 


7.68 


10.47 


12.02 


1 


1 


NT2RP4000528 


19.94 


15.33 


17.45 


1 


1 


NT2RP4000537 


282.75 


572.44 


398.79 


2.02 


1.41 


NT2RP4000541 


31,87 


58.32 


29:64 


1.46 


1 


NT2RP4000543 


77.54 


95.32 


104.85 


1.23 


1.35 


NT2RP4000545 


103.35 


115.15 


95.54 


1.11 


0.92 


NT2RP4000546 


46.19 


61.68 


58.47 


1.34 


1.27 


NT2RP4000549 


304.19 


447.85 


414.46 


1-47 


1.36 


NT2RP4000556 


48.61 


81.77 


75.72 


1.68 


1.56 


NT2RP4000557 


' 17.38 


22.38 


15.84 


1 


1 


NT2RP4000558 


45.51 


57.79 


56.51 


1.27 


1.24 


NT2RP4000560 


611.52 


667.32 


483.99 


1-09 


0.79 


NT2RP4000568 


43.55 


46.84 


31.83 


1.08 


0.92 


NT2RP4000583 


86.28 


134.26 


106.31 


1.56 


1.23 


NT2RP4OO0585 


23.23 


30.42 


25.59 


1 


1 


NT2RP4000588 


46.67 


59.72 


62.28 


1.28 


1.33 


NT2RP4O00590 


127.26 


166.02 


159-16 


1.3 


1.25 


NT2RP4000599 


18.13 


16.03 


13.63 


1 


1 


NT2RP4000603 


130.22 


81.45 


133.41 


0.63 


1.02 


NT2RP4000607 


78-04 


70.81 


94.27 


0.91 


1.21 


NT2RP4000614 


92.47 


158.2 


95.17 


1.71 


1.03 


NT2RP4000634 


69.96 


81.94 


62.49 


1-17 


0.89 


NT2RP4000638 


58.67 


72.69 


49.02 


1.24 


0.84 


NT2RP4000648 


33.2 


36.36 


39.64 


1 


1 


NT2RP4000657 


93.66 


95.51 


85.48 


1-02 


0.91 


NT2RP4000691 


23.7 


19.45 


22.58 


1 


1 
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NT2RP4000697 


38.41 


42.61 


47.16 


1.07 


1 1 o 

1.18 


NT2RP40(X)704 


810.46 


704.82 


575.86 


0.87 


0.71 


NT2RP4000710 


367.63 


454,8 


327.84 


1.24 


0.89 


NT2RP4000713 


92.63 


68.41 


70.43 


0.74 


0.76 


NT2RP4000724 


106.96 


105.21 


96.63 


0.98 


0.9 


NT2RP4000725 


20.25 


25.12 


19.41 


1 


1 


NT2RP4000728 


287.33 


290,65 


341.19 


1.01 


1.19 


NT2RP4000737 


10.12 


11.16 


13.56 


1 


1 


NT2RP4000739 


42.61 


65.06 


46.86 


1.53 


1.1 


NT2RP4000749 


31.27 


63.8 


41.75 


1.6 1 


[.04 


NT2RP4000769 


68.31 


66.92 


69.17 


0,98 


1.01 


NT2RP4000774 


23.97 


38.26 


29.18 


1 


1 


NT2RP4000781 


24.94 


29.69 


31.17 


1 


1 


NT2RP4O00783 


51.2 


57.57 


59.46 


1.12 


1.16 


NT2RP4000787 


17 


27.58 21.48 


1 


1 


NT2RP4000788 


125.97 


134.65 


116.73 


1.07 


0.93 


NT2RP4000792 


55.44 


58.72 


56.48 


1.06 


1.02 


NT2RP4000809 


336.03 


732.64 


359.46 


2.18 


1.07 


NT2RP4000817 


47.51 


58.73 


43.28 


1.24 


0.91 


NT2RP4000821 


300.32 


443.02 


292.28 


1.48 


0.97 


NT2RP4000822 


55.39 


88.08 


(4.38 


1.59 


1.16 


NT2RP4000823 


5437.89 


597L64 4790.62 1.1 0.88 


NT2RP4000831 


851 


1057.83 


730.11 


1.24 


0.86 


NT2RP4000833 


134.75 


216.69 


113.96 


1.61 


0.85 


NT2RP4000837 


46,6 


72.94 


46.94 


1.57 


1.01 


NT2RP4000839 


2006.74 


2613.14 1762.14 1.: 


J 0.88 


NT2RP4000846 


65.04 


80,53 


56.91 


1.24 


0.88 


NT2RP4000848 


145.99 


161.97 


115.53 


1.11 


0.79 


NT2RP4000855 


39.34 


46,96 


37.55 


1.17 


1 


NT2RP4000863 


44.81 


42.62 


40.65 


0,95 


0.91 


NT2RP4O00865 


146.47 


174.98 


130.7 


1.19 


0.89 


NT2RP4000873 


774.7 


1139.99 


671.45 


1.47 


0.87 


NT2RP4000874 


75.53 


71.8 


70.85 


0.95 


0.94 


NT2RP4000875 


89.5 


101.82 


80.06 


1.14 


0.89 


' NT2RP4000878 


222.32 


278.88 


214.52 


1.25 


0.96 


NT2RP4000879 


28.33 


45.55 


28.84 


1.14 


1 


NT2RP4000880 


100.18 


125.5 


89.68 


1.25 


0.9 


NT2RP4000894 


30.55 


39.26 


35.49 


1 


1 


NT2RP4000899 


3146.74 


3606.62 2797.64 1.15 0.89 


NT2RP4000902 


109.71 


150.03 


110.84 


1.37 


1.01 


NT2RP4000906 


16.93 


22.99 


27.12 


1 


1 


NT2RP4000907 


99.06 


138.21 


92.83 


1.4 


0.94 


NT2RP4000915 


20.37 


19.75 


22.59 


1 


1 


NT2RP4000916 


56.93 


68.73 


49.07 


1.21 


0.86 


NT2RP4000918 


3435.53 


4116.28 2966.55 1. 


2 0.86 


NT2RP4O00925 


33.51 


43.87 


63.22 


I.l 


1.58 


NT2RP4000927 


3.9 


8 7.28 


1 1 




NT2RP4000928 


62.99 


74.46 


63.24 


1.18 


1 


NT2RP4000929 


26.21 


31.88 


31.03 


1 


1 


NT2RP4000946 


68.51 


73.12 


65.53 


1.07 


0.96 


NT2RP4000947 


7.37 


8.2 


12.9 


1 


1 


NT2RP4000949 


23.12 


21.49 


20.39 


1 


1 
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NT2RP4000955 26.96 

NT2RP4000959 117.38 

NT2RP4O00962 39.29 

NT2RP4000973 90.41 

NT2RP4000975 73.27 

NT2RP4000979 62.1 

NT2RP4000984 25.88 

NT2RP4000986 36.66 

NT2RP4000988 41.63 

NT2RP4000989 21.43 

NT2RP4000990 13.72 

NT2RP4000994 52.17 

NT2RP4000996 201.53 

NT2RP4000997 346.37 

NT2RP4001001 65.25 

NT2RP4001004 17.32 

NT2RP4001006 37.45 

NT2RP40010O9 55.45 

NT2RP4001010 30.61 

NT2RP4001013 268.97 

NT2RP4001029 73.73 

NT2RP4001036 45.19 

NT2RP4001041 75.04 

NT2RP4001042 38,75 

NT2RP4001046 57.64 

NT2RP4001050 26.37 

NT2RP4001051 61.42 

NT2RP4001057 32.34 

NT2RP4001063 26.25 

NT2RP4001064 112.85 

NT2RP4001067 48.35 

Nr2RP400I078 23.84 

NT2RP4001079 54.19 

NT2RP4001080 27.34 

NT2RP4001086 25.45 
NT2RP4001095 110 

NT2RP4001098 44.54 

NT2RP4001100 227.36 

NT2RP4001105 32.08 

NT2RP4001110 23.12 

NT2RP4001115 103.49 

NT2RP4001117 100.37 

NT2RP400n 22 41.76 

NT2RP4O01123 46.49 

NT2RP4001126 113.39 

NT2RP4001127 30.82 

NT2RP4001138 19.54 

NT2RP4001 143 65.42 

NT2RP4001148 24.25 

NT2RP400n49 46.45 
NT2RP4001150 17.46 

NT2RP4001159 69.49 



41.36 


34.45 


1.03 


1 


165.4 


117.82 


1.41 


1 


61.03 


38.49 


1.53 


1 


148.39 


110.47 


1.64 


1.22 


81.85 


70.35 


1.12 


0.96 


63.6 58.87 1.02 0.95 


36.99 


.33.5 


I 


1 


49.16 


42.08 


1.23 


1.05 


62.95 


58.42 


1.51 


1.4 


40.11 


38.15 


1 


1 


19.25 


19.83 


1 


1 


63.22 


47.5 


1.21 


0.91 


260.2 


229.02 


1.29 


1.14 


367.39 


323.32 


1.06 


0.93 


166.28 


144.6 


2.55 


2.22 


29.37 


27.23 


1 


1 


58.38 


54.94 


1.46 


1.37 


74.56 


67.53 


1.34 


1.22 


53.35- 


38.41 


1,33 


1 


369.38 


269.18 


1.37 




97.74 


73.03 


1.33 


0.99 


84.59 


56.53 


1.87 


1.25 


123.46 


61.45 


1.65 


0.82 


95.82 


83.74 


2.4 


2.09 


93.13 


95.53 


1.62 


1.66 


40.47 


43.52 


1.01 


1.09 


89.43 


62.79 


1.46 


1.02 


36.04 


37-94 


1 


1 


38.27 


24.85 


1 


1 


167.16 


116.14 


1.48 


1.03 


77.59 


57.99 


1.6 


1.2 


37.66 


31.93 


1 


1 


92.79 


92.06 


1.71 


1.7 


41.41 


4095 


1.04 


1.02 


36.17 


33.23 


1 


1 


130.16 


98.11 


1.18 


0.89 


67.38 


48.86 


1.51 


LI 


317.35 


218.72 


L4 


0.96 


54-23 


35-25 


1.36 


1 


25.65 


26-96 


1 


1 


125.37 


n5.49 


1.21 


1.12 


139.05 


141.24 


1.39 


1.41 


58.12 


U.9 


1.39 


1.08 


38.53 


51.12 


0.86 


1.1 


125.74 


96.58 


l.ll 


0.85 


37.12 


29.07 


1 


I 


32.63 


17.23 


1 


1 


96.6 


62.56 


1.48 


0.96 


33.71 


26.53 


1 


1 


59.14 


55.45 


1.27 


1.19 


20.84 


16.58 


1 


1 


138.7 


83.52 


2 


1.2 
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NT2RP4001162 49.9 
NT2RP4001170 15.29 
NT2RP4001174 109.03 
NT2RP400n75 136.22 
NT2RP4001176 1350.58 
NT2RP400n84 225.16 
NT2RP4G01198 190.18 
NT2RP4001199 124.51 
NT2RP4001206 126.71 
NT2RP4001207 44.09 
NT2RP4G01210 41.63 
NT2RP4001213 49.13 
NT2RP4001214 40.72 
NT2RP4O01219 77.06 
NT2RP4001228 152.65 
NT2RP4001235 71.1 
NT2RP4001256 38.96 
NT2RP4001257 43.79 
NT2RP4001260 44.37 
NT2RP4001261 109.74 
Nr2RP4001274 174.28 
NT2RP4001276 75.37 
NT2RP4001283 2449.52 
NT2RP4001299 217.09 
NT2RP4001313 15.11 , 
NT2RP4001315 37.75 
NT2RP4001320 261.53 
NT2RP4001325 4020.92 
NT2RP4001336 183.17 
NT2RP4001339 17.85 
NT2RP4001343 940.26 
NT2RP4001344 688.94 
NT2RP4001345 41.74 
NT2RP4001351 185.72 
NT2RP4001353 9.68 
NT2RP4001355 18.68 
NT2RP4001367 40.52 
NT2RP4001372 17.43 
NT2RP4001373 118.63 
NT2RP4001375 26.91 
NT2RP4001379 47,86 
NT2RP4001381 122.88 
NT2RP4001386 98.02 
NT2RP4001389 53.66 
NT2RP4001396 22.26 
NT2RP4001407 17.41 
NT2RP4001409 153.69 
NT2RP4001410 245.64 
NT2RP4001414 74.05 
NT2RP4001424 52.44 
NT2RP4001433 37.84 
NT2RP40ai438 174.35 



71.52 52.02 1.43 1.D4 
26.52 19.13 1 1 
139.36 107.01 1.28 0.98 
158.82 98.36 1.17 0.72 
1507.62 936.35, 1.12 0.69 
301.74 216.76 1.34 0.96 
241.01 162.97 1.27 0.86 
180.43 89.79 1.45 0.72 
162.16 109.3 1.28 0.86 
44.29 32.85 1 0.91 
57.34 38.09 1.38 0.96 

52.04 44.67 1.06 0.91 
43.92 31-78 1.08 0.98 
102.93 93.5 1.34 1.21 
.191.14 158.88 1.25 1.04 
125.09. 70.42 1.76 0.99 

49.68 32.47 1.24 1 

38.05 35.02 0.91 0.91 
40.62 39.19 0.92 0.9 
125.19 97.42 1.14 0.89 

218 149.42 1.25 0.86 
100.86 92.31 1.34 1.22 
3070.04 2133.89 1.25 0.87 
268.47 225,62 1.24 1.04 
20.98 23.95 1 1 
47.79 31.64 1,19 1 
36L67 309.05 1.38 1.18 
4268.24 4022.07 1.06 I 
202.3 163.1 1.1 0.89 

34.33 28.05 1 1 
1345.48 930.02 1.43 0.99 
857.91 532.27 1.25 0.77 
48.57 35.66 1.16 0.96 

182.8 153.03 0.98 0.82 
14.88 21.08 I I 
28.42 26.43 1 1 

59.34 51.4 1.46 1.27 
26.27 22.03 1 1 
113.01 134.22 0.95 1.13 
23.36 28.7 1 1 
54.08 42.23 1.13 0.88 
173.12 114.91 L41 0.94 
158.52 109.53 1.62 1.12 

92.57 79.09 1.73 1.47 

30.58 27,78 1 1 
29.36 20.87 1 1 
174.14 234.02 1.13 1.52 
323.8 262.66 1.32 1.07 
84.98 62.2' 1.15 0.84 
70.38 58.47 1.34 1. 11 
97.44 73.46 2.44 1.84 
282.89 255.46 1.62 1.47 



421 



EP1 130 094 A2 



NT2RP4001442 27.03 

NT2RP4001447 20.24 

NT2RP4001466 44.13 

NT2RP4001467 193.06 

NT2RP4001472 94.33 

NT2RP4001474 29.74 

NT2RP4001483 19.59 

NT2RP4001488 158.69 

NT2RP4001492 39.9 

NT2RP4001498 61.89 

NT2RP4001502 286.72 

NT2RP4001503 84.47 

NT2RP4001507 79.23 

NT2RP4001510 42.37 

NT2RP4001516 24.03 

NT2RP4001520 1023.72 

NT2RP4O01523 98.86 

NT2RP4001524 53,11 

NT2RP4001529 79.15 

NT2RP400153I 103.9 

NT2RP4001546 3506.65 

NT2RP4001547 124.6 

NT2RP4001551 15.2 

NT2RP4001555 28.11 

NT2RP4001567 35.99 

NT2RP4001568 123.92 

NT2RP4001569 147.33 

NT2RP4001571 53.11 

NT2RP4001574 74.62 

NT2RP4001575 30.2 

NT2RP4001578 336.45 

NT2RP4001592 72.42 

NT2RP4001593 109.17 

NT2RP4001605 28.22 

NT2RP4001606 57.12 

NT2RP4001607 38.96 

NT2RP4001610 20.34 

NT2RP4001614 35.87 

NT2RP4001623 30.16 

NT2RP4001626 102.72 

NT2RP4001634 20.93 

NT2RP4001638 43.2 

NT2RP4001644 90,89 

NT2RP4001646 74.34 

NT2RP4001656 26.99 

NT2RP4001666 27.25 

NT2RP4001670 25.82 

NT2RP4001677 19937 

NT2RP4001679 284.9 

NT2RP4001695 60.24 
NT2RP4001696 50.27 
NT2RP400I699 115.88 



4i.y4 


tlAI 


1 fV7 

1.0/ 


i 


35.15 


T' CO 


t 

1 


1 


64.61 


5z.8o 


1 AH 

1.46 


1.2 


274.08 


^X)3.3 


\A2 


1.05 


134,01 


96.25 


1.42 


1,02 


42.59 


36.54 


1.06 


1 


26.00 


30,24 


1 


1 


247.94 


222.48 


1.56 


1,4 


56.53 


44.59 


1.41 


Lll 


85.68 


6]. 94 


1.38 


1 


459.78 


352.7 


1.6 


1.23 


131.1 


92.37 


1.55 


1.09 


93.24 


71.69 


1.18 


0.9 


61.59 


42.79 


1.45 


1.01 


40.09 


37.03 


1 


1 



1060.53 1038.31 1.04 1.01 

141.39 105.89 1.43 1.07 

82.9 89.37 1.56 1.68 

88.49 79.76 1.12 LOl 

127.19 97.8 1.22 0.94 
4354.44 2937.38 1.24 0.84 

236.33 1S4.94 1.9 1.56 

20 21.58 1 1 

34.17 31.06 1 1 

57.74 51.94 1.44 1.3 

191.69 129,56 1.55 1.05 

159.03 172.95 1.08 1.17 

49.65 47.15 0.93 0.89 

118.32 95.53 1.59 1.28 

46.35 49.83 1.16 1.25 

444.06 354.09 1.32 1.05 

110.61 85.77 1.53 1,18 

167.02 148.89 L53 1.36 

33.39 3 J. 79 1 1 - 

57,27 4^i.49 1 0.85 

41.95 37.14 1.05 1 

26.24 19.62 1 1 

39,23 40.43 1 LOl 

33.74 31.5 1 1 

107.35 83.38 1,05 0.81 
26.6 22.88 1 1 

39.83 27.98 0.93 0.93 

139,21 128.77 1.53 1.42 

105.54 92.13 1,42 1.24 

27.37 30,84, 1 1 

22.39 21.49 1 1 

30.17 27.62 1 1 
254.01 216.26 1.27 1.08 

404.21 255.88 L42 0.9 

57.95 93.09 0.96 1.55 

69.63 41.59 1.39 0,83 

176.36 99.68 1.52 0.86 



422 



EP1 130 094 A2 



NT2RP4O01717 42.62 53.66 39.68 1.26 0.94 

NT2RP400J719 36.5 50.2 30.94 1.26 I 

NT2RP4001725 18.61 25.02 18.94 1 I 

NT2RP4001726 66.49 89.94 73,84 1.35 1.11 

NT2RP4001730 70.16 63.61 47.29 0.91 0.67 

NT2RP4001739 42.06 5L3 49.42 1.22 1.17 

NT2RP4001741 180.84 250.66 135.6 1.39 0,75 

NT2RP4001753 72.78 104.66 52.65 1.44 0.72 

NT2RP4001760 51 52.44 44.59 1.03 0.87 

NT2RP4001787 4461.9 5125.17 3639.25 1.15 0.82 

NT2RP4001790 46.27 54.59 40.79 1.18 0.88 

NT2RP4001795 154.14 189.71 153.64 1.23 1 

NT2RP4001803 50.74 51.85 46.05 1.02 0.91 
NT2RP4001805 32.65 36.8 29.6 1 1 

NT2RP4001809 191.23 213.41 137.81 1.12 0.72 

NT2RP4001817 112.92 162.95 120.23 1.44 1.06 

NT2RP4001822 65.32 70.78 65.97 1.08 1.01 

NT2RP4001823 21.06 22.44 21.32 1 1 
NT2RP4001827 102.8 112 95.96 1.09 0.93 

NT2RP4001828 431.57 583.31 473,45 1.35 l.l 

NT2RP4001836 146.86 202.66 148.56 1.38 1.01 
NT2RP4001838 29.91 43.1 37.71 1.08 1 

NT2RP4001841 1549.1 1954.07 1139.77 1.26 0.74 

NT2RP4001849 33.35 29.78 25.37 1 1 

NT2RP4001861 736.02 720.46 638.48 0.98 0.87 

NT2RP4001877 93.22 103.29 93.49 1.11 1 

NT2RP4O01879 49.34 70.19 54.7 1.42 Lll 

NT2RP4001889 103.01 187.69 165.9 1.82 1.61 

NT2RP4001893 27.15 40.29 34.35 1.01 1 

NT2RP4001896 37.41 97.88 61.56 2.45 L54 

NT2RP4001898 183.3 215.58 185.12 1.18 1.01 

NT2RP4001901 60.98 80.96 58.59 1.33 0.96 

NT2RP4001910 408.91 559.44 327.12 1.37 0.8 

NT2RP4001925 59.81 72.23 51.93 1.21 0.87 
NT2RP4001926 46.24 66.65 60.62 1.44 1.31 
NT2RP4001927 42.17 51.54 45.85 1.22 1.09 
NT2RP4001931 54.82 81.7 62.6 1.49 1.14 
NT2RP4001933 181.43 229.76 269.85 1.27 1.49 

NT2RP4001938 89.48 111.84 97.72 1.25 1.09 
NT2RP4001942 157.21 178.4 186.22 1.13 1.18 
NT2RP4001945 23.76 21.74 26.27 1 1 
NT2RP4001946 34.33 46.5 40.43 1.16 l.Ol 
NT2RP4001947 18.29 28.67 26.12 1 1 
NT2RP4001950 23.81 28.29 30.45 1 i 
NT2RP4001953 76.32 134.32 95.15 1.76 1.25 
NT2RP4001966 14.53 24.06 13.92 1 1 
NT2RP4001970 32.46 66.99 45.62 1.67 1.14 
NT2RP4001975 93.45 117.02 108.65 1.25 1.16 
.NT2RP4003988 103.89 388.4 157.9 1.81 L52 
NT2RP4001996 47.79 87.05 63.23 1.82 1.43 
KT2RP4002014 48.78 113.53 89.64 2.33 1.84 
NT2RP4002018 50.95 67.62 72.16 1.33 1.42 



423 



EP1 130 094 A2 



NT2RP4002035 38.64 

NT2RP4002043 50.55 

NT2RP4002046 113,68 

NT2RP4002047 96.67 

NT2RP4002052 47.17 

NT2RP4002056 350.57 

NT2RP4002057 61.49 

NT2RP4002058 25.72 

NT2RP4002064 19.42 

NT2RP4002071 44.49 

NT2RP4002075 28.6 

NT2RP4002078 .92.71 

NT2RP4002081 236.65 

NT2RP4002083 17.72 

NT2RP4O02099 18.6 

NT2RP4002106 54.11 

NT2RP4002111 101.96 

NT2RP4002112 74.68 

NT2RP4002116 379.37 

NT2RP4002122 61.29 

NT2RP4002126 66.06 

NT2RP4002133 124.26 

NT2RP4002136 59.72 

NT2RP4002139 196.25 

NT2RP4002174 47.12 

OT2RP4002185 60.33 

NT2RP4002186 122.78 

NT2RP4002187 105.68 

NT2RP4002188 70.98 

NT2RP4002I99 31.14 

NT2RP4002206 39.97 

NT2RP40022i0 26.97 

NT2RP4002222 38.72 

NT2RP4002241 81.81 

NT2RP4002248 85.52 
NT2RP4002250 6.36 

NT2RP4002259 29.41 

NT2RP4002268 159.71 

NT2RP4002288 181,37 
NT2RP4002290 56.9 

NT2RP4002298 53.47 

NT2RP4002306 53.35 

NT2RP4002308 42.24 

NT2RP4002336 68.71 
NT2RP4002340 19.09 
NT2RP4002361 40.9 
NT2RP4002367 29.1 

NT2RP4002368 94.98 

NT2RP4002377 289.2 

NT2RP4002408 30.29 

NT2RP4002425 43.47 

NT2RP4002432 1549,33 



83.62 57,12 2.09 1.43 
74.39 61.28 1.47 1.21 
146-69 103.17 1.29 0.91 
132.21 84.39 1.37 0.87 
63.23 54.34 1.34 1.15 
455.24 380.17 1.3 1.08 
117.62 116.72 1.91 1.9 

47.72 52.24 1.19 1.31 
33.93 26.12 1 .1 
82.96 52.47 1.86 1.18 

36.73 33.16 1 1 
143.87 108.63 1.55 1.17 
249.16 249.24 1.05 1.05 
23.02 27.12 1 1 
29.18 27.89 1 1 
107.08 119 1.98 2.2 

200.72 148,95 1.97 1.46 
68.41 53.51 0.92 0.72 
384.55 382.82 1.01 1.01 
75.89 55.81 1.24 0.91 
115.78 77.24 1.75 1.17 

188.7 156.52 1.52 1.26 

83.01 65.67 1.39 1.1 
298.89 317.57 1.52 1.62 
56.4 49.37 1.2 1.05 
83.37 80.31 1.38 1.33 
157.98 101.33 1.29 0.83 
137.58 L44.38 1.3 1.37 
106.05 83.05 1.49 1.17 

47.63 46.66 1.19 1.17 
38.91 31.55 1 1 . 

23.02 24.96 1 1 
58.99 42.3 1.47 1.06 

88.06 74.33 L08 0.91 
108.46 83.74 1.27 0.98 
20.54 11.35 i 1 ^ 
42.66 31,34 1,07 1 
202.23 161.92 1.27 1.01 
257.54 204.61 1,42 1.13 

76.7 71.74 1:35 1.26 

84.08 46.67 1.57 0.87 
84.82 74.88 1.59 1.4 

41.6 33.19 0.98 0.95 

90.07 67.38 1.31 0.98 
13.39 14.64 1 1 
56.53 37.12 1.38 0.98 
25.75 23.97 1 1 
113.04 103.33 1,19 1.09 

315.73 317.74 1.09 LI 
33.42 32,09 1 1 

72.09 45.88 1.66 1.06 
2074.3 1253.27 1.34 0.81 
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EP 1 130 094 A2 



NT2RP4002447 


99.1 


100.15 


81.33 


1.01 


0.82 


NT2RP4002451 


55.07 


53.75 


50.58 


0.98 


0-92 


NT2RP4002461 


283.54 


296.78 


229.24 


1.05 


0-81 


NT2RP4002486 


52.21 


62.8 


51.82 


1.2 0.99 


NT2RP4002517 


86.77 


89.86 


85.96 


1,04 


0.99 


NT2RP4002556 


56.11 


73,77 


77.16 


1.31 


1.38 


NT2RP4002569 


96.58 


96.6 


81.78 


1 0 


.85 


NT2RP4002587 


59.69 


46.93 


47.79 


0.79 


0.8 


NT2RP4002591 


59,54 


66.69 


61.58 


1.12 


1.03 


NT2RP4002607 


65.45 


67.05 


57.12 


1.02 


0.87 


NT2RP4002627 


1154.46 


1435.6 


1039.2 


1.24 


0.9 


NT2RP4002628 


89.25 


115.91 


86.23 


1-3 


0.97 


NT2RP4002630 


139.5 


192.58 


143.27 


1.38 


1.03 


NT2RP4002639 


949.82 


913.58 


777.44 


0.96 


0.82 


NT2RP4002641 


57.68 


78.81 


58.54 


1-37 


l.Ol 


NT2RP4002658 


690.44 


903.21 


768.32 


1.31 


1.11 


NT2RP4002669 


55.37 


58.95 


55.54 


1.06 


1 


NT2RP4002677 


65.98 


122.24 


115.69 


1.85 


1.75 


NT2RP4002715 


160.17 


197.94 


157.66 


1.24 


0.98 


NT2RP4002750 


25.5 


31.12 


32 


1 


1 


NT2RP4002784 


79.32 


110.67 


79.11 


1.4 


1 


NT2RP4O02791 


31.48 


81.22 


60.98 


2.03 


1.52 


NT2RP4002811 


30.15 


37.16 


31.27 


I 


1 


NT2RP4O02830 


78.6 


93.65 


83.44 


1-19 


1.06 


NT2RP4002832 


26.95 


34.45 


33.04 


1 


1 


NT2RP4002850 


105.03 


134.98 


121.72 


1-29 


1.16 


NT2RP4002874 


14.39 


16.4 


17.69 


1 


1 


,NT2RP4002884 


248.98 


397.43 


368.37 


1.6 


1.48 


NT2RP4O02888 


22.67 


39.71 


35.05 


1 


1 


NT2RP4002891 


78.58 


105.26 


101.71 


1.34 


1.29 


NT2RP4002894 


157.28 


186.39 


182.82 


1.19 


1.16 


NT2RP4002896 


62.43 


72.07 


61.47 


1.15 


0.98 


NT2RP4002905 


35.39 


37.85 


36.81 


1 


1 


NT2RP4002907 


60,03 


78.35 


74-11 


1.31 


1.23 


NT2RP5003459 


2814.97 


3301.39 3101.17 1.17 1.1 


NT2RP5003461 


46.24 


61.77 


44.54 


1.34 


0.96 


NT2RP5003471 


2383.97 


4003.5 


i 2319.1 


1.68 


; 0.97 


NT2RP5003477 


14.46 


21.09 


22.54 


1 


1 


NT2RP5003487 


4297.02 


5054.14 3381.8 1.18 0.79 


NT2RP5003492 


31.05 


42.59 


32.16 


1.06 


I 


NT2RP5003500 


28.6 


32.69 


26.16 


1 


1 


NT2RP5003506 


73.76 


122.61 


102.08 


1.66 


1.38 


NT2RP5003512 


15.54 


30.94 


28.8 


1 


1 


NT2RP5003522 


18.03 


33.33 


26.71 


1 


1 


NT2RP5003524 


17.34 


31.72 


29.03 


1 


1 


NT2RP5003527 


349.06 


483.98 


393.69 


1.39 


1-13 


NT2RP5O03531 


75.41 


76.61 


66.44 


1.02 


0.88 


NT2RP5003534 


52.83 


100.86 


54.98 


1.91 


L04 


NT2RP6000020 


254.97 


316.92 


257.92 


1-24 


1-01 


NT2RP6000022 


28.24 


42.02 


41.88 


1.05 


1.05 


NT2RP6000050 


21.19 


34.01 


39.08 


1 


1 


NT2RP6000063 


24.89 


31.66 


29.69 


1 


1 



425 



EP1 130 094 A2 



NT2RP6000074 27.19 
NT2RP6000083 68.33 
NT2RP6000100 52.92 
NT2RP6000123 34.42 
NT2RP6000129 40.69 
.NT2RP6000147 87.35 
NT2RP6000163 28.6 
NT2RP6000181 69.12 
NT2RP6000182 42.14 
OVARClOOOOOl 49.41 
OVARC1000003 102.25 
OVARC1000004 2892.48 
OVARCl 000006 42.54 
OVARC1000013 63.38 
OVARC1000014 42.8 
OV ARC 1000017 36.69 
OVARC1000026 320.47 
OVARC1000035 113.44 
OVARC1000037 134.37 
OVARC1000058 73.52 
OVARC1000060 64.66 
OVARC 1000068 38.02 
OVARC1000069 40.42 
OVARCl 000071 32.24 
OVARC1000075 2412.82 
OVARC1000083 117.97 
OVARC1000085 792.51 
OVARC1000086 69.36 
OVARC1000087 24.26 
OVARC1000090 123.62 
OVARC1000091 41.32 
OVARC1000092 59.92 
OVARC1000105 193.62 
OVARC1000106 207.32 
OVARC1000109 95.88 
OVARC1000113 119.41 
OVARC1000114 92.45 
OVARC1000133 40.28 
OVARC1000137 68.99 
OVARC1000139 1597.07 
OVARC1000145 18.41 
OVARC1000148 80.77 
OVARCl 000151 38.7 
OVARC1000157 126.85 
. OVARC1000162 31.19 
OVARC1000168 60.64 
OVARC 10001 69 593.72 
OVARC1000178 39.59 
OVARC1000182 20.83 
OVARC1000186 49.43 
OVARC1000188 29.19 
OVARC1000191 26.54 



40.18 36.98 1 1 
91.18 64.08 1.33 0.94 
50.18 45.21 0.95 0.85 
63.3 47.29 1.58 1.18 
50.73 39.14 1.25 0.98 
87.01 84.55 1 0.97 
34.59 32.31 1 1 
113.55 90.59 1.64 1.31 
68.54 51.62 1.63 1.22 
91.19 69.76 1.85 1.41 
87.38 70.78 0.85 0.69 
2673.1 1762.66 0.92 0.61 
69.38 47.66 1.63 1.12 
78.08 67.4 1.23 1.06 
52.28 43.62 1.22 1.02 
47.86 48.03 1.2 1.2 
405.43 316.62 1.27 0.99 
134.93 108.81 1.19 0.96 
144.83 164.84 1.08 1,23 

87.2 80.14 1.19 1.09 
84.81 57.28 1.31 0.89 

38.3 43.24 1 1.08 

57.23 49.59 1.42 1.23 

33.2 29.25 1 1 
3591.21 2207.17 1.49 0.91 
119.13 69.75 1.01 0.59 
498.22 687.24 0.63 0.87 

75.22 72.13 ' 1.08 1.04 
30.25 33.69 1 1 
113.17 136.64 0.92 1.11 

40.24 43.17 0.97 1.04 

45.23 66.35 0.75 1.11 
211.28 213.54 1.09 1.1 
203.69 194.81 0.98 0.94 
83.7 80.21 0.87 0.84 
112.39 127.87 0.94 1.07 
81.84 102.21 0.89 1.11 

48 69.51 1.19 1.73 
58.7 79.44 0.85 1.15 
1399.58 1239.81 0.88 0.78 
25.65 25.84 1 1 
84.79 78.69 1.05 0.97 
34.81 30.58 1 1 
138.69 121.57 1.09 0.96 
30.47 41.58 1 1.04 
84.53 66.09 1.39 1.09 
714.83 894.21 1.2 1.51 
38.33 28.67 1 1 

21.3 22.61 1 1 
45.22 42.58 0.91 0,86 
26.83 21.31 1 1 
29.18 21.28 1 1 



426 



EP 1 130 094 A2 



OVARC1000198 62.71 
OVARC1000208 272.18 
OVARC1000209 141.71 
OVARC1000212 47.05 
OVARC1000216 17.93 
OVARC1000240 103.46 
OVARC1000241 47.76 
OVARC1000249 34.16 
OVARC1000254 1580.54 
OVARC1000255 26.25 
OVARC1000267 158.61 
OVARC1000275 27.34 
OVARC1000287 62.95 
OVARC1000288 64.73 
OVARC1000298 79.52 
OVARC1000302 30.55 
OVARC1000304 37.61 
OVARC1000307 36.06 
',OVARC1000309 29.18 
OVARC1000312 31.23 
OVARC1000313 102.54 
OVARC1000321 152.01 
OVARC1000326 27.03 
OVARC1000327 29.37 
OVARC1000331 47.64 
OVARC1000335 27.77 
OVARC1000347 48.79 
OVARC1000348 17.11 
OVARC1000363 42.47 
OVARC1000377 29.55 
OVARC1000382 31.12 
OVARCl 000384 37.91 
OVARC1000401 27.05 
OVARC1000406 1432.12 
OVARC1000407 55.42 
OVARC1000408 521.33 
OVARC1000410 57.23 
OVARC1000411 36.21 
OV ARC 100)414 102.21 
OV ARC 1000420 49.94 
OV ARC 1000421 47.02 
OVARC1000427 3330.49 
OVARC1000431 163.82 
OV ARC 1000437 52.04 
OVARC1000439 113.64 
OVARC1000440 71.11 
OVARC1000442 119.54 
OVARC1000443 65.66 
OVARC 1000461 29.17 
OVARC1000465 34.43 
OVARC1000466 46.92 
OVARC1G00467 38.38 



85.36 53.69 1.36 0.94 
324.49 263.93 1.19 0.97 
150.62 119.37 1.06 0.84 

49.04 39.68 1.04 0.85 

18,99 19.61 1 1 
101.08 71.71 0.98 0.69 

37.11 42.61 0.84 0.89 

38.99 36.88 1 1- 
2172.35 1417.43 1.37 0.9 

24.08 22.57 1 1 
196.13 154.6 1.24 0.97 
25.99 28.89 1 . 1 

64.26 84.75 1.02 1.35 
68.75 45.65 1.06 0.71 

94.53 Km4 1.19 1.26 
38.34 29.12 1 1 

40.63 42.47 1.02 1.06 
33.36 4L11 1 1.03 
27.03 22.21 1 1 
38.59 29.77 1 1 
157.6 184.77 1.54 - 1.8 
148.5 138.68 0.98 0.91 
34.02 23.17 I 1 
30.83 26.7 1 1 
62.99 51.7 1.32 1.09 
28.39 32.55 1 1 

55.07 37.14 1.13 0.82 

23.34 19.96 1 1 

45.27 38.6 1.07 0.94 
27.57 31.2 1 1 

37.4 34.78 1 1 
42.89 31.82 1.07 1 
26.01 - 18.81 1 1 
1992.66 2667.11 1.39 1.86 
62.17 49.83 1.12 0.9 

474.3 454.23 0.91 0.87 

48.05 63.58 0.84 1.11 

41.64 :'4.64 1.04 1 
105.16 89.37 1.03 0.87 

53.08 ^4.19 1,06 0.88 

45.9 44.27 0.98 0.94 . 
3323.93 2479.35 1 0.74 
212.48 204.37 1.3 1.25 
48.36 47.4 0.93 0.91 

76.62 106.88 0.67 0.94 

74.54 56.39 1.05 0,79 
121-73 109.35 1.02 0.91 

52.35 38.24 0.8 0.61 
37.12 25 1 1 
34.38 43.55 1 1.09 
37.83 43.09 0.85 0.92 
36.82 38.22 1 1 
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OVARC100(M70 


62.44 


77,76 


68.31 


1.25 


1.09 


OVARC1000473 


47.79 


41.99 


31.39 


0.88 


0.84 


OVARC1000479 


83.4 


72.71 


77.11 


0,87 


0.92 
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116.94 


161.5 


98.17 


1.38 


0,84 
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62.16 


47.76 


1.13 


0.87 
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18.29 


28.12 


16.71 


1 


1 


OVARC1000520 


24.36 


22.81 


23.25 


1 


1 


OVARC1000522 


64 


68.45 54.56 


1.07 ( 


[).85 


OVARC1000526 


102.56 


106.43 


75.86 


L04 


0.74 


OVARC1000529 


54.69 


60.42 


41.68 


1.1 


0.76 


OVARC1000533 


80.21 


81.45 


73.46 


1.02 


0.92 


OVARC1000543 


36.03 


34.69 


22.16 


1 


1 


OVARC1000550 


33.22 


39.9 


37.09 


1 


1 


OVARC1000553 


78.24 


110.76 


91.37 


1.42 


1,17 


OVARC 1000556 


68.77 


93.52 


73.85 


1.36 


1.07 


OVARC 1000557 


28.95 


42.48 


33.83 


1.06 


1 


OVARC 100056 1 


257.61 


351.52 


287,81 


1.36 


1.12 


OVARC 1000564 


139.65 


110.7 


130.87 


0.79 


0.94 


OVARC1000573 


68.41 


59.91 


62.83 


0.88 


0.92 


OVARC1000576 


2089.94 


1861.86 1692.32 0.89 0.81 


OVARC 1000578 


43.7 


34-85 


48,46 


0.92 


1.11 


OVARC1000581 


20.13 


21.57 


21.97 


1 


1 


OVARC 1000586 


360.06 


393.98 


421.49 


1.09 


1.17 


OVARC1000588 


27.3 


24.22 


27.51 


1 


1 


OVARC10d0605 


48.33 


40.91 


46.84 


0.85 


0.97 


OVARC1000622 


225.87 


248.61 


210.75 


1.1 


0.93 


6VARC1000636 


31.45 


27.78 


33.66 


1 


1 


OVARC 1000640 


51.97 


54.12 


101.55 


1.04 


1.95 


OVARC] 000649 


1164.04 


1285.41 980.59 1.1 


0.84 


OV ARC! 000661 


50.99 


49.55 


47.02 


0.97 


0.92 


OVARC 1000677 


132.42 


141.8 


167.49 


1.07 


1.26 


OVARC1.000678 


54.44 


54.52 


57.5 


1 1.06 


OVARC1000679 


51.06 


54.02 


40,27 


1.06 


0.79 
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38.25 


27.56 


28.08 


1 


1 


OVARCI000682 


341.04 


412.78 


251.86 


1.21 


0.74 
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99.5 


105,11 


89.74 


L06 


0.9 


OVARC1000700 


58.34 


75.6 


60.57 


1.3 


1.04 
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73.66 


74.87 


53.93 


1.02 


0.73 
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715.27 


635.83 


473.66 


0.89 


, 0.66 
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38.23 


28.7 


25.99 
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1 
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48.09 


50.07 


40.26 


1.04 


0.84 
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73.44 


74.87 


80.56 


1.02 


1.1 
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73.45 


80.84 


89.53 


1.1 


1.22 
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26.64 


30 


28.58 


1 


1 
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88.26 


97.96 


68.38 


1.11 


0.77 
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101.98 


141.42 


90.47 


1.39 


0.89 


OVARC1000771 


40.54 


47.82 


40.96 


1.18 


1.01 


OVARC1000773 


255.51 


361.9 


494.36 


1,42 


1.93 


OVARC1000775 


115.23 


107.57 


86.04 


0.93 


0.75 


OVARC 1000778 


55.18 


60.68 


47.93 


1.1 


0.87 


OVARC1000779 


15.03 


16.56 


13.23 


1 


1 


OVARC1000781 


33.98 


45.89 


37.86 


1.15 
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OVARC 1000787 
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27.66 
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74.08 


135.19 
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1.2 
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1.39 
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39.52 


39.36 


32.48 
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160.74 


97.12 


1.35 
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39.94 
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1.29 
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239.67 


149.65 
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1.36 
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37.53 
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1.04 
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43.93 


1.05 


1.1 
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60.05 


84.54 
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1.41 


1.58 
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37.79 


30.93 


1 
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32.05 


23.99 


36.5 


1 
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49.62 


61.62 


63,13 


1.24 


1.27 
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34.95 


40.51 


53-3 


1.01 


1.33 
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44.21 


43.73 


64.9 


0.99 


1.47 
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1660.82 


1784.57 1371.74 1.07 0.83 
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40.25 


41.98 


35.62 


1.04 


0.99 
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25.06 


19.74 


16.49 


1 


1 
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59-56 


69-38 


47.1 


1.16 


0.79 
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40.41 


41.76 


36 


1-03 1 


0.99 


OVARC1000915 


49,67 


62.61 


41.44 


1.26 


0.83 
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47.9 


43.94 


45.57 


0.92 


0.95 
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29.28 


34.41 


30.96 
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I 
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35.01 


25.29 


28.53 
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I 


OVARC1000936 


34.94 


26.94 


36.31 


1 


1 
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52.14 


62.32 


40.83 


1.2 


0.78 
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27.17 


35.2 


26.08 


1 
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19.22 


16-97 


17.07 


1 
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65.96 


70.99 


47.84 


1.08 


0.73 
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52.49 


59.37 


43.22 


1.13 


0.82 


OVARC100O960 


280.28 


287.82 


206.56 


1.03 


0.74 


OVARC1000964 


2736 


2613.45 
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i 0.73 


OVARC 1000971 


38.12 


24.33 


25.94 
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OVARC1000975 


690.45 


651.91 


484.63 


0.94 


0.7 


OVARC1000976 


29.45 


24.47 


22.17 


1 
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OVARC 1000981 


83.75 


91.8 


83.53 


1.1 


1-06 
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52.8 


53.82 


1.32 


L35 


OVARC 1000984 


30.78 


45.59 


31.16 


1.14 
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OVARCI 000995 


92.52 


90.12 


S2.09 


0.97 


0.89 


OVARC1000996 


43.55 


41.13 


SI. 11 


0.94 


0,92 


OVARCI 000999 
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223.74 


180.73 


1.17 


0-95 
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163.65 


103.45 


1.31 


0.83 


OVARC1001004 


20.37 


19.73 


11.87 


1 


1 


OVARClOOlOlO 


28-12 


28.13 


20.21 


1 


1 


OVARClOOlOll 


53.64 


75.49 


55.27 


1.41 


1.03 


OVARC1001030 


785.13 


981-64 


1153-75 1.25 1.47 


OVARC1001032 


39.89 


55.5 


33.14 


L39 
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OVARC1001034 32.15 
OVARC1001038 57.97 
OVARC1001040 161.02 
OVARC1001041 89.09 
OVARC 100 1044 26.96 
OVARC1001049 102.73 
OVARC1001051 824.36 
OVARC1001054 22.98 
OVARC1001055 53.59 
OVARC1001062 59.15 
OVARC 1001065 428.98 
OVARC1001068 34.9 
OVARC1001072 26.92 
OVARC1001073 36.02 
OVARC1001074 25.32 
OVARC1001078 39.03 
OVARC1001085 47.8 
OVARC 1001086 45.34 
OVARC1001091 2172.5 
OVARC1001092 41.59 
OVARC1001104 43.01 
OVARC1001107 313.26 
OVARClOOlin 24.12 
OVARC1001117 73.35 
OVARC1001118 88.32 
OVARC100n25 66.79 
OVARClOOl 129 39.94 
OVARC1001132 50.72 
OVARClOOl 138 229.26 
OVARClOOl 141 50.72 
OVARClOOl 154 776.93 
OVARClOOl 161 64.57 
OVARClOOl 162 67.07 
OVARClOOl 163 44.06 
OVARC1001167 131.97 
OVARClOOl 169 36.78 
OVARC1001170 65.61 
OVARClOOl 171 222.01 
OVARClOOl 173 106.94 
OVARClOOl 176 1738.15 
OVARClOOl 180 170.76 
OVARClOOl 188 43.78 
OVARC1001200 30.93 
OVARC1001202 89.8 
OVARC1001206 25.21 
OVARC 1 00 1 209 135.99 
OVARC1001219 43.42 
OVARC1001222 51.14 
OVARC1001232 87.58 
OVARC1001240 62.57 
OVARC1001243 31.53 
OVARCi00i244 71.67 



37.76 26.08 1 1 

61.91 47.15 1.07 0.81 

206.83 134.77 1,28 0.84 

128.8 96.87 1.45 1.09 
24.74 22.65 1 1 
174.76 131.25 1.7 1.28 
715.74 791.3 0.87 0.96 
27.27 27.9 1 1 

60.1 38.64 1.12 0.75 
51.97 63.58 0.88 1.07 

431.9 407.39 1.01 0.95 
33.41 45.49 1 1.14 
24.25 32.9 1 1 
34.51 45.07 1 1.13 
30.81 29.07 1 1 
51.19 54.45 1.28 1.36 
50.43 44.75 L06 0.94 
42.19 44.01 0.93 0.97 
1902.95 1634.39 0.88 0.75 
40.51 44.8 0.97 1.08 
47.57 49.82 1.11 1.16 

304.53 294.7 0.97 0.94 
21.01 23.72 1 1 
65.99 75.97 0.9 1.04 
80.99 78.51 0.92 0.89 
70.91 67.69 1.06 1.01 
40.36 41.27 1.01 1.03 
51.63 68-85 1.02 1.36 

273.54 263.88 1.19 1.15 
57.25 57.84 1.13 1.14 
7743 7 672.45 1 0.87 
91.5 118.13 1.42 1.83 
66.3 60.17 0.99 0.9 
41.7 37.81 0.95 0.91 
178.27 124.95 1.35 0.95 
27.43 38.99 1 1 

77.2 57.31 1.18 0.87 
381.42 266.16 1.72 1.2 

98.98 64.05 0.93 0.6 
1365.32 1450,41 0.79 0.83 
219.17 160.37 1.28 0.94 

31.39 45.77 0.91 1.05 

28.46 25.56 1 1 

109.06 76.14 1.21 0.85 

19.96. 14.96 1 1 

167.39 86.92 1.23 0.64 

67.27 69.27 1.55 1.6 

44.76 64.42 0.88 1.26 

109.93 82.19 1.26 0.94 

67,43 59.2 1.08 0,95 

23.79 40.34 1 l.OI 

92.27 74.16 1.29 1.03 
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OVARC100)246 


J 83.36 


317.23 


328.1 


1.73 


1.79 


OVARC100I247 


38.53 


38.34 


42.68 


1 1 


.07 


OVARC1001260 


40.46 


31.35 


41.53 


0.99 


1.03 


OVARC1001261 


29,3 


27.69 


37.42 


1 


1 


OVARC1001268 
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139.16 


131.87 


0.89 


0.84 


OVARC1001270 


29.69 


25.77 


25.2 


1 


1 


OVARC1001271 


61.41 


90.42 


61.05 


1.47 


0.99 


OVARC1001282 


21.59 


10.83 


20,59 


1 


1 


OVARC1001296 


23.87 


32.76 


62.54 


1 1.56 


OVARC1001306 


17:53 


22.01 


16.97 


1 


1 


OVARC1001314 


28.21 


26.99 


26.93 


1 


1 


OVARC1001316 


34.31 


39.56 


30.84 


1 


1 


OVARC1001329 


232.27 


293.46 


231.75 


1.26 


1 


OVARC 1001 330 


21.47 


21.46 


24.72 


1 


1 


OVARC1001336 


68.81 


83,92 


59,46 


1.22 


0.86 


OVARC1001338 


23.84 


21.6 


27.85 


1 


1 


OVARC 100 1339 


166.35 


209,33 


201.15 


1.26 


1.21 


OVARC1001340 


24.69 


30.23 


15.34 


1 


1 


OVARC 1001341 


83.51 


53.41 


58.61 


0.64 


0.7 


OVARC1001342 


906.51 


940.44 


1162.95 


1.04 


1.28 


OVARCI001344 


94.29 


91.84 


76.48 


0.97 


0.81 


OVARC1001357 


126.87 


158.79 


126.06 


1.25 


0.99 


OVARC1001359 


113.44 


108.4 


117.25 


0.96 


1.03 


OVARC1001360 


19.59 


16.38 


16.06 


I 


1 


OVARC1001369 


28.67 


25.63 


26.87 


I 


1 


OVARC1001372 


21.27 


23.59 


22.3 


1 


1 


OVARC1001376 


126.95 


164.03 


103,11 


1.29 


0.81 


OVARC 100 1381 


165.56 


191.26 


187,13 


1.16 


1.13 


OVARC1001391 


28.04 


23.78 


24.37 


1 


1 


OVARC 100 1392 


68.38 


51.48 


63.08 


0.75 


0.92 


OVARC1001399 


37.81 


45.74 


27 


1.14 


1 


OVARC1001417 


24.23 


25.39 


31.54 


1 


1 


OVARC1001419 


37.58 


35.05 


29,67 


1 


1 


OVARC1001425 


27.94 


32.96 


24.18 


1 


1 


OVARC1001436 


40.42 


36.41 


41,11 


0.99 


1.02 


OVARC1001442 


33.01 


24.02 


27.31 


1 


1 


OVARC1001451 


84.3 


90.12 


71.71 


L07 


0.85 


OVARC1001452 


38.24 


38.53 


36.34 


1 


1 


OVARC1001453 


38.85 


54.09 


45,75 


1.35 


1.14 


OVARC1001476 


60.15 


81.57 


B4.23 


1.36 


1.4 


OVARC1001480 


26.66 


26.16 


25,2 


1 


1 


OVARC1001489 


48.15 


49.45 


101.95 


1.03 


2.12 


OVARC1001493 


41.75 


42.93 


31.69 


1.03 


0.96 


OVARC1001496 


60.58 


93.19 


72.72 


1.54 


1.2 


OVARC 100 1499 


73.29 


81.63 


65.54 


l.U 


0.89 


OVARC1001506 


64.89 


70.58 


57.55 


1.09 


0.89 


OVARC1001509 


55.61 


77.79 


48.65 


1.4 


0.87 


OVARC1001510 


26-95 


24.97 


15.31 


1 


1 


OVARC1001516 


38.07 


44.29 


47.82 


1.11 


1.2 


OVARC1001525 


23.96 


35,03 


30.42 


1 


I 


OVARC1001542 


67.08 


99.57 


88.99 


1.48 


1.33 


OVARC 100 1544 


95.76 


116.73 


98.74 


1.22 


1.03 
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OVARC1001546 

OVARC1001547 

OVARC1001555 

OVARC1001560 

OVARC1001569 

OVARC1001570 

OVARC1001577 

0VARC1CX)1578 

OVARC1001596 

OVARC1001600 

OVARC1C)01607 

OVARC1001610 

OVARC1001611 

OVARC1001615 

OVARC1001636 

OVARCl 001668 

OVARC1001702 

OVARC1001703 

OVARC1001710 

OVARC1001711 

OVARC1001713 

OVARC1001725 

OVARC1001726 

OVARC1001727 

OVARC1001731 

OVARC1001735 

OVARC1001741 

OVARC1001745 

OVARC1001759 

OVARC1001762 

OVARC1D01766 

OVARC1001767 

OVARC1001768 

OVARC1001770 

OVARC1001776 

OVARC1001791 

OVARC100I795 

OVARC1001798 

OVARCl GDI 802 

OVARC1001805 

OVARC1001807 

OVARC1001809 

OVARC1001812 

OVARC1001813 

OVARC1CK)1820 

OVARC1001828 

OVARC1001833 

OVARC1001839 

OVARCl 00 1846 

OVARC1001849 

OVARC1001861 

OVARC1001873 



49.52 43.47 38.3 0.88 0,81 

23.53 18.95 25.34 1 1 
1367.8 1096.38 1129.08 0.8 0.83 
35.41 34.45 42.68 1 1.07 
40.02 36.25 49.64 1 L24 
118.3 90.82 109.86 0.77 0.93 
67,37 61.81 (55.57 0.92 0.97 
7.12 4.31 2.89 1 1 

109.11 98.02 100.15 0.9 0.92 

44.91 38.21 38.78 0.89 0.89 

103.19 103.55 104.7 1 1.01 

27.23 22.39 29.89 1 1 

23.95 21.82 23.28 1 1 
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PLACE1001536 21.36 

PLACE1001545 299.5 

PLACE10O155i 52.49 

PLACE1001564 32.98 

PLACE1001570 37.67 

PLACE1001571 60.72 

PLACE 100 1595 131.76 

PLACE1001602 140.17 

PLACEI001603 106.03 

PLACE1001608 50.87 

PLACE1001610 152.25 

PLACE10016I1 23.89 

PLACE1001629 26.65 

PLACE1001632 30.66 

PLACE1001634 172.71 

PLACE1001637 25.7 

PLACE 100 1640 57.73 ' 

PLACE1001655 20.38 

PLACE1001672 36.77 

PLACE1001676 61.14 

PLACE1001683 130.38 

PLACE 100 1691 66.24 

PLACE1001692 107.1 
PLACE1001705 103 

PLACE1001716 34.04 

PLACE1001720 22.82 

PLACE 1001728 23.74 

PLACE1001729 42.25 

PLACE1001739 27.27 

PLACE1001740 41.28 

PLACE1001745 33.2 

PLACE 1001746 58.49 

PLACE1001748 91.44 

PLACE 1001 753 46.48 

PLACE1001756 206.24 
PLACEI001761 105 

PLACE1001767 906.39 

PLACE1001771 50.78 

PLACE1001775 56.72 

PLACE1001777 250.62 

PLACEi001781 47.54 

PLACE1001783 25.79 

PLACE1001786 27.32 

PLACE1001788 63.8 

PLACE1001795 55.25 

PLACE1001799 19.31 

PLACE1001810 37.78 

PLACE1001817 51.28 

PLACE 100 1821 90.72 

PLACE1001836 40.93 
PLACE1001844 50.7 

PLACE1001845 114.64 



23 24.62 1 1 

242.39 336.18 0.81 1.12 

59.71 48.37 1.14 0.92 

43.9 34.74 l.l 1 

45.32 43.97 1.13 1.1 

58.0r 57.65 0.96 0.95 

206.77 116.03 1.57 0.88 

124.26 134.66 0.89 0.96 
99.78 98-98 0.94 0.93 
50.16 41.39 0.99 0.81 
167.91 138.81 LI 0.91 
32.27 24.71 1 1 
29.58 37.06 I 1 
37.71 44.36 1 1.11 
157.55 99.09 0.91 0.57 
21.53 18.93 1 1 
81.27 57.98 1.41 1 

17.61 16.27 1 1 
44.13 45.88 1.1 1.15 
47.49 68.28 0.78 1.12 
163.09 126.67 L25 0.97 
137.29 148.77 2.07 2.25 
130.47 90.19 1.22 0.84 
105.83 98.71 1.03 0.96 

37.84 33.36 ^ 1 I 
19.21 23.04 1 1 
33.98 26.51 1 1 
41.32 31.82 0.98 0.95 
36.66 35.51 1 1 

37.48 41.21 0.97 1 

30.85 25.22 1 1 
62.26 51.19 1.06 0.88 

111.27 90.04 1.22 0.98 

41.49 42.81 0.89 0.92 

206.45 146.37 1 0.71 
105.33 114.94 1 1.09 
1018.83 646-39 1-12 0.71 
47.05 50.31 0.93 0.99 
58.09 52.35 1.02 0.92 
301.05 385.02 1.2 1.54 
45.66 50.36 0.96 1.06 
23.91 24.74 1 1 
22.95 23.3 1 1 
50.58 49.3 0.79 0.77 
47-94 42.33 0.87 0.77 
21.26 19.78 1 1 

34 28.42 1 I 

35.63 49.47 0.78 0.96 

88.49 68.61 0.98 0.76 

47.62 45.4 1.16 1.11 
52.62 49.15 1.04 0.97 

148.46 138.06 L3 L2 



438 



EP1 130 094 A2 



PLACE1001858 39.69 37.7 4fi.91 1 1.15 

PLACE1001869 66.67 56.7 50.32 0.85 0.75 

PLACE1001890 139.54 181.8 133.9 1.3 0.96 

PLACE 1001 897 103.15 90.08 92.86 0.87 0.9 

PLACE1001902 132.93 111.17 101.84 0.84 0.77 

PLACE1001904 21.63 26.18 17,37 1 1 

PLACE1001907 51.16 54.84 43.55 1.07 0.85 

PLACE1001910 4125.55 5812.98 5956.63 1.41 1.44 

PLACE1001912 98.39 125.69 81.71 1.28 0.83 

PLACE1001918 75.3 178.35 171.51 2.37 2.28 

PLACE1001920 38.58 44.62 25.77 1.12 . 1 

PLACE1001928 59.67 54.32 45.81 0.91 0.77 

PLACE1001930 42.5 39.89 29.86 0.94 0.94 

PLACE1001949 30.76 31.17 25.06 1 1 

PLACEI001959 30.92 27.74 44.02 1 1.1 

PLAC:E1001969 43.67 68.4 60.61 1.57 1.39 

PLACE100I974 58.47 87.97 70.98 1.5 1.21 
PLACE1001981 20.55 19.1 19.17 I 1 

PLACE1001983 50.42 56.62 39.13 1.12 0.79 

PLACE1CX)1989 64.23 61.57 57.16 0.96 0.89 

PLACE1002004 138.52 136.78 156.35 0.99 1.13 

PLACE1002008 78.06 75.77 80. 18 0.97 1.03 

PLACE1002015 397.49 417.71 ^!45.16 1.05 1.12 

PLACE1002044 41.16 31.51 40.22 . 0.97 0.98 

PLACE1002046 44.29 35.77 47.55 0.9 1.07 

PLACE1002052 20.68 23.54 25.31 1 I 

PLACE1002066 178.37 183.05 183.25 1.03 1.03 

PLACE1002072 78.28 81.5 77.13 1.04 0.99 

PLACE1002073 27.9 28.71 34.29 1 1 

PLACE1002080 61.82 72.61 63.14 1.17 1.02 

PLACE1002081 40.52 38.51 38.8 0.99 0.99 

PLACE1002090 79.31 102.85 131,29 1.3 1.66 

PLACE1002095 63.25 73 81.15 1.15 1.28 

PLACE1002102 47:9 64.22 87.09 1.34 1.82 
PLACE1002109 121.13 154.2 113.37 1.27 0.94 

PLACE1002115 47.16 53.43 44.36 1.13 0.94 

PLACE1002119 220.58 222 254.75 1.01 1.15 
PLACE1002140 224.21 154.92 220.12 0.69 0.98 

PLACEI002I50 46.55 38.95 33.85 0.86 0.86 

PLACE1002153 34.37 46.95 43.15 1.17 1.08 
PLACE1002157 36.71 37.17 35.5 1 1 

PLACE1002163 41.57 43.98 53.8 1.06 1.29 

PLACE1002168 80.08 72.26 77.83 0.9 0.97 
PLACE1002170 32.62 28.6 31.69 1 1 

PLACE1002171 54.23 42.59 50.12 0.79 0.92 

PLACE100218O 55.02 46.62 41.61 0.85 0.76 
PLACE1002184 117.06 172.52 143.25 1.47 1.22 

PLACE1002200 33.2 36.06 34.77 I 1 
PLACE 1002205 93.98 75.49 65.05 0.8 0.69 

PLACE1002213 49.41 60.19 55.06 1.22 1.11 
PLACE 10022 19 32.08 34.58 42.83 1 1.07 

PLACE1002227 39.22 41.44 39.22 1.04 1 
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0.8 


PLACE1008664 


23.34 


23.64 


24.27 


1 


1 


PLACE1008693 


43.13 


41.51 


30.19 


0.96 


0.93 


PLACE 1008696 


31.94 


34.65 


25.43 


1 


1 


PLACE 10087 15 


47.85 


46.82 


42.88 


0.98 


0.9 


PLACE 10087 16 


41.71 


53.61 


3L3 


1.29 


0.96 


PLACE1008722 


54.61 


45.03 


44.82 


0.82 


0-82 


PLACE1008738 


88.36 


84.43 


83.28 


0.96 


0.94 


PLACEl 008742 


162.86 


160.2 


161.81 


0.98 


: 0-99 
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PLACE 1008744 


14.14 


22.94 


12-18 


1 


1 


PLACE1008748 


22.27 


24.48 


14.44 


1 


1 


PLACE1008757 


34.6 


42.71 


27.87 


1.07 


1 


PLACE1008766 


32.11 


27.78 


28.26 


1 


1 


PLACE 1008785 


49.07 


59.73 


41.43 


1.22 


0.84 


PLACE 1008790 


33.27 


33.02 


29.64 


1 


1 


PLACE1008798 


63.72 


66.89 


67.61 


1.05 


1.06 


PLACE1008807 


22.01 


22.03 


19.94 


1 


1 


PLACE1008808 


32.24 


18.82 


19.03 


1 


1 


PLACE1008813 


29.43 


35.83 


35.39 


1 


1 


PLACE1008836 


79.18 


55.11 


47-12 


0.7 


0.6 


PLACE 1008851 


115-23 


81.63 


■55.52 


0.71 


0.48 


PLACE1008854 


20.39 


26.55 


11.71 


1 


1 


PLACE 1008864 


48.15 


54.26 


72.45 


1.13 


1.5 


PLACE 1008867 


56.85 


58.24 


33.04 


1.02 


0.7 


PLACE1008876. 


549.37 


600.39 


469.11 


1.09 


0.85 


PLACE1008887 


41.83 


58.22 


24.8 


1.39 


0.96 


PLACE1008902 


25.21 


36.34 


34-18 


1 


1 


PLACE1008911 


55.54 


65.78 


52.58 


1.18 


0.95 


PLACE1008917 


19.14 


25.45 


24.12 


1 


I 


PLACE1008920 


11.29 


12.12 


6.23 


1 


1 


PLACE 1008925 


13.83 


16.73 


10.48 


1 


1 


PLACE1008930 


27.53 


23.49 


18.05 


1 


1 


PLACE1008934 


28.64 


34.88 


18.8 


1 


1 


PLACE1008941 


17.54 


24.91 


22.06 


1 


1 


PLACE1008947 


37.22 


. 51.14 


43.96 


1.28 


1.1 


PLACE 1008984 


23.24 


34,33 


21.6 


1 


1 


PLACE1008985 


19.99 


29.03 


21.28. 


1 


1 


PLACE1008994 


10.53 


10.54 


7.43 


1 


1 


PLACE1009020 


20.44 


34.43 


21.28 


1 


1 


PLACE1009027 


14.33 


10.59 


13.29 


1 


1 


PLACE1009039 


12.51 


12.97 


9.67 


1 


1 


PLACE1009045 


25.26 


34.62 


28.65 


1 


1 


PLACE1009048 


11.07 


6.67 


9.57 


1 


1 


PLACE1009050 


16.3 


17.99 


13.91 


1 


1 


PLACE 1009060 


52.29 


76.48 


76.13 


1.46 


1.46 


PLACE1009067 


63.86 


53.76 


34.08 


0.84 


0.63 


PLACE1009071 


54.23 


73.27 


59.81 


1-35 


1.1 


PLACE 1009090 


• 29.1 


39.11 


39.61 


1 


1 


PLACE 1009091 


739.81 


739-41 


547.06 


1 


0.74 


PLACE1009094 


19.97 


28.69 


21.59 


1 


1 


PLACE1009099 


36.64 


45.19 


48.83 


1.13 


1.22 


PLACE1009110 


20.35 


18.46 


20.9 


1 


1 


PLACE10091U 


18.51 


23.09 


18.16 


1 


1 


PLACE1009113 


53.98 


42.76 


37.35 


0-79 


0.74 


PLACE 1009 130 


41.39 


52.31 


43.13 


1.26 


1.04 


PLACE1009150 


. 39.25 


37.55 


32.77 


1 


1 


PLACE1009155 


69.35 


94.89 


74.07 


1-37 


1.07 


PLACE 1009 158 


21.91 


26-54 


18.92 


1 


1 


PLACE 1009 166 


50.25 


51.72 


46.79 


1.03 


0.93 


PLACE 1009 172 


22.82 


29.53 


36.75 


1 


1 


PLACE 1009 174 


34.79 


36-37 


30.96 


1 


1 
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PLACE 1009 183 


94.37 


89.34 


64.66 


0.95 


0.69 


PLACE 1009 186 


20.43 


20.53 


17.56 


1 


1 


PLACE 1009 190 


20.48 


35.41 


18.66 


1 


1 


PLACE 1009 196 


54.35 


52.71 


38.66 


0.97 


0-74 


PLACE 1009200 


58.25 


76.13 


58.44 


1.31 


1 


PLACE1009217 


42.05 


46.24 


41.71 


I.l 


0.99 


PLACE 1009230 


144.11 


204.77 


153-75 


1.42 


1,07 


PLACE 1009236 


24.31 


27.66 


29.72 


1 


1 


PLACE 1009246 


158.99 


139.66 


83.91 


0.88 


0.53 


PLACE1009265 


66.52 


42.3 


71.65 


0.64 


1.08 


PLACE 1009279 


34.59 


34.51 


23.57 


1 


1 


PLACE 1009298 


79.99 


77.85 


81.83 


0-97 


1.02 


PLACE 1009308 


33.45 


27.01 


16.14 


1 


1 


PLACE 10093 19 


65.4 


73.56 


77.72 


1.12 


1.19 


PLACE1009328 


49.82 


47.34 


43.67 


0.95 


0.88 


PLACE1009335 


19.74 


18.97 


16.42 


1 


1 


PLACE1009338 


46.74 


52.39 


38.16 


1.12 


0.86 


PLACE1009344 


19.93 


16.12 


20.93 


1 


1 


PLACE 1009355 


147.61 


162.58 


173.91 


1.1 


1.18 


PLACE1009368 


17.87 


20.22 


16.8 


L 


1 


PLACE1009375 


22.61 


32.24 


29.19 


1 


1 


PLACE1009388 


49.9 


74.96 


45.01 


1.5 


0.9 


PLACE 1009398 


35.17 


53.79 


43.1 


1.34 


1.08 


PLACE 1009404 


34.21 


46.04 


38.16 


1.15 


1 


PLACE1009410 


26.75 


35.99 


28,94 


1 


1 


PLACE1009417 


- 58.32 


67.04 


42.72 


1.15 


0.73 


PLACE1009424 


34.63 


42.13 


42.37 


1.05 


1.06 


PLACE 1009434 


24.85 


24.58 


24.73 


1 


1 


PLACE 1009443 


47.53 


48.97 


35.82 


1.03 


0,84 


PLACE1009444 


31.89 


50.08 


34.61 


1.25 


1 


PLACE1009459 


18.43 


17.86 


18.01 


1 


I 


PLACE 1009460 


67.87 


55.15 


59.2 


0.81 


0.87 


PLACE1009468 


61.44 


73,54 


56.01 


1.2 


0.91 


PLACE 1009476 


18.42 


23.28 


12.77 


1 


1 


PLACE1009477 


38.48 


38.41 


40.05 


1 


1 


PLACE 1009493 


14.61 


13.38 


11.75 


1 


1 


PLACE1009502 


24.2 


18.19 


17.23 


1 


1 


PLACE1009524 


18.39 


17.32 


15.6 


1 


1 


PLACE1009527 


34.8 


37.6 


27.86 


1 


1 


PLACE 1009531 


202.28 


205.54 


217.56 


1.02 


1.08 


PLACE1009535 


41.74 


48.48 


38.26 


L16 


0.96 


PLACE1009539 


52.88 


57.83 


52.55 


1.09 


0.99 


PLACE 1009540 


74.03 


82.77 


96,82 


1.12 


1.31 


PLACE 1009542 


20.3 


17.51 


18.66 


1 


1 


PLACE1009546 


26.64 


16.94 


13.4 


1 


1 


PLACE1009556 


19.56 


22.58 


16.96 


1 


1 


PLACE1009569 


42.87 


51.18 


43.48 


1.19 


1.01 


PLACE1009571 


28.33 


26.69 


25,34 


1 


1 


PLACE1009573 


55.23 


54.49 


56.76 


0.99 


1-03 


PLACE1009576 


43.33 


35.6 


25.18 


0.92 


0.92 


PLACE 1009580 


66.98 


54.33 


52.85 


0.81 


0.79 


PLACE1009581 


35.02 


40.73 


37.32 


1,02 


1 
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PLACE1009587 


21.2 


22.71 


17.17 


1 


1 


PLACE1009593 


69.23 


95.74 


64.2 


1.38 


0.93 


PLACE1009595 


67.55 


60.93 


55.12 


0.9 


0,82 


PLACE 1009596 


31.43 


27.75 


24.05 


1 


1 


PLACE10O96O0 


76.24 


87.08 


68 


1.14 


0.89 


PLACE1009604 


51.17 


39.11 


25.77 


0.78 


0.78 


PLACE 1009607 


105,68 


136.82 


84.46 


1.29 


0.8 


PLACE1009613 


27.91 


34.76 


27.43 


1 


1 


PLACE 1009621 


70.93 


83.59 


74.98 


1.18 


1.06 


PLACE 1009622 


51.58 


101.79 


73.07 


1.97 


1.42 


PLACE1009624 


36.65 


51.5 


30.53 


1,29 


i 


PLACE1009637 


14.3 


19.67 


15.18 


1 


1 


PLACE 1009639 


60.81 


23.05 


18.6 


0.66 


0.66 


PLACE 1009654 


29,81 


37.96 


30.06 


1 


1 


PLACE 1009659 


49.17 


66.83 


38.29 


1.36 


0.81 


PLACE 1009665 


36.25 


41.13 


28.7 


1.03 


I 


PLACE 1009669 


20.88 


23.64 


26.93 


1 


1 


PLACE 1009670 


27.37 


30.25 


30.27 


1 


1 


PLACE 1009708 


24.07 


37.18 


35.56 


1 


1 


PLACE 1009721 


28.98 


18.31 


19.77 


1 


1 


PLACE 1009731 


35.52 


28.93 


25.46 


1 


1 


PLACE1009735 


40.83 


32.49 


55.08 


0.98 


1.35 


PLACE 1009737 


35.2 


30.66 


37.3 


1 


1 


PLACE 1009741 


18.21 


26.46 


34.29 


I 


1 


PLACE1009752 


40.61 


30.49 


23.87 


0.98 


0.98 


PLACE 1009763 


49.08 


51.16 


54.68 


1.04 


1.1 1 


PLACE1009766 


41.6 


36.03 


39.03 


0.96 


0.96 


PLACE1009772 


17.1 


38.53 


32.16 


1 


1 


PLACE 1009782 


44.04 


32.84 


31.11 


0.91 


0.91 


PLACE 1009794 


37.6 


36.48 


30.69 


1 


1 


PLACE 1009798 


43.74 


40.97 


39.06 


0-94 


0.91 


PLACE 1009845 


17.16 


29.15 


19.05 


1 


1 


PLACE 1009849 


18.1 


25.14 


34.22 


I 


1 


PLACE 1009857 


24.47 


21.19 


22.73 


1 


I 


PLACE 1009861 


157.04 


147.3 


184.61 


0.94 


1.18 


PLACE1009872 


183.78 


532.08 


595.65 


2.9 


3.24 


PLACE 1009877 


88.74 


127.12 


82 


1.43 


0.92 


PLACE 1009879 


^ 50.78 


61.76 


51.43 


1.22 


1.01 


PLACE 1009886 


26.47 


30.9 


26.46 


1 


1 


PLACE 1009888 


40.97 


27.49 


37.88 


0.98 


0.98 


PLACE 1009908 


38.76 


52.68 


31.63 


1.32 


1 


PLACE1009919 


72.43 


157.7 


91.06 


2.18. 


1.26 


PLACE1009921 


33.92 


34.44 


25.56 


1 


1 


PLACE1009923 


30.5 


44.49 


36.52 


1.11 


1 


PLACE 1009924 


99.41 


54.1 


55.42 


0.54 


0.56 


PLACE 1009925 


35.65 


20.58 


22.27 


1 


1 


PLACE1009931 


90.33 


98.46 


76.54 


1.09 


0.85 


PLACE1009935 


25.18 


24.01 


15.51 


. 1 


1 


PLACE 1009947 


27.03 


27.39 


20.09 


1 


1 


PLACE1009961 


24.51 


25.25 


21.83 


1 


1 


PLACE1009971 


24.03 


25.77 


25.6 


1 


1 


PLACE1009982 


18.22 


39.31 


15.49 


1 


1 
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PLACE1009992 9.19 

PLACE 1009995 63.3 

PLACE1009997 43.45 

PLACE1010002 32.44 

PLACElOlOOll 25.99 

PLACE1010013 15.52 

PLACE1010021 24.58 

PLACE1010023 43.52 

PLACE1010031 52.61 

PLACE1010039 19.95 

PLACE1010045 36.67 

PLACE1010053 21.58 

PLACE1010060 38.71 

PLACE1010069 19.39 

PLACE1010070 20.01 

PLACE10I0074 165.08 

PLACE1010076 230.47 

PLACE1010078 31.79 

PLACE1010081 76.83 

PLACE10I0083 17.09 

PLACE1010089 20.95 

PLACE 101 0096 '70.55 

PLACE1010102 39.64 

PLACE1010105 47.44 

PLACE1010106 40.34 

PLACE1010130 40.29 
PLACE10i0132 56.7 

PLACE1010134 20.51 

PLACE1010139 415.41 

PLACE1010i48 39.47 

PLACE1010152 29.32 

PLACE1010155 330.96 

PLACE1010156 356.21 

PLACE1010161 37.57 

PLAGE1010181 34.13 

PLACE1010194 24.35 

PLACE1010202 18.23 

PLACE1010231 31.51 

PLACE1010235 45.66 

PLACE1010237 15.65 

PLACE1010251 45.81 

PLACE1010261 32.21 

PLACE1010270 25.56 

PLACE1010273 20.85 

PLACE1010274 54.13 
PLACE1010277 71.1 

PLACE1010293 66.72 
PLACE1010297 190.1 

PLACE1010300 45.22 

PLACE1010310 424.98 

PLACE1010321 55.25 
PLACE1010324 25.61 



11.11 


8.64 


1 


1 


51.96 


56.69 


0.82 


0.9 


50.16 


41.93 


1.15 


0.97 


23.09 


16.62 


1 


1 


24.02 


19.6 


1 


1 


18.47 


13.26 


1 


1 


36.88 


37.14' 


1 


1 


60,71 


6L14 


1.39 


1.4 


51.96 


38.23 


0.99 


0.76 


22.68 


18.66 


1 


1 


47.27 


35.84 


1.18 


1 


20.14 


20.04 


1 


1 


56.37 


32.78 


1.41 


1 


23.73 


18.91 


1 


1 


20.72 


21.19 


1 


1 



128.25 150.68 0.78 0.91 

311.86 258-06 1.35 1.12 
36.25 37 1 X 

74.34 52.61 0.97 0.68 

21.13 24.34 1 1 

24.75 17.3 1 1 
70.61 54.95 1 0.78 
55.68 62.77 1.39 1.57 

49.6 4:5.65 1.05 1.03 
52.34 43.81 1.3 1.09 

44.66 30,55 1.11 0.99 
85.85 65.52 1,51 1.16 
15.99 20.46 1 1 
498.57 421.38 1.2 1.01 

45.32 27.49 1,13 1 
28.44 29.8 1 I 
335.95 408.91 1.02 1.24 
422.83 469.57 1.19 1.32 
44.88 36.68 1.12 1 

35.33 27.84 1 1 
22.48 25.49 1 1 

20.58 13.78 1 1 

46.67 24.45 1.17 1 

38.3 32.66 0.88 0.88 

11.4 11.73 1 1 
45.52 23.23 0.99 0.87 
38.4 27.38 1 1 

34.7 21.54 1 1 
22:99 16.74 ^ 1 i 
47.79 55.26 0.88 1.02 
82.25 73.8 1.16 1.04 

98.76 53.8 1.48 0.81 
248.33 202.48 1.31 1.07 

39.59 27.21 0.88 0.88 
529.37 453.64 1.25 1.07 
72.06 55.13 1.3 1 
25.41 17.98 1 1 
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PLACE1010329 


50.18 


65.57 


47.53 


1,31 


0.95 


PLACE 10 10330 


55.1 


76-67 


55.02 


1.39 


1 


PLACE1010335 


77.42 


150.11 


159.9 


1.94 


2.07 


PLACE 10 10341 


14.28 


17.1 


15.38 


1 


1 


PLACEi010342 


9.17 


10.68 


6-34 


1 


1 


PLACE 10 10346 


25 


30.67 21.84 


I 


1 


PLACE 10 10362 


35.78 


48.63 


23.59 


1.22 


1 


PLACEi010364 


19.36 


14,8 


13.85 


1 


1 


PLACE1010368 


. 32.4 


36.5 


4^..4 


1 1. 


11 


PLACE1010373 


55,73 


66.05 


70.87 


1.19 


1.27 


PLACE1010383 


105.68 


48.05 


71.29 


0.45 


0-67 


PLACE1010385 


6.58 


5-18 


2.96 


1 


1 


PLACE1010389 


149.57 


123.41 


125.82 


0-83 


0,84 


PLACEI010401 


15.79 


15.26 


16.26 


1 


1 


PLACE 10104 10 


28.15 


37-81 


34.22 


1 


1 


PLACE1010418 


36.95 


33-69 


39.07 


1 


1 


PLACE1010425 


16.45 


18-69 


17.64 


1 


1 


PL.^CE1010443 


273.44 


343.89 


242.35 


1.26 


0.89 


PLACE1010445 


32.75 


43.52 


36.7 


1.09 


1 


PLACE1010481 


19.87 


17.5 


20.62 


1 


1 


PLACE1010482 


24.01 


33.97 


24.55 


1 


1 


PLACE1010491 


35.66 


27.01 


27.99 


1 


1 


PLACE1010492 


97.73 


111.42 


92.48 


1.14 


0.95 


PLACE1010509 


28.13 


32.42 


36.16 


1 


1 


PLACE1010518 


98.12 


123,6 


114.12 


1.26 


1,16 


PLACE1010522 


100.54 


105.4 


126.63 


1.05 


1.26 


.PLACE1010529 


32,36 


59.45 


68.71 


1.49 


L72 


PLACE10i0547 


21.89 


34.68 


16.06 


1 


1 


PLACE 10 10560 


29-41 


35.2 


34.06 


1 


1 


PLACE1010562 


23.25 


30 


23.72 


1 


1 


PLACE1010579 


38.25 


33.08 


29,89 


1 


1 


PLACE1010580 


37.66 


33.68 


35.77 


1 


1 


PLACEl 010599 


92.73 


121.5 


90.34 


1.31 


0,97 


PLACE1010606 


30.04 


34.79 


22.32 


1 


1 


PLACE1010616 


46-86 


69.11 


81.69 


1.47 


1.74 


PLACE 1010622 


28.24 


38.42 


25.03 


1 


1 


PLACE1010624 


51.97 


49.53 


49.27 


0.95 


0.95 


PLACE1010628 


40.93 


49.51 


35.73 


1.21 


0.98 


PLACE1010629 


35-56 


41.65 


35.77 


1.04 


1 


PLACE 101 0630 


44.56 


38.38 


46.6 


0.9 


1.05 


PLACE1010631 


27.36 


20.75 


17.51 


1 


1 


PLACE1010651 


233.15 


363.62 


282.49 


1.56 


1.21 


PLACE101066I 


22,85 


27.37 


31.66 


1 


1 


PLACE1010662 


26.01 


24.27 


21.39 


1 


1 


PLACE1010668 


190.83 


153.29 


181.8 


0.8 


0.95 


PLACE1010702 


59.8 


61.23 


55.06 


1.02 


0-92 


PLACE1010709 


513.52 


534.45 


611-18 


1.04 


1.19 


PLACE1010713 


60-05 


51.29 


72.19 


0.85 


1.2 


PLACE1010714 


19.13 


16.92 


16.72 


1 


1 


PLACE1010716 


26.71 


33.85 


35.18 


1 


1 


PLACE1010717 


42.47 


35.58 


37.32 


0.94 


0.94 


PLACE1010720 


229.86 


278.82 


183.49 


1.21 


0.8 
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"^0 44 




70 1 1 


1 


1 

J. 










1 
i 


1 

i. 


DT A 1 n 1 en <o 


lo.Z / 




Z 1. /D 


1 


1 


rLACJblUlU/Di 


1 f\A QA. 






1.1/ 


1 


FLAChlUlU/ 71 




59.5 


57.83 


1.31 




PLACE1010784 


20.56 
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PLACE30O0158 115.37 
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37.8 32.16 0.85 0.85 
29.97 22.47 1 1 
274.25 267.89 1.3 1.27 
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161.47 


1-07 


0.89 


VESEN1000363 


130.95 


132.52 


120.92 


l.Ol 


0.92 


VESEN 1000388 


47.19 


34.28 


39.83 


0.85 


0-85 


VESEN1000394 


45.79 


54.32 


54.41 


1.19 


1.19 
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VESEN10004I0 


33.77 


• 24.94 


18.14 


1 


1 


VESEM 10004 11 


40.62 


43,06 


55.86 


1.06 


1.38 


VESEN1000415 


44.83 


38.74 


34.12 


0.89 


0.89 


VESEN1000440 


77.99 


76.99 


81.63 


0.99 


1.05 


VESEN1000452 


55.97 


59.97 


56.08 


1.07 


1 


VESEN1OO0539 


2520.38 


1514.24 


. 2475.51 0.6 


i 0,98 


VESENI000554 
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1 


1 


VESEN1000557 


65.42 
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91.48 


1,52 


1.4 


VESEN 1000575 


33 


42.85 36.23 1.07 


1 


VESEN10O0585 


33.26 


35.72 


48.21 


1 1.21 


VESEN 1000592 


14.7 


10.84 


12.9 


1 


1 


VESEN 1000658 


53.11 


50.87 


53.69 


0.96 


1.01 


VESEN1000669 


156.32 


171.85 


194.32 




1 24 


VESEN1000743 
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26.82 


23,72 


1 
I 


1 

1 


VESEN1000752 
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621.22 
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1 01 


1 no 


VESEN1000761 
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1 Of^ 
1 .zu 
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108.81 




1 AO 


VESEN2000102 
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1 

i 
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OC AC 
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KJ* to 


VESEN2000175 
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1 *C O 1 
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1 
I 


1 


VESEN2000186 
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4/. 45 


U.oo 


n 00 

\J.yy 


VESEN2000199 
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2/4.515 


1 1 Q 


1 

I .J 


VESEN2000200 


31.77 






1 
1 


1 
1 


VESEN2000204 


42.87 


Ml .J I 


40.4 




I OR 


VESEN2000218 


233.2 




Z-OO-OJ 




1 14 

1 , IH 


VESEN2000230 


51.87 


D /.Dl 


(YX. 


1 1 1 

1.11 


1 .uo 


VESEN2000272 


66.18 


1\M 


A1.62 


1 OS 




VESEN2000299 


33.39 


36.15 


34.44 




J 


VESEN2000323 


122.34 


153.67 


120.03 


1.26 


0 


VESEN2000327 


25.64 


38.53 


30.18 


1 


I 


VESEN2000328 


287.92 


426.6 


459.49 


1.48 


L6 


VESEN2000330 


210.17 


635.42 


400.1 


3.02 


1.9 


VESEN2000336 


19.26 


21 


30.8 


1 


1 


VESEN2000354 


29.98 


44.87 


45.25 


1.12 


1.13 


VESEN2000378 


214.41 


200.95 


233.25 


0.94 


1.09 


VESEN2000379 


637.63 


734.74 


663.65 


1.15 


1.04 


VESEN2000397 


33.94 


34.23 


25.21 


1 


1 


VESEN20004I6 


33.88 


35.1 


24.86 


1 


1 


VESEN2000420 


13.29 


9.98 


11.98 


1 


I 


VESEN2000430 


82.14 


' 123.46 


143.79 


1.5 


1.75 


VESEN2000448 


13.1 


15.75 


14.63 


1 


1 


VESEN2000449 


77.75 


116.78 


106.38 


1.5 


1.37 


VESEN2000456 


16.97 


16.07 


16,5 


1 


1 


VESEN2000562 


141.49 


130.91 


105.14 


0.93 


0.74 


VESEN2000573 


8.91 


8.61 


6.79 


1 


1 


VESEN2000604 


13.88 


12.29 


.11.35 


1 


1 


VESEN2000614 


226.89 


314,06 


318.98 


1.38 


1.41 


VESEN2000638 


17.11 


18.86 


13.45 


1 


1 


VESEN2000641 


30.44 


33,47 


35.1 


1 


1 


VESEN2000645 


114.84 


103,19 


111.61 


0.9 


0.97 


Y79AA1000013 


23.65 


28.36 


17.86 


1 


1 


Y79AAI000030 


54.3 


54.62 


46.92 


1.01 


0.86 ■ 
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Y79AA1000033 111.64 
Y79AA1O0OO37 88.44 
y79AAl 000041 30.18 
y79AA1000059 55.17 
Y79AA1000065 270.08 
Y79AA1000081 26L42 
Y79AA1000127 107.56 
Y79AA1000130 127.02 
Y79AA1000131 6111.24 
Y79AA1000134 52.82 
Y79AA1000143 117.86 
Y79AA1000144 74.35 
Y79AA1000150 2545.96 
Y79AA1000153 5666.03 
Y79AA1000166 55.33 
Y79AA1000179 91.15 
Y79AA1000181 46.14 
Y79AA 1000202 588.9 
Y79AA1 000207 188.44 
Y79AA1000214 266.68 
Y79AA1000222 86.44 
Y79AA1 000226 82.03 
Y79AA1 000227 48.01 
Y79AA1000230 31.14 
Y79AA1000231 118.41 
Y79AA1000239 151.15 
Y79AA1000258 29.42 
Y79AA1000268 43.67 
Y79AA1000269 47.5 
Y79AA1000270 130.55 
Y79AA1000280 70.79 
Y79AA1 000285 29.49 
Y79AA1000295 35.22 
Y79AA1000307 18.53 
Y79'AA 10003 13 49.32 
Y79AA1000314 75.77 
Y79AA1000328 29.85 
Y79AA1000334 23.99 
Y79AA1000342 327.09 
Y79AA1000346 81.6 
Y79AA1000347 133.77 
Y79AA1000349 108.67 
Y79AA1000355 162.38 
Y79AA1000368 300.14 
Y79AA1 000388 264.81 
Y79AA1000392 29.82 
Y79AA1000405 76.52 
Y79AA1000410 344.28 
Y79AA1 000420 51.5 
Y79AA1000423 99.42 
Y79AA1 000426 48.92 
Y79AA1000432 31.27 



118.12 102.03 1.06 0.91 
96.39 66.63 1.09 0.75 
31.51 34.51 1 1 
55.82 52.18 1.01 0.95 
316.25 285.13 1.17 1.06 
374.34 508.29 1.43 1.94 
107.37 68.62 1 0.64 
147.17 116.76 1.16 0.92 
5656.63 5788.88 0.93 0.95 
69.93 53.91 1.32 1.02 

127.82 125,02 1.08 1.06 
76.59 74.72 1.03 1 
2718.65 2054.54 1.07 0.81 
5284.5 5846.98 0.93 1.03 
54.66 50.83 0.99 0.92 
94.27 64.88 1.03 0.71 

50.95 39.78 1.1 0.87 

770.83 565.25 1.31 0.96 
235.03 155.99 1.25 0.83 
298.79 319.39 1.12 1.2 
101.81 106.59 1.18 1.23 
161.73 169.02 1.97 2.06 

65.96 45.99 1.37 0.96 
25.61 22.03 1 1 
136.39 99.08 1.15 0.84 
168.81 146.2 1.12 0.97 
44.77 54.63 1.12 1.37 
51.54 45.57 1.18 1.04 
40.64 44.86 0.86 0.94 

110.71 113.31 0.85 0.87 
81.14 73.63 1.15 1.04 
30.14 27.66 1 1 
30.73 33.72 1 1 
20.75 18 1 1 
51.4 49.22 1.04 1 - 
84.06 101.41 1.11 1.34 
29.66 36.26 1 1 
28.51 35.56 1 1 
366.24 329.71 1.12 1.01 
47.85 70.26 0.59 0.86 
102.63 126.89 0.77 0.95 
107.41 141.16 0.99 1.3 
124.35 158.8 0.77 0.98 
326.89 275.96 1.09 0.92 
244.65 255.31 0.92 0.96 
42.96 63,94 1.07 1.6 
90.11 72,49 1.18 0.95 
441.37 334.83 1.28 0.97 
55.34 53.93 1.07 1.05 
111.57 110.84 1.12 1.11 
57.41 47.33 1.17 0.97 
26.61 25.92 1 1 
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Y79AA1000453 79.54 259.3 206.07 3.26 2.59 

Y79AA10(X)465 17.15 42 49.86 1.05 1.25 

Y79AAI000469 168.58 190.42 171.96 1.13 L02 

Y79AA1000480 43.91 47.71 38.1 1.09 0.91 

Y79AA1000502 92.82 78.1 86.82 0.84 0.94 

Y79AA1000521 41.82 34.78 40.15 0.96 0.96 

Y79AA1000534 82.06 125.38 113.59 L53 . 1.38 

Y79AA1000538 184.83 261.28 173.89 1.41 0.94 

Y79AA 1000539 354.26 344.61 222.22 0.97 0.63 

Y79AA1000540 26.42 33.12 31.6 1 1 

Y79AA1000560 1601,95 1282.77 1345.84 0.8 0.84 

Y79AA1000574 24.19 29.5 35.63 1 1 

Y79AA1000584 48.15 39.35 38.38 0.83 0.83 

Y79AA1000589 2778.11 2470.23 1588.55 0.89 0.57 

Y79AA1000598 29.48 26.04 21.58 1 I 

Y79AA1000600 114.94 209.4 237.16 1.82 2.06 

Y79AA1000609 31.84 21.28 28.15 1 1 

Y79AA1000618 63.61 66.01 76.25 L04 1.2 

Y79AA1000627 62.01 61:57 49.97 0.99 0.81 

Y79AA1000636 92.84, 80.65 118.18 0.87 1.27 

Y79AA1000649 96,75 123.64 122.08 1.28 1.26 

Y79AA1OO0656 1766.04 1687.12 1253.96 0.96 0.71 

Y79AA1000673 27.77 24.97 21.2 1 1 

Y79AA1000674 1171.63 1373.94 651.44 1.17 0.56 

y79AA1000678 36.94 44.09 34.34 l.i 1 

Y79AA1OO0682 1983.1 1699.68 1530.39 0,86 0.77 

Y79AA1000683 49.85 42.48 43.56 0.85 0.87 

Y79AA1000697 242.38 296.34 355.35 1.22 1.47 

Y79AA1000700 43.92 66.94 58.24 1.52 1.33 

Y79AA1000702 139.07 146.21 285.74 1.05 2.05 

Y79AA1000704 18.66 25.29 15.37 1 1 

Y79AA 1000705 44.31 44.51 31.94 1 0.9 

Y79AA1O06717 75.03 98.74 86.2 1.32 1.15 

Y79AA100b722 41.86 34.12 41.61 0.96 0.99 

Y79AA1000724 72.99 67.48 66.4 0.92 0.91 

Y79AA1000726 33.66 36.24 29.59 1 I 

Y79AA1OO0734 44.87 42.21 66.46 0.94 1.48 

Y79AA1000748 31.18 25.23 28.06 1 1 

Y79AA1000750 122.85 138.64 121.01 1.13 0.99 

Y79AA1000752 32.8 3 1 .76 33. 14 1 1 

Y79AA1000774 66.23 53.85 62.7 0.81 0.95 

Y79AA1000776 26.59 22,27 24.72 1 1 

Y79AA1000777 129.38 122.4 131.92 0.95 1.02 

Y79AA1000778 51.22 36.45 32.48 0.78 0.78 

Y79AA1000782 63.92 63.79 87.96 1 1.38 

Y79AA1000784 52.79 64.69 85.36 1.23 1.62 

Y79AA1000794 23.36 22.73 19.03 1 1 

Y79AA1000800 29.75 32,72 33.2 1 1 

Y79AA1000802 30.35 26.74 20.73 1 1 

Y79AA1000805 19.03 22.52 16.55 1 1 

Y79AA1000814 106.9 114.58 89.95 1.07 0.84 

Y79AA1000823 158.18 147.37 123.66 0.93 0.78 
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Y79AA1000824 36.55 

Y79AA1000827 72.11 

Y79AA1000831 100.55 

Y79AA1O00833 2837.13 

Y79AA1000850 56.14 

Y79AA1O0O856 86.17 

Y79AA1000862 21.4 

Y79AA1000876 126.25 

Y79AA1000888 391.22 

Y79AA1000902 91.22 

Y79AA1 000935 63.3 

Y79AA 1000959 59.37 

Y79AA1000962 36.15 

Y79AA1000963 96,8 

Y79AA1000966 519 

Y79AA1000967 19.89 

Y79AA1000968 80,03 

Y79AA1 000969 37.01 

Y79AA1000976 14,88 

Y79AA1000978 51.09 

Y79AA1000985 236.63 

^ Y79AA1000989 119.43 

Y79AA1000991 1240.54 

Y79AA1001013 1435.44 

Y79AA1001014 59.34 

Y79AA1O01019 50.26 

Y79AA1001020 77.34 

Y79AA1001023 30.63 

Y79AA1001030 54.37 

Y79AA1001035 36.18 

Y79AA1001041 34.02 

Y79AA1001043 104.7 

Y79AAi001048 36.81 

Y79AA1O01056 83.24 

Y79AA1001061 109.03 

Y79AA1001062 29.05 

Y79AA1001068 155.79 

Y79AA1001073, 63.42 

Y79AA1001077 141.08 

Y79AA1001078 89.83 

Y79AAi001081 52.76 

Y79AA1001088 430.32 

Y79AA1001089 92.85 

Y79AA1001090 67.22 

Y79AA1001105 122.65 

Y79AA1001142 62.73 

Y79AA100I145 99.57 

Y79AA1001162 61.53 

Y79AA1001167 22,2 
Y79AA1001176 22.58 

Y79AA1001 177 33.47 
Y79AA1001179 172.36 



29.44 33.27 1 1 

68-69 52.85 0.95 0.73 
112.39 119.5 1.12 1.19 
2936.23 2467.7 1.03 0.87 

49-87 45.58 0.89 0,81 

85.24 87.41 0.99 LOl 

15,44 14,93 1 1 
128.25 138.28 1.02 1.1 
560.15 327.4 1,43 0,84 

102.61 97.33 1.12 1.07 

75.01 65.76 1.18 1.04 
76.73 60.41 1.29 1.02 
37.57 34.42 1 1 

192.62 232.02 1.99 2.4 
651.66 477.36 1.26 0.92 
292-47 251.96 7.31 6.3 
76.94 75-11 0.96 0.94 ^ 

40.02 31.68 1 1 
17.75 13,35 1 1 
73.65 56,87 1.44 1.11 
273.81 258.11 1.16 1.09 
125.67 133.77 1.05 1.12 

994.5 880.71 0.8 0.71 
•1460.4 1293.41 1.02 0.9 

57.2- 61.99 0.96 1.04 

49.6 55.51 0.99 1,1 

83.75 108.42 1.08 1.4 
37.84 28.21 1 1 
72.86 67.84 1.34 1,25 
52.22 60.57 1.31 1.51 
26.39 39,75 1 1 
132.62 114.65 1.27 1.1 
40.02 39.21 1 1 
70.9 78.16 0.85 0.94 
110.8 115.01 1.02 1.05 

40.37 33.85 1.01 1 
171.69 179.73 1.1 1.15 
240.36 260.57 3.79 4.11 
122.58 123.69 0.87 0.88 
99.86 113.12 1-11 1.26 

53.5 48.66 1.01 0.92 
406-89 460.33 0.95 1.07 

116.61 115.46 1.26 1,24 
69.72 59.84 . 1.04 0.89 

110.5 72.39 0.9 0.59 

127.62 148,35 2.03 2.36 
109.62 105.59 1.1 1.06 
55.57 54.52 0,9 0.89 

27.76 22-05 1 1 
13.4 14.3 1 1 

34.18 31.87 1 1 
288.96 209.97 1.68 1.22 
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Y79AA1001185 


4.57 


59.88 


4.92 


1.5 


1 


Y79AA1001201 


75.33 


82.93. 


99.95 


1.1 


1.33 


Y79AA1001205 


37.54 


42.63 


48.27 


1.07 


1.21 


Y79AA1001211 


97.72 


107.77 


98.62 


1.1 


1.01 


Y79AA1001212 


95.32 


102.86 


78.99 


1.08 


0.83 


Y79AA1001216 


650.81 


671.69 


747.64 


1.03 


1.15 


Y79AA1001228 


81.54 


86.06 


78.83 


1.06 


0.97 


Y79AA1001233 


24,91 


19.52 


21.84 


I 


1 


Y79AA1001236 


41.43 


68.09 


69.24 


1.64 


1.67 


Y79AA1001239 


66.08 


63.52 


79.5 


0.96. 


1.2 


Y79AA1001240 


40.45 


44.69 


30.33 


1.1 


0.99 


Y79AA1001255 


209.03 


243,4 


327.16 


L16 


1.57 


Y79AA1001264 


77.47 


114.96 


155.28 


1.48 


2 


Y79AA1001272 


94.67 


108.27 


133.39 


1.14 


1.41 


Y79AA1001281 


18-21 


17.06 


16.63 


I 


1 


Y79AA1001299 


84.16 


104.65 


1*34.16 


1.24 


1.24 


Y79AA1001312 


29.58 


27.93 


24.52 


1 


1 


Y79AA1001319 


50.23 


74.51 


92.58 


1.48 


1.84 


Y79AA1001323 


29.99 


AIM 


39.19 


1.06 


1 


Y79AA1001328 


54.08 


55.7 


41.63 


1.03 


0.77 


Y79AA1001343 


4712.62 


5708.31 .5950.25 1.21 1.26 


Y79AA1001351 


30.34 


22.22 


24.29 


1 


1 


Y79AA1001364 


57.23 


72.81 


54.68 


1.27 


0.96 


Y79AA1061367 


33.46 


28.07 


29.13 


1 


1 


Y79AA1001384 


16.59 


11.98 


21,5 


1 


1 


Y79AA1001391 


22.75 . 


18.1 


18.89 


1 


1 


Y79AA1001394 


107.41 


106.15 


S5.41 


0.99 


0.8 


Y79AA 100 1402 


88:44 


106.63 


80.2 


1.21 


0.91 


Y79AA1001410 


31.55 


32.32 


27.63 


1 


1 


Y79AA1001414 


89.66 


99.17 


102.16 


1.11 


1.14 


Y79AA1001426 


26.19 


30.96 


29.42 


1 


1 


Y79AA1001427 


944.35. 


1175.39 


818.75 


1.24 


0.87 


Y79AA1001430 


.62.12 


77.68 - 


66.7 


1.25 


1.07 


Y79AA1001439 


106.67 


110.26 


142.44 


1.03 


1.34 


Y79AA1001485 


46.51 


42.89 


31,32 


0.92 


0.86 


Y79AA10D1493 


35.54 


24.61 


23.88 


I 


1 


Y79AA1001511 


57.74 


65.35 


93.44 


1.13 


1.62 


Y79AA1001523 


37.34 


66.39 


30.87 


1.66 


1 


Y79AA1001530 


106.49 


109.86 


93.6 


1.03 


0.88 


Y79AA1001532 


99.42 


111.62 


100.16 


1-12 


1.01 


Y79AA1 001533 


64.49 


53,61 


44.36 


0.83 


0.69 - 


Y79AA1001541 


23.65 


33.4 


31.44 


1 


1 


Y79AA1001548 


180.15 


182.1 


165.86 


1.01 


0.92 


Y79AA1001555 


57.85 


54.82 


39.03 


0.95 


0.69 


Y79AA1001562 


159.81 


149.99 


152.18 


0.94 


0.95 


Y79AA1001581 


54.55 


60.53 


50,36 


1.11 


0.92 


Y79AAI001585 


96.52 


98.24 


79.13 


1.02 


0.82 


Y79AA1001592 


62.47 


74.66 


67.17 


1.2 


1.08 


Y79AA1001594 


6.58 


7.46 


4.36 


1 


1 


Y79AA1001603 


1371.88 


1354.64 1311,51 0.99 0.96 


Y79AA1001613 


41.9 


47.86 


41.96 


1.14 


1 


Y79AA1001630 


21.43 


17.4 


21.48 


1 


1 
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/d.41 
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1 no 

i.uy 
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Y79AA 100 1664 
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1 TO 


A AO 
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232.31 


111 
1-11 


1.03 


Y79AA1001692 


36.23 


50.52 


46.28 


1.26 


1.16 


Y79AA1001696 


14.49 


. 20.08 


15-55 


1 


1 


Y79AA1001705 


28.44 


37.49 


24.51 


1 


1 


Y79AA1001711 


93.7 


115.28 


83.78 


1.23 


0.89 


.Y79AA1001717 


21.82 


24.44 


17.74 


1 


1 


Y79AA1001719 


56.65 


50.42 


51.8 


0.89 


0.91 


Y79AA1001727 


63.97 


82-15 


75.03 


1.28 


1.17 


Y79AA1001750 


201.52 


244.27 


213.32 


1.21 


1.06 


Y79AA1001760 


1525.14 


1826.08 1836.66 1.2 1.2 


Y79AA100I777 


27.57 


■ 22.01 


20.75 


1 


1 


Y79AA1001781 


14.2 


10.34 


11.67 


1 


1 


Y79AA1001787 


34.67 


32.77 


31.46 


1 




Y79AA1001793 


490.12 


500.64 


415-02 


L02 


0.85 


Y79AA1001795 


20.82 


15.64 


16.66 


1 


1 


Y79AA1001799 


63.3 


90.19 


82.19 


1.42 


1.3 


Y79AA1001800 


206.49 


248.75 


358.98 


1.2 


1.74 


Y79AA100I801 


59.81 


46 ' 


W.71 


0.77 


0.75 


Y79AA1001803 


32.78 


24.73 


24.59 


1 


1 


Y79AA1001805 


93.54 


111.29 


88.98 


L19 


0.95 


Y79AA 100 1807 


156.64 


104.4 


119.1 


0.67 


0.76 


Y79AA1001827 


54.55 


36.34 


49.28 


0.73 


0.9 


Y79AA100i846 


90,02 


81.03 


88.49 


0.9 


0.98 


Y79AA1001848 


46.02 


35.28 


38.62 


0.87 


0.87 


Y79AA 1001 853 


54.99 


60.14 


72.48 


L09 


. 1-32 


Y79AA1001863 


55.19 


71.44 


82.39 


1.29 


1.49 


Y79AA 1001 866 


73 


77.51 


62.79 


L06 


0.86 


Y79AA1001874 


12.88 


7.85 


8.7 


1 


1 


Y79AA1001875 


92.9 . 


99.69 


99.18 


1.07 


1.07 


y79AAl001907 


1093.88 


755.57 1038.49 0.69 0.95 


Y79AA1001908 


28.59 


18.2 


21.42 


1 


1 


Y79AA1001923 


40.94 


40.51 


,35.36 


0.99 


0.98 


Y79AA10O1927 


54.84 


54,43 


48.17 


0.99 


0.88 


Y79AA100193O 


25.74 


40.86 


42.58 


1.02 


1.06 


Y79AA1001932 


97.69 


98.39 


84.63 


1.01 


0.87 


Y79AA1001933 


57.63 


46.41 


44 


0.81 


0.76 


Y79.\A1001942 


37.83 


42.2 


33.88 


1.06 


1 


y79AA1001963 


342.06 


324.07 


294.47 


' 0.95 


i 0.86 


Y79AA1001968 


133.87 


148.65 


174 


1.11 


1.3 


Y79AA1001983 


31.53 


29.07 


29.92 


1 


1 


Y79AAI 002000 


38.81 


38.99 


47.02 


1 


1.18 


Y79AA 1002004 


37.99 


102.36 


131.4 


2.56 


3.29 


Y79AA1002008 


90.25 


65.44 


54,66 


0.73 


0.61 


Y79AA1002012 


127,69 


126.92 


; 98.41 


0.99 


0.77 


Y79AA1002017 


12.63 


. 3.46 


2.78 


1 


1 


Y79AA1002022 


130.63 


151.97 


' 106.29 1-16 0.81 


Y79AA1002027 


31.61 


32.98 


29.25 


1 


1 


Y79AA1002050 


45.8 


38.26 


51.32 


0.87 


1.12 


Y79.AA1 002058 


1897.19 


1240.87 921.95 0.65 0.49 
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Y79AA1002060 


63.24 


95.77 


121.69 


1.51 


1.92 


Y79AA1O02062 


138.95 


173.15 


116.65 


1.25 


0.84 


Y79AA1002065 


241.79 


213.59 


256.71 


0.88 


1.06 


Y79AA1002067 


69,44 


85.04 


88.86 


1.22 


1.28 


Y79AA1002069 


22,45 


14.55 ' 


11.72 


1 


1 


Y79AA1002070 


290.21 


261.7 


420,51 


0.9 


1.45 


Y79AA1002074* 


4784.85 


4322.02 3500.57 0.9 0.73 


Y79AA1002076 


23.92 


22.89 


30.01 


1 


1 


Y79AA1002083 


32.64 


25,47 


18.78 


1 


1 


Y79AA1002084 


56.93 


47,45 


58.61 


0,83 


1.03 


Y79AA1002086 


29.98 


30.26 


23.7 


1 


1 


Y79AA1002087 


339.84 


473.89 


' 305.27 


1.39 


0.9 


Y79AA1002089 


63.57 


68.96 


66.81 


1.08 


1.05 


Y79AA1002093 


45.69 


38.45 


36.91 


.0.88 


0.88 


Y79AA1O021O1 


19.61 


22.84 


19.2 


1 


1 


Y79AA1002103 


37.61 


37.75 


35.74 


1 


1 


Y79AA1002115 


48.3 


60.52 


68.39 


1.25 


1.42 


Y79AA1002121 


50.52 


36,73 


32.42 


0.79 


0.79 


Y79AA1002125 


81.65 


86.76 


79.2 


1.06 


0.97 


Y79AA1002129 


33.63 


31.52 


18.59 


1 


1 


Y79AA1002131 


20.65 


14.34 


20.31 


1 


1 


Y79AA1002139 


31.44 


25.87 


27.48 


1 


1 


Y79AA1002144 


138.16 


90.77 


145.45 


0.66 


1.05 


Y79AA1002177 


53.67 


57.36 


47.56 


1.07 


0.89 


Y79AA1002183 


168.93 


154.43 


165.5 


0,91 


0.98 


Y79AA1002202 


111.2 


133.56 


100.48 


1.2 


0.9 


Y79AA1 002204 


35.34 


28.87 


17.92 


1 


1 


Y79AA1 002206 


28.51 


22.35 


18.61 


1 


1 


Y79AA1002208 


36.92 


36.47 


44.08 


1 


1.1 


Y79AAI 002209 


48.12 


45.04 


49.5 


0.94 


1.03 


Y79AA1002210 


29.11 


36.94 


29.41 


1 


1 


Y79AA 10022 11 


57.36 


63.16 


52-25 


LI 


0.91 


Y79AA1002213 


133.51 


136.73 


123.74 


1,02 


0.93 


. Y79AA1002215 


139.31 


112.01 


119.56 


0.8 


0.86 


Y79AA1002220 


69.79 


59.74 


58.27 


0.86 


0.83 


Y79AA 1002226 


91.29 


74.46 


87.97 


0.82 


0.96 


-Y79AA1002229 


34.29 


24.76 


7Z21 


■ 1 


1 


Y79AA1 002234 


34.52 


56.44 


51.95 


1.41 


1.3 


Y79AA1002235 


73.58 


67.73 


74.78 


0.92 


1.02 


Y79AA1002246 


50.76 


51.58 


35.73 


1.02 


0.79 


Y79AA1002258 


63.15 


82.64 


90.15 


1-31 


L43 


Y79AA1002279 


122.18 


148.88 


110.84 


1-22 


0.91 


Y79AA1002292 


61.42 


72.22 


67.83 


1.18 


1.1 


Y79AA1002298 


39.81 


43.55 


30,57 


1.09 


1 


Y79AA1002307 


32.77 


30.65 


23,26 


1 


1 


Y79AA1002309 


18.06 


24.11 


13.63 


1 


1 


Y79AA1002311 


53.31 , 


57.19 


84.46 


1,07 


1.58 


Y79AA1002334 


35.05 


38.07 


31.31 


1 


1 


Y79AA1002351 


42.13 


61.09 


58.56 


1.45 


1.39 


Y79AA1 002355 


48.88 


42.39 


40.68 


0.87 


0.83 


Y79AA1 002361 


87.11 


88.66 


76.9 


1.02 


0-88 


Y79AA1002365 


38.75 


24.26 


20.53 


1 


1 
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Y79AA1002373 43.96 

Y79AA1002376 3080.78 

Y79AA1002378 73.33 

Y79AA1002381 248.36 

Y79AA1002388 118.82 

Y79AA1002399 36.12 

Y79AA1002407 57.84 

Y79AA1002413 78.77 

Y79AA1002416 34.3 

Y79AA1002429 67.91 

Y79AA1002431 24.66 

Y79AA1002433 27.12 

Y79AA1002445 78.66 

Y79AA1002461 29.04 

Y79AA1002466 882.69 

Y79AA1002471 53.74 

Y79AA1002472 121.95 

Y79AA1002474 53.33 

Y79AA1002482 103.36 

Y79AA1002487 30.92 

Y79AA1002490 101.4 

Y79AA1002493 107.88 

ZRV6C1006278 46.63 



55.06 28.34 1.25 0.91 
3824.05 4481.1 1.24 .1.45 

93.61 68.22 1.28 0.93 
288.51 304.13 1.16 1.22 
135.82 129.37 1.14 1.09 

30.1 32.87 1 1 
42.82 52.54 0.74 0.91 
81.36 87.31 1.03 1.11 

30.2 51.99 1 1.3 
69.81 80.19 1.03 1.18 
21.16 23.98 1 1 
18.11 23.63 1 1 
54.58 73.75 0.69 0.94 

24.84 32 1 1 
904.65 782.53 1.02 0.89 
51.26 68.91 0.95 1.28 

127.4 127.11 1.04 1.04 

40.85 47.18 0.77 0.88 
111.11 116.07 1.07 1.12 
25.8 32.51 1 1 
90.92 90.54 0.9 0.89 
125.54 105.75 1.16 0.98 
30.08 32.23 0.86 0.86 



Table 186 

Expression of each cDNA in undifferentiated NT2 cells, in NT2 cells cultured in the presence 
of retinoic acid, or in NT2 cells that were cultured in the presence of retinoic acid and then 
further cultured in Ihe presence of cell-division inhibitor added (This table also contains clones 
without description in Examples) 

In the table, NT2, NT2_RA, and NT2_RA_INHIB represent untreated Nt2 cells, retinoic 
acid-treated NT2 cells, and retinoic acid/inhibitor-treated NT2 cells, respectively. The assay 
was performed in triplicate (n=3), and each result was shown in the column of exp.l, exp.2, or 
exp.3. In addition, "t-test N/R" and "t-test N/T' represent results of test for significance of 
difference between the untreated cells and the retinoic acid-treated ceDs, and between the 
untreated cells and the retinoic acid/inhibitor-treated cells, respectively. The results of the test 
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are shown in the columns of *:p<0.05 and **;p<0.01. 





NT2 


NT2 RA 


NT2 RA INHIB 


ttest 




ttest 


+ 


done 


cxp.l 


cxp.2| cxp.3 


exp.l 


exp. 2 


cxp.3 


cxp.ll exp.2| exp.3 


N/R 




% 


GAPDH(Crt) 


3.53 


1.08 


0.98 


Z92 


2.49 


2.8 


1.76 


Z59 


1.52 






T 


0ac(in(Cr2) 


155.4 


118 


99.68 


148.5 


110.7 


101.3 


114.7 


105.8 


151.1 










ADRGL1000005 


4.01 


2.03 


1.55 


4.05 


3.65 


3.6 


2.27 


Z93 


4.24 










ADRGL100Q007 


n.08 


5.73 


7.92 


15.42 


10.6 


13.87 


8,99 


8.17 


9.15 






i 




ADRGU000009 


1.11 


0.72 


1.04 


1.66 


1.89 


1.03 


1.22 


1.62 


1J8 






* ! 


+■ 


ADRGLlOOOOll 


4.27 


2.7 


Z85 


4.32 


4.35 


3.38 


2.76 


3.27 


3,06 










A])RGL1000027 


1.83 


0.38 


0.56 


0.97 


0.62 


0.99 


0.92 


1.33 


1.5 










ADRGL1O0O05S 


3.65 


2.58 


1.37 


Z92 


3,36 


2.75 


2.25 


1 SI 


2.7 






: 




AI>RGL1000069 


3.25 


1.85 


3-28 


1.86 


Z53 


2.85 


7 ni 


7 RQ 


7 7 






1 




ADRGU000077 


13.48 


10.41 


f\ 71 


19.62 


17,92 


22J9 


i l.U 


AO. DO 


10 14 


* 


+ 


! 




ADRGL1000092 


5.73 


7 R 


4 SI 


7.31 


5.01 


4,83 


1 7A 


< lA 


7 77 






1 




ADRGL1O0OO99 


5,64 


^ 47 


7 OR 


5.59 


3 73 


4.24 


1 OR 


1 OR 


A €M\ 






! 




ADRGL1000136 




% S7 


4 10 


5.77 


4 73 


S KA 


O.OI 


5.10 


S AO 






1 




ADRGL1000147 


23.09 




11 7 
il./ 


14.77 


14.96 


14 RO 


17 7 


111 
13,3 


1Q A1 






! 




ADRGL1000159 


fill 


7 77 


1 17 


S 74 


7 RR 


4 IS 


1 Tit 
2. /O 


1 oi 
2.93 


1 CO 
3,59 










ADRGL1000160 


7 ^f* 


1 AH 




S 04 


4 SO 


1 


1 o< 


^ <7 

4.o7 


4.25 










ABRGL1000171 


4 ft4 


7 OO 


1 71 


3 S7 


4 10 


4 17 


7 « 

2.55 


3.00 


1 A<. 

3.45 






— h 




ADRGL1000181 


C 1 


1 A< 


7 A 


3.16 


*r.UD 


7 07 


Z.o4 


1 rwc 
3.Uo 


3.44 






— h 




BGGU1000015 




A Ql 
0.03 


0,72 


Q ^1 

7.01 


0 1Q 

y, IV 


in 7/1 


9.94 


10.66 


10.13 






I' 




BGGI11000016 




S 07 


7 no 


11 5Ul 
11. oO 


11. Jo 


ft 77 


1 1 CI 


lU.yo 


in <i 










BGGU 1000017 


7«Q 


7 OO 


1 7C 


4 Q4 


4 04 


4 0^ 


3.55 


A 

4.27 


1 CI 

3.52 






!" 




BGGI11000022 


a 77 

O.ff 


< 1^ 




7 17 


7 ns 


A S4 


5.71 


5,59 


5.9 






— !^ 




BGGI11000031 




Z.10 


2.74 


A no 
*t.wy 


1 TO 


1 OA 


A rvi 
4,02 


3.67 


2.33 










BGGI11000042 


O.J/ 


5.24 


3.74 


S Al 


17 


A i<i 


4.66 


5.2 


4.04 






— h 




BGGni000046 


IV. Ul 


1Z57 


9.23 


17 io 

i2.jy 


1j.7 


1 1 n 

12.37 


8.8 


10.92 


9.17 










BNGH41000Q20 




910.1 


603 


lo4 


3iy.2 


267.4 


638.2 


771 .6 


845.4 


** 












2.06 


2.09 




Z,7o 


3.77 


4-23 


ZOl 


3.06 










BNGH41(Mfl026 


16.2 


7.69 


7.05 


9-34 


11.37 


9.66 


10.13 


7.16 


10.71 










BNniI410MXI27 


2.31 


2.18 


2.5 


2.9 


3.01 


2,82 


3.68 


3.48 


4.21 






*• 






14.57 


8.83 


9.36 


10.92 


9,55 


14.75 


15.02 


15.18 


1Z2 












10.5O 


7.46 


6.2 


O 1 £ 


9.21 


6.42 


3.37 


-5.45 


4.98 






— \ 




BNG H41000042 


77.1 


50.85 


58,45 


47.64 


5339 


62.67 


28.12 


35.48 


23.44 












3.5 


2.19 


1.91 


4,28 


2-87 


2.4 


1.63 


3.01 


1.78 










BNCH4100005£ 




2.U1 


1 


1 01 


2,o3 


Z15 


1.41 


2.4 


1,79 










BNGH410000S7 




c o>i 
5.84 


5.53 


17 AO 

ii.4y 


in 14 

1U.Z4 


1 n 7< 


11.74 


9.68 


8.53 






\ 




BNGH41000091 


1 17 




1.21 


1 TO 


1 m 


1 <c 
lO^ 


2.95 


2.57 


Z13 






\ 




BNGH41000157 


in A1 




iC K 

O.I5 


R SI 


0 ns 


7 "7 A 




6.68 


5.75 










BNGH41000169 


1 77 




1 JJ7 


^ o 


1 AA 


1 17 


1 A 

J. 4 


4.16 


4.19 










BNGH41000181 


7 47 


1 SO 


1 9A 




7 1 


1 R 


1 7 


7 fJi 


1 SO 










BNGH41000198 


8.13 


4.64 


3.79 


5.48 


4-35 


S SO 


4 1 


A IS 


4 IS 










BNGH41000219 


9.61 


3.92 


4.87 


4.17 


5.29 


5.45 


S 7j1 


7 17 


7 1*1 










BNGH41000229 


19.61 


13.28 


8,68 


10.86 


11.27 


9.36 


7.9 


9.5 


10.85 


- 








BNGH41000237 


10.9 


5,47 


6.45 


6.65 


6.97 


7.79 


636 


6.25 


5.44 






— 




BNGH41000238 


4.58 


7 


3.45 


5.91 


4.68 


4.34 


433 


5.44 


4.22 










BNGH41000Z43 


13.85 


8.69 


8,48 


10.19 


9.71 


8.97 


a23 


4.87 


5*54 










BNGH41000270 


5.83 


2.62 


2.35 


Z3 


3.05 


3.44 


Z59 


3-49 


13 










BRAWH1000004 


4.19 


2.83 


2.48 


5.04 


3.15 


3.26 


1.44 


3.45 


2.05 










BRAWH100OO18 


4.85 


1.95 


2.29 


747 


8.8 


8.85 


a68 


6.61 


7.96 


•* 


+ 


* 




BRAWH1000021 


6,52 


5.06 


5.87 


5.09 


6.94 


6.44 


Z89 


6.23 


4,28 










BRAWH100OO27 


11.64 


8.86 


7.15 


8.24 


10.39 


11.51 


5.58 


7.13 


8.24 










BRAWH1000029 


9.58 


5.15 


352 


6,01 


6.72 


6 


5.08 


5.12 


5.84 










BRAWH1O00O4O 


4.6 


1.89 


2.14 


Z92 


Z71 


Z7 


Z92 


Z5 


3.01 










BRAWH1000050 


11.48 


4,95 


5.1S 


9.74 


7.25 


8.62 


8.25 


8.09 


8.93 








— 


BRAWH1000051 


8.18 


3.93 


3.15 


6.15 


5.72 


. 6.02 


5.01 


4.25 


4.44 
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Table 187 



BRAWH1000060 


19 


2.93 


1.8 


3.46 


335 


2.78 


Z07 


3.22 


Z32 










BRA\VH1000075 


2.06 


1.78 


1.17 


Z08 


Z99 


2.28 


192 


Z13 


Z14 










BRAWHIOOOOSI 


4i6 


1.87 


2.1 


2.75 


Z22 


Z2S 


1.42 


Z46 


1.85 










BRAWH1000084 


26.93 


16.26 


13.57 


2337 


33.3 


27.71 


19.86 


27.26 


24,74 










BRAWHIOOOWS 


11.47 


5.88 


3.86 


6.15 


6.04 


6.04 


6.03 


4.2 


5.03 










BRAWH10Q0096 


7.17 


sa 


3.04 


5.76 


6.13 


4.73 


6.35 


5.93 


7.43 










BRAWH1000097 


7.61 


5,42 


4.3 


8.36 


937 


10.77 


5.92 


6.56 


7,12 




f 






BRAWHIOOOIOO 


235 


1.26 


1.29 


3.27 


4.09 


3.18 


3.47 


3.17 


3.82 


• 


f 


* 


+ 


BRAWHIOOOIOI 


15.93 


5.73 


7.58 


15.78 


16.69 


15.33 


1038 


7.98 


10.75 










BRAWH1000104 


1.S3 


1.99 


1.25 


3.05 


Z31 


Z64 


0.9 


2,83 


Z28 




4- 






BRAWH1000107 


5.24 


3.06 


155 


3.69 


4.48 


3.14 


231 


6.62 


234 










BRAWHIOOOIIO 


37.02 


23.89 


17.95 


52.01 


48.45 


48.78 


25.83 


19.88 


30.82 


• 








BRAWHlOOOlll 


13.78 


8.87 


6.05 


1Z15 


10.84 


10-06 


10.64 


8.06 


9.74 










BRAWH1000135 


11.51 


6.6 


6.16 


7.34 


6.27 


6.18 


7.86 


5.16 


9.04 










BRAWH1000190 


5.57 


3.61 


3.06 


4.88 


4.05 


4.63 


4.28 


3.62 


5.01 










HEMBA1000005 


2.17 


2.36 


239 


339 


3.26 


3.09 


231 


1.69 


3.76 


«« 


+ 






HEMBA1000006 


4.88 


4.08 


3.07 


5.64 


5.07 


4.69 


3.89 


4.34 


3.69 










HEMBA1000012 


7.67 


9.97 


9.83 


7.99 


7.06 


6-98 


3.55 


5.22 


3.46 








- 


HEMBA1000020 


27.06 


14.56 


16.3 


24.94 


23.65 


29.76 


1531 


14.38 


17.35 










HEMBA1000a30 


7.2 


6.04 


4.37 


4.93 


6.66 


4.71 


4.8 


4.96 


7.17 










HEMBA1000034 


5.42 


3.03 


3.13 


3.92 


5.81 


535 


Z45 


2.65 


535 










HEMBA1000042 


10.53 


534 


5.29 


1234 


15.71 


15.33 


6-74 


5,14 


asi 


« 


+ 






HEMBA1000045 


3.35 


1.45 


2 


3.11 


2.27 


3.63 


2.78 


2.42 


Z82 










HEMBA100(XM6 


4.44 


3.21 


3.62 


6.34 


8.01 


11.1 


5.61 


539 


6.03 


• 


+ 




+ 


HEMBA1000047 


3.38 


2.86 


1.36 


3.03 


Z25 


Z95 


Z29 


1.9 


1.25 










HEMBA100MM8 


6J5 


3.98 


4.34 


16.75 


14.72 


14.62 


7.09 


8.13 


7.75 


*» 




• 


+ 


HEMBAIOOOOSO 


1.73 


0.67 


0-56 


1.86 


1.47 


1.56 


132 


2.71 


1.56 










H£MBA1000a53 


Z66 


1.5 
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2.44 


103 


4,94 


4.48 


4.82 


Z73 


Z45 


3.08 










HEMBA100U96 


3,68 


1.37 


1.28 


2.91 


Z24 


3.02 


Z56 


Z34 


Z65 










HEMBA1W1297 


5,4 


4.74 


4.72 


5.79 


6.42 


4.8 


3.21 


Z6 


Z27 






*• 


- 


HEMBA100U99 


6.03 


3.81 


4.28 


7.69 


11.74 


10.72 


5.99 


539 


5.03 


* 


+ 






HEMBA100nQ2 


653 


3.1 


5.55 


4.99 


5.75 


7.13 


4.2 


5.14 


4.56 










HEMBA1001303 


3,57 


2,21 


0.92 


2.41 


4.91 


3.42 


1.52 


Z66 


Z14 










HEMBA1001306 


22.18 


12.36 


1Z24 


18.89 


23.21 


2Z17 


16-22 


1Z41 


17.9 










HEMBA1001308 


11.41 


6.87 


7.33 


12.58 


12.35 


13.73 


836 


8.24 


9.57 




+ 






HEMBA10O131O 


7.91 


5.67 


6.18 


9.02 


7.1 


8.4 


7.65 


6.89 


8.59 










HEMBA1001312 


6.83 


4,78 


4,59 


4.91 


5.69 


6.9 


6.83 


6.24 


6.66 










HEMBA1001319 


0.37 


0,17 


0.45 


0,79 


0.92 


1.12 


0.66 


Z44 


0,75 




+ 






HEMBA1001322 


7.21 


5.19 


6.74 


8.06 


10,08 


9.08 


6,21 


7.42 


7.75 




+ 






HEMBA1001325 


4.23 


3.25 


2.82 


10.32 


10.14 


7,03 


8.56 


8.82 


9,24 


mm 


+ 


«• 




H£MBA]00n26 


5.74 


3,25 


2.25 


3.17 


5.59 


5.42 


5.13 


3.49 


5,64 










HEMBA1001327 


Z36 


2.51 


1.03 


2 


Z41 


3.09 


Z74 


Z46 


3.87 










HEMBA1001530 


5.82 


5.46 


435 


11.86 


14.54 


13.29 


6.08 


736 


9.3 


*« 


+ 






HEMBA1001348 


3.13 


2.19 


2.78 


4.2 


Z23 


Z88 


1-71 


Z63 


2.74 










HEMBAl 001350 


12.36 


10,68 


7.51 


15,66 


13.69 


14,52 


11.25 


9.44 


10.45 


w 


+ 






HEMBA1001351 


8.18 


6.48 


5.91 


13 


14.47 


1Z39 


10.67 


8.35 


8.14 




+ 






HEMBA1001352 


7.26 


6.11 


6.06 


7.73 


6.7 


6,17 


5.26 


7.29 


6.09 










HEMBA1001353 


31.3 


26,87 


27,53 


25.75 


22.23 


20.82 


1Z94 


17.74 


19.72 


* 


- 


*♦ : 


- 


HEMBA1001358 


34,05 


17,05 


1431 


20.81 


35.28 


26 


9.32 


9.14 


12.44 










HEMBA1001361 


1.82 


1.14 


Zl 


2.53 


3.2 


3,65 


3 


2.26 


2.92 


« 


+ 


* 


+ 


HEMBA1001364 


1.53 


0.54 


0.65 


1.45 


1,91 


1,58 


2.49 


1.92 


1-51 










HEMBA1001375 


3.85 


Z39 


236 


2.46 


4.27 


4,44 


3.43 


3.13 


3,87 










HEMBA1001377 


8.53 


6,83 


5,73 


14,04 


14.14 


13.21 


6.15 


8.25 


6.71 


** 


+ 






HEMBA1001383 


2.54 


1.25 


1.73 


3,25 


2.57 


33 


1,34 


Z99 


1.96 










HEMBA1001387 


4.07 


1,84 


3.25 


531 


433 


4.27 


3.43 


4.91 


3.24 










HEMBA1001388 


4.6fi 


4.67 


4.87 


6.78 


7,58 


7.44 


4.52 


4.77 


5.63 


•* 


+ 






HEMBA1001390 


7.44 


5.12 


5.37 


11.6 


11.73 


11.98 


ia29 


9,6 


11.06 


*♦ 


+ 






H£^A100U91 


1.33 


1.22 


l.U 


3.9 


2.02 


Z65 


Z4 


136 


1.99 


• 








HEMBA1001398 


5.47 


2,84 


3.19 


6.23 


6,58 


7.24 


3.41 


4,42 


5.15 


• 


+ 






HEMBA1001405 


5.26 


1.42 


2.09 


Z65 


Zll 


2.81 


3.1 


Z12 


3.2a 










HEMBA1001406 


3.16 


► 2.03 


i 2.11 


4.74 


3.74 


4.54 


Z55 


3.04 


2.7 


m 


+ 
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HEMBAl0ai407 


5.43 


1.65 


2.98 


3.95 


4.01 


3.47 
















HEMBA1001411 


2.17 


0.69 


0.63 


Z51 


1.83 


3.63 


1.29 


IOC 

1.35 


1.63 










HCMBA1001413 


5.49 


2.49 


2.2 


4.28 


3.2 


3.97 


3.24 


2.49 


2.O0 










HEAfBA1001414 


3.79 


2.32 


Z38 


3.06 


1.8 


2.44 


2.65 


3.55 


3.21 










HENfBA1001415 


6.49 


Z16 


2.76 


5.46 


6.84 


6.46 


4.32 


4.17 


5.11 










HENfBA1001416 


6.22 


'3.74 


3.23 


8.62 


634 


6.82 


5.91 


4.3 


6.02 










HEMBA1001432 


5.37 


Z98 


3.43 


7.69 


6.86 


7.06 


3.39 


4.18 


4.43 










HEMBA1001433 


4,8 


Z47 


2.21 


6.26 


5.3 


4.79 


3.29 


2.49 


2.37 










HEMBA1001435 


8.18 


4.71 


5.41 


1434 


11.54 


13Z 


6.78 


6.29 


7.26 




+ 






HEMBA1001442 


1.65 


1.46 


0.73 


2.67 


331 


237 


0.77 


1.88 


2.03 


♦ 


+ 






HEMBA1001446 


9.08 


Z53 


3.23 


6.88 


6.71 


6.42 


5.95 


6.22 


6.04 










HEMBA1001450 


7,08 


5.32 


4.43 


8.06 


5.46 


8.96 


5.99 


5.4 


5.68 










HEMBA1001454 


10.16 


4.17 


5.03 


16.08 


14.78 


15.21 


9.95 


9.22 


10.42 










HEMBA1001455 


1.25 


1.28 


0.63 


233 


2.23 


1.74 


233 


2.34 


ZOl 


♦ 


+ 




+ 


HEMBA10014S9 


3.35 


1.42 


1.26 


1.85 


2.02 


1.94 


1.14 


139 


131 










HEMBA1001461 


8.81 


3.16 


4.05 


10.82 


10.26 


6.95 


6 


5.33 


4.95 










HEMBA1001462 


Z66 


2.42 


2.15 


Zl 


1.78 


Z07 


1.34 


1.53 


2,31 










HEMBA10O144S3 


7.17 


2.73 


3.52 


7.24 


7.08 


8.95 


433 


5,34 


4.39 










HEMBA1001469 


7.79 


8.03 


2.81 


8.15 


8.71 


7.67 


5.88 


4.2 


6.47 










HEMBA1001473 


2.06 


0.9 


031 


1.64 


1.59 


1,3 


134 


1,11 


1.32 










HEMBA1001477 


1.25 


0.8 


0.62 


0.91 


1.28 


0.76 


1.34 


Z38 


1.44 










HEMBA1001478 


2.09 


0.93 


1.34 


1.5 


1.78 


0.98 


1,62 


Z3 


1.59 










HEMBA10014SO 


12.07 


6.47 


" 7.53 


8.82 


7.12 


9.89 


6 


6.87 


5.33 










HEMBA1001483 


4.46 


3.27 


Z35 


Z86 


3.34 


4.48 


1.86 


Z27 


1.82 










HEMBA10O149O 


1.81 


1.4 


1.03 


1.82 


1.46 


1.52 


1.48 


Z37 


1.32 










HEMBA1001495 


36.22 


21.61 


21.87 


15.42 


21.1 


17.04 


16.21 


19.62 


20.73 










HEMBA1001497 


7.26 


3.96 


4.28 


11,8 


9.61 


9.85 


5.21 


4.28 


5.2 


« 


+ 






HEMBA1001510 


13.72 


5.93 


6J6 


13.7 


15.62 


1Z58 


10.78 


9.6 


9.58 










HEMBA1001515 


Z6 


2 


0.87 


2.75 


3.2 


Z93 


2.35 


3.19 


Z52 










HEMBA1001517 


1.89 


1.95 


1.22 


2.95 


Z33 


Z76 


1.72 


1.66 


Z42 


* 


+ 






HEMBA1001522 


3.61 


1.7 


1.12 


1.99 


Z84 


1.73 


1.04 


1.87 


13 










HEMBA1001526 


5.16 


2.43 


3.68 


6.63 


4.1 


5.88 


3.55 


3.16 


3.42 










HEMBA1001533 


8.95 


4.93 


4.41 


7.97 


8.75 


10.67 


439 


5.06 


- 4,92 










HEMBA1001547 


35.19 


25.44 


22.4 


15.45 


14.19 


13.27 


6.7 


4,99 


4.47 


• 


- 


•« 


- 


HEMBA1001552 


8.07 


6,24 


3.86 


9.62 


10.94 


7.97 


ai8 


5.74 


5-97 










HEMBA1001S53 


16.17 


10.48 


11.7 


14.97 


19.64 


15.26 


1938 


2Z7 


26.62 






« 


+ 


HEMBAI001557 


8.77 


5.74 


4.35 


8.02 


8.99 


7.7 


7.33 


5.59 


10.39 










HEMBA1001565 


3.9 


1.92 


1.89 


5.08 


3.9 


4.71 


233 


3.96 


2.78 










HEMBA1001566 


3.98 


Z4S 


Z79 


5.22 


9.83 


5.76 


3.59 


431 


4.01 










HEMBA1001569 


8. 


436 


5.19 


13.14 


14.49 


14.76 


6.66 


7.84 


10.58 


*• 


+ 






HEMBA1001570 


10.0 


5.49 


7.22 


16.18 


15.76 


21.41 


6.88 


8.18 


7.08 


* 








HEMBA1001579 


14.95 


9M 


8.88 


11.45 


10.82 


113 


6.85 


6.64 


9.61 










HEMBA1001581 


6.6 


2.6: 


Z74 


9.65 


8.35 


7.34 


4.2 


4.87 


7.29 




+ 






HEMBA1001582 


1.39 


1.8^1 


0.99 


1.46 


132 


1.21 


1.87 


1,43 


1.14 










HEMBA1001585 


3.5 


1.7f 


2.06 


4.04 


4.61 


434 


Z06 


232 


Z78 


* 


+ 






HEMBA1001589 


5.07 


3M 


2.15 


3.41 


3.1 


3.21 


3.05 


2.93 


3.94 










HEMBA10D159S 


13.49 


4': 


6.C 


10.71 


10.2J 


9.89 


6.83 


8.2 


8.67 










HEMBA10016O4 


5.72 


12X 


3.75 


632 


7.03 


534 


2.89 


3.22 


338 










HEMBA1001608 


8.03 


3.9( 


3.18 


8.15 


6.4 


9.15 


Z3 


4.25 


3.65 










HEMBA100161S 


46.6 


32.9; 


22.49 


33.05 


3432 


33.44 


126.5 


104.9 


149.7 






•« 


+ 


HEMBA1001620 


14.4fi 


83: 


7.64 


17,62 


16.71 


15.2£ 


9.2S 


10.91 


li.05 


• 


+ 






HEMBA1001621 


9.93 


5.6; 


3.6fi 


7.55 


6.93 


6.5S 


» 5 


4.37 


6.21 










HEMBA1001635 


5.73 


3.8:3 


2.42 


4.14 


4.05 


5.6^ 


2,93 


3.94 


3.65 










HEMBA1001ti36 


4.35 


) \M 


\ 3.0? 


t 3.9^ 


^ 3.02 


. 3.8{ 


\ 3.71 


3.4S 


4.55 










HEMBA1001640 


3.4S 


> 0.9" 


r \M 


> 33"; 


^ Z02 


. 3.01 


^ 2A 


\ 3.0€ 


► Z05 










HEMBA1001647 


6.^ 


I Z4? 


) 4.4- 




, 5.95 


) 5-6: 


\ 2:2f 


t 4.03 


\ 4.l^ 
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HEMBAlOOlftSl 


21.79 


9.98 


1Z75 


16J51 


1 1 on 

17.S9 


15.92 


12.62 


14.58 


15.88 










HEMBAlOOl 655 


4.81 


3.57 


3.37 


4.17 


7.59 


5.82 


3.99 


4.47 


4.7 










HEMBA1001658 


2.18 


2.11 


Z13 


1.33 


1.53 


2.6 


1.84 


1.15 


1.86 










HEMBA 1001661 


8.45 


3.05 


Z97 


4.66 


4.8 


5.77 


3.88 


4.28 


4.23 










HEMBA1001665 


5.86 


2.62 


4.27 


4,6 


3.94 


3.51 


4.69 


4.17 


4.52 










H£MBA1001670 


4.7 


Z98 


3.53 


6.5 


7.04 


7.21 


436 


5.94 


4.89 


• * 


+ 






HEMBA1001672 


2.9 


1.62 


1.17 


Z74 


164 


191 


123 


3.35 


184 










H£MBA1001^73 


9.39 


3.95 


5.37 


1129 


9.95 


9.16 


6.04 


3.4 


6.06 










H£MBAi001675 


2.77 


1.09 


1.9 


3.14 


3.42 


1.99 


2.07 


3.04 


2.09 










HEMBA1001676 


66.2 


42 


41.28 


59.83 


6125 


61.28 


35.33 


41.76 


48,98 










HEMBA1001678 


23.82 


16.82 


1146 


26.08 


27.44 


2439 


15.29 


14.2 


16.03 










IIEMBA1001680 


7.07 


3.71 


3.69 


6.51 


7.15 


6.71 


4.41 


4.86 


5.34 










IIEMBA1001681 


1.95 


0.92 


1.52 


1.86 


1.78 


138 


1.26 


2.56 


1.49 










HEMBA1001684 


10.32 


4.07 


5.37 


13.29 


14.64 


14.01 


8.6 


7.77 


8.12 


• 


+ 






HEMBA1001695 


1.84 


2.2 


0.62 


1.62 


1.54 


231 


1.72 


113 


0.77 










HEMBA1001702 


3.21 


1.66 


2.35 


4.83 


335 


4.17 


3.17 


4.1 


3.6 










HEMBA10017O9 


3.9 


1.96 


zes 


5.53 


4.06 


6.56 


5.94 


7.83 


734 








+ 


HEMBA1001711 


2J8 


Z81 


1.61 


5.64 


7.85 


8.65 


333 


18 


534 


** 


+ 






HEMBA1001712 


Z87 


1.69 


103 


184 


2.47 


333 


3.23 


2.26 


184 










HEMBA1001714 


27.51 


15.33 


17.22 


17.64 


1638 


15.17 


2102 


17.65 


27.85 










HEMBA1001717 


1.6 


0.57 


0.95 


1.72 


1.13 


1.76 


831 


5.96 


635 






** 


+ 


IIEMBA1001718 


3.34 


3.04 


3.56 


7.23 


5.88 


7.76 


3.79 


4.78 


3.44 


** 








HENfBA1001723 


3.28 


1.43 


231 


5.16 


4.28 


53 


19 


431 


184 


• 








HEMBA1001731 


2.16 


1.22 


2.13 


179 


1.84 


137 


1.77 


2.95 


123 










HEMBA1001734 


Z33 


0.57 


2.06 


3.71 


2.97 


191 


116 


2.87 


12 










HEMBA1001736 


8.5 


4.87 


4.76 


7.17 


7.6 


9.06 


736 


6.14 


10.7 










HEMBA1001741 


1.43 


1.25 


0.91 


2.83 


187 


184 


0.76 


1.93 


1.43 










HEMBA1001744 


1.28 


0,91 


0.85 


1.4 


1.01 


1.73 


0.65 


1.88 


1.22 










HEMBA1001745 


3.12 


1.1 


1.48 


2.46 


237 


163 


2.55 


3.03 


151 










HEMBA1001746 


1.85 


2.08 


1.47 


2.46 


129 


339 


18 


3.77 


3.54 






« 


+ 


HEMBA1001761 


4.88 


2.73 


3.04 


7.7 


5.44 


7,35 


1% 


5.66 


4.32 


• 


+ 






HEMBA1001762 


1.84 


0.76 


1.19 


2.52 


118 


184 


1.18 


3.82 


1 


* 


+ 






HEMBA1001781 


3.69 


1.25 


Z05 


4.27 


177 


4.83 


136 


33 


122 










HEMBA1001784 


5.2 


3.84 


Z76 


3.59 


192 


332 


3.06 


191 


4,28 










HEMBA10O1791 


11.2 


5.23 


3.55 


8.42 


10 


8.96 


7,67 


7.29 


10.19 










HEMBA1001794 


16.08 


14.18 


10.1 


17.79 


20.03 


1836 


11,08 


1X68 


19.33 


• 








HEMBA1001800 


3.13 


2.01 


2.42 


199 


187 


3.62 


3.26 


1.68 


116 










HEMBA1001803 


1.53 


0.75 


0.44 


1.21 


1.11 


138 


1.41 


1.74 


13 










HEMBA10O18O4 


13.32 


7,17 


6.9 


11.34 


8.08 


9.13 


6.64 


6.79 


7,2 










HE^A1001808 


2.99 


2.64 


1.45 


3.65 


1.42 


1.93 


132 


1.6 


1.79 










HEMBA1001809 


8.19 


6.19 


4.29 


9S 


5.47 


7,96 


5.87 


6.3 


5.81 










HEMBA1001811 


22.78 


13.64 


9.05 


9,98 


11.16 


7,43 


11.09 


9.04 


1233 










HEMBA1001815 


6.31 


3.66 


3.82 


9.75 


9.09 


7.86 


4.84 


3.89 


4.99 


• 








HEMBA1001816 


2.42 


2.34 


1 Z86 


3.29 


161 


3.73 


2.83 


1.8 


2.99 










HEMBA1001819 


6.29 


5.74 


3.76 


9.76 


8.91 


7.84 


439 


4.2 


3.42 


• 








UEMBA1001820 


0.7 


1.31 


0,35 


1.28 


0.85 


0.69 


1 


1.34 


0.88 










HEMBA 1001822 


14,41 


5.14 


6.88 


15.5 


1129 


15.38 


7.82 


5.44 


7.89 










HEMBA1001S24 


8,95 


4.75 


6.46 


8.72 


13.86 


15.64 


631 


9.15 


7.54 










HEMBA1001835 


1.68 


1.35 


0.6 


1.34 


1.74 


3.48 


1.4 


1,22 


1.48 










HEMBA1001844 


7.57 


4.41 


3.42 


10.11 


10.97 


6.9 


6.82 


4.22 


6.02 










HEMBA1001847 


7.9 


4.44 


3.77 


6.2 


533 


6.41 


3.82 


3.06 


3,92 










HEMBA1001849 


8.79 


2.94 


4.27 


1239 


11.89 


10.26 


7.27 


5,07 


7.41 




+ 






HEMBA1O01850 


7.0€ 


> 2.55 


Z83 


6.48 


632 


7.6 


437 


4.3 


4,8S 










HEMBA1001861 


1.75 


> 0.52 


i 1.23 


332 


3.68 


4.21 


1,63 


131 


1.82 










HEMBA1O01862 


20.07 


' 14.3 


16.51 


10.49 


11.03 


16.7 


24.43 


27.6« 


[ 20.85 


1 




* 


+ 


HEMBA1001864 


1.8S 


> 1.2S 


> 0.85 


199 


3 


174 


1.08 


1.8-; 


' 1.0^ 




+ 
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HEMBA1001866 


3.9 


2J 


1,44 


4.16 


4.87 


4.12 


3,87 


Z04 


2.67 










HCMBA1001869 


9.74 


8.73 


4.94 


27.07 


27.58 


25.58 


1Z15 


11.95 


13.97 






• 




HEMBA1001871 


74.25 


58.85 


43.65 


34.31 


39.06 


3Z3 


22.21 


20.99 


2232 










HEMBA1001$76 


3.15 


3.01 


2.05 


6.71 


7.01 


5.67 


24.3 


20.84 


2231 




+ 






H£MBAi001878 


8.91 


7.59 


5.14 


7.69 


6.34 


6.19 


2.57 


4.4 


3.62 






« 




HEMBA1001879 


6,77 


3.64 


3.77 


7.79 


7.79 


838 


5.4 


7,09 


7.12 


* 


+ 






HEMBA1001884 


8.03 


4.66 


4.9 


8.15 


7.93 


9.25 


Z34 


3,47 


2.61 










HEMBA1001886 


15.37 


8.23 


7.45 


18.06 


17.92 


20.6 


6.22 


8.67 


8.91 


• 


+ 






HEMBA1001888 


4.74 


Z28 


Z28 


8.53 


6.01 


5.71 


3,99 


3.23 


5.19 


« 


+ 






H£NfBA1001890 


6.82 


5.35 


4.39 


17.01 


13.2 


1438 


10.35 


9.13 


10.28 


«tt 


+ 


*• 


+ 


HENfBA1001896 


7.21 


3^1 


4.27 


4.48 


4.55 


6.32 


43 


3.56 


4.29 










HEMBA1001899 


10.27 


5.12 


6.13 


1Z84 


16.36 


13.59 


19.93 


20.02 


20.79 






*• 


+ 


HEMBA1O019O4 


117.8 


90.63 


69.63 


121.8 


145.7 


135.1 


54.06 


69.53 


68.48 










HEMBA1001910 


2.98 


1.61 


1.31 


1.77 


1.8 


Z33 


ZOl 


1.92 


Z16 










HEMBA1001911 


24.54 


11.64 


15.86 


17.52 


15.24 


14.86 


103 


9.59 


10.07 










HEMBA1001912 


20.82 


8.69 


15.18 


15.64 


15.33 


18.75 


6.84 


9.35 


7.93 










HEMBA1001913 


11.57 


4.6 


5.78 


9.2 


8.02 


9.12 


536 


7.66 


8.31 










HEMBA1001915 


Z07 


1.75 


1.56 


2.72 


4.13 


3.37 


2.79 


1.65 


1.94 


• 








HEMBA1001918 


2.07 


1.25 


1.13 


3.95 


3.76 


3.13 


1.5 


2.66 


1.53 


** 


4- 






HEMBA1001921 


7.05 


7.38 


3.11 


5.25 


3.04 


7.8 


333 


3.11 


2.74 










HEMBA1001931 


0.78 


1.98 


0.41 


1.78 


1.48 


1,79 


0.69 


1.82 


0.96 










HEMBA100t999 


2.45 


1.1 


1,29 


2.61 


Z56 


3.15 


2.04 


3.08 


2.2 










H£MBA 1001940 


3.74 


2«59 


1.93 


4J3 


6.11 


5.9 


Z78 


3.06 


3.22 


* 








HEMBA1001942 


3.67 


2,27 


1.69 


235 


3.04 


3.41 


1.26 


2.11 


2.03 










HEMBA1001944 


9.44 


4.28 


Z7 


6.72 


6.77 


6.95 


5.78 


5.16 


5.81 










HEMBA1001945 


2.07 


0.91 


0.94 


136 


3.05 


1.77 


1.66 


1.79 


Z71 










HEMBA1001950 


4.31 


3.64 


24 


3.3 


1,98 


4.19 


233 


3.33 


2.77 










HEMBA1001951 


11.47 


5.14 


7.18 


8.76 


8,49 


10,31 


7.11 


7.14 


6.62 










HEMBA1001958 


5.93 


3.29 


3.76 


7J31 


5,94 


5,87 


2.95 


3.04 


4.22 










HEMBA1001960 


5.09 


2.29 


3.83 


2.58 


2 


3.56 


3.69 


2.82 


3.05 












0J3 


0.49 


0.61 


0.68 


0.72 


0.97 


-0.01 


1.07 


0.54 










HEMBA1001964 


1.04 


0.26 


1.15 


2.39 


Z99 


2.5 


0.67 


1,12 


1.07 










n Jiuin D/^ iim 1. TV / 


5.04 


3.46 


3.83 


6.72 


5,35 


635 


3.95 


437 


3.93 


« 








tIFMIlA1001979 


2.59 


1.65 


1.24 


2.97 


3.02 


3.75 


234 


2.41 


2.4 


* 










6.47 


2.58 


3.01 


7.96 


9.29 


7.63 


5,55 


5.Z 


5.01 


* 










7.79 


3.05 


3.16 


103 


8.9 


8.81 


6.21 


4.84 


5.65 


* 


^ 






HEMBA1002003 


6.67 


2.83 


3.92 


3.54 


4.68 


6.3 


5.41 


4,34 


5,17 










HEMBA1002005 


4.44 


1.76 


Z03 


5.73 


4.88 


5.69 


338 


2.87 


3.42 


* 








lIEMBA100200a 


2.92 


0.92 


1.99 


4.42 


4.45 


4.33 


Z3 


2,71 


Z6 


* 


-f 






HEMBA1002018 


7.24 


3.29 


3.8 


4.79 


5.31 


4.52 


3.14 


4,37 


3.39 










HEMBA1002Q22 


0.68 


0.34 


034 


1.12 


1.17 


1.66 


0.59 


0.97 


1.25 


* 








H£NfBA1002029 


147.9 


114,2 


64.17 


209.3 


1833 


187.5 


83.85 


70.94 


83.09 


* 








HEMBA1002030 


3.84 


2.17 


1.78 


Z59 


ZOl 


Z76 


1.95 


Z52 


1.44 










HEMBA1002035 


4.53 


2.8:5 


Z27 


3.74 


3.23 


4.73 


Z32 


Z93 


Z77 










HEMBA1002037 


7.19 


3.71 


4.11 


7.77 


6.62 


7.18 


5.2 


4.49 


4.12 










HEMBA1002Q38 


5.05 


3.39 


2 


4.89 


4.12 


6-29 


3.56 


4.65 


Z86 










H£MBA1002a39 


2.43 


1.42 


2.68 


4.62 


434 


5.48 


231 


3.78 


Z6 


•* 


+ 






HEMBA1002O42 


5.07 


5.1 


4.66 


537 


6.66 


7.8 


3.75 


3.26 


4.84 










H£MBA1002(M3 


9-02 


4,29 


4.09 


8.45 


7J3 


9,32 


5.8 


6,07 


631 










H£MBA1002a48 


3.5S 


2.88 


2.34 


3.02 


3.12 


3.4 


3.4S 


Z47 


3.92 










HEMBA1002049 


6.44 


2.94 


4.68 


7.87 


9.3 


8.66 


5.4 


4.91 


5.0S 


♦ 


+ 






HEMBA1002053 


6.6S 


4.81 


4.26 


7.6S 


) 7.89 


9.03 


5.W 


6.61 


5.76 


* 








HEMBA1002055 


9.71 


8.1& 


6.93 


9.3 


531 


10.84 


11.8 


t 6.23 


t 1137 


r 








HEMBA1002056 


10.4-3 


f 4.85 


5,55 


4,12 


\ 3.5 


337 


2.73 


3.84 


\ Z21 










HEMBA1002061 


2.81 


f ^15 


) Z52 


7,3] 


4.6fi 


4.5 


Z4 


\ 331 


L 2.65 


) • 


+ 






HEMBA10020S0 


60.8^ 


\ AlXi 


r 48.25 


1 35.0f 


ni 


2Z95 


2Z84 


\ 15.- 


' 24.4] 


• 




• « 
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HEMBA10Q20ft4 


1.07 


OJ 


0.79 


1.77 


1.77 


112 


1.8 


1.72 


1.8 




f 




f 


HEMBA10020S5 


15.53 


10.5 


9.09 


3.93 


5.17 


5.54 


4,22 


4.66 


4.34 


> 








HEMBA1002092 


6.36 


2.95 


3.86 


3.82 


3.84 


2.97 


3.77 


3,66 


5.02 










HEMBA1002098 


2.76 


1.13 


1.81 


14 


2.24 


153 


157 


173 


1.55 










HEMBA1002100 


32.5 


21.44 


18.67 


25.5 


28.16 


25.35 


18J5 


13.17 


17,71 










H£NfBA1002101 


14.23 


9.44 


8.67 


29.98 


21.28 


21.61 


20.63 


10,83 


13.44 


• ■ 


*- 






HEMBA10021Q2 


5.78 


2.45 


5.61 


10.26 


9.25 


10.76 


5.53 


7.91 


7.68 


*♦ 








H£MBA10a2105 


3.54 


Z37 


3.22 


6.12 


5.06 


5.65 


3.82 


6.51 


5.09 




+ 






HEMBA1002107 


11.45 


5.11 


605 


8.68 


8.52 


8.38 


12.57 


12.66 


17.5 










HEMBA1002113 


3Z25 


19.17 


17.4 


39.34 


45.35 


45.81 


28.29 


21.95 


34.31 


m 


+ 






H£MBA10a2119 


Ztl 


Z17 


0.99 


179 


114 


2^4 


106 


187 


1.79 










HEMBA1002125 


5,95 


2.4 


2.92 


5.45 


9.25 


7.16 


7.44 


6J4 


6,72 










HEMBAIOOZISI 


5.93 


2 


3.14 


4.14 


4.06 


4.13 


3.5 


4.3 


3.28 










HEMBA10Q2133 


6.81 


5.25 


2.52 


6.36 


5.83 


7.36 


4.72 


7.3 


4.48 










HEMBA1002139 


1.09 


0.26 


0.36 


1-2 


0.84 


1.33 


0.99 


2.43 


0.56 










H£MBA10a2141 


1.29 


0.49 


1.21 


138 


1.03 


1.99 


0.5 


1.42 


1.34 










HEMBA1002144 


5.69 


3.1 


2.06 


7.29 


6.78 


8.63 


159 


3.43 


5.33 


* 








HEMBA1002147 


21J8 


10.63 


10.33 


16.26 


8.66 


14.72 


7.7 


9.8 


14.04 










HEMBA100215C 


19.09 


10.95 


13.29 


13.45 


10.91 


11.19 


15.49 


16.53 


17.44 










HEMBA1002151 


5J7 


4.52 


3.73 


5.15 


5.43 


4.75 


6.45 


4.35 


4.86 










HEMBA1Q02153 


Z06 


0.67 


0.65 


143 


2.33 


1.79 


1.41 


1.49 


1.24 










HEMBA1002156 


6.64 


2.07 


179 


3.49 


176 


4.92 


4.24 


4.29 


3.26 










HEMBA1(»02160 


9.96 


4.66 


4.52 


11.03 


1178 


11^4 


5.12 


4.86 


6.62 


« 








HEMBA10a2161 


5.93 


2.84 


3.76 


7.56 


5.8 


7.54 


3.32 


4.13 


3.25 










HEMBA10021«2 


7.92 


3.54 


4.29 


9.23 


1127 


9.59 


6.% 


4.68 


6.43 


* 


+ 






HEMBA1002163 


16.52 


8.9 


8.29 


30.66 


23.8 


18.1 


23.47 


24.43 


36.58 


* 


+ 


» 


4 


HEMBA1002164 


6.58 


337 


3.2 


7.61 


7.12 


6.96 


5.68 


4,84 


5.16 










HEMBA10021M 


39.64 


27.28 


27.86 


36.11 


45.05 


43.8 


20.24 


20.85 


22.71 










HEMBA1002167 


4.76 


1.86 


1.62 


199 


178 


2.27 


3.13 


3.05 


127 










HEMBA10a2173 


5.99 


4.25 


4.52 


7.86 


9.55 


7.59 


5.43 


4.55 


6.47 


* 








HEMBA10021T7 


7.43 


2.78 


2.92 


3.23 


3.61 


5.94 


3.11 


3.88 


4.09 










HEMBA1002178 


5.72 


4.28 


4.98 


4.38 


4.69 


4.23 


3.54 


5.04 


4.32 










HEMBA10O2m 


38J6 


31.74 


22.53 


17.89 


19.71 


18.71 


27.72 


23.97 


26.16 










HEMBA1002185 


6M 


3.16 


3.12 


9.32 


10.15 


8.6 


6,14 


5.78 


6.76 




+ 






H£MBA10a2188 


8.98 


4.74 


6.39 


7.79 


6.15 


7.58 


6.43 


5.81 


6.6 










HEMBA1002189 


3.48 


3.26 


1.78 


4.27 


5.47 


4.09 


2.69 


3.88 


3.54 










HEMBA1002191 


8.3 


3.89 


4.67 


8.84 


6.83 


6.19 


5.91 


5.98 


636 










HEMBAl 002192 


5.28 


4.26 


4.29 


8.27 


6.01 


5.9 


2.94 


149 


182 








- 


HEMBA1002195 


5.98 


3.67 


4.11 


6.21 


5.77 


4.89 


3.93 


4.26 


3.98 










H£\fBA1002196 


1.16 


1.29 


1.53 


122 


2.69 


3.34 


125 


129 


2.94 


« 


+ 




+ 


HEMBA1002199 


2.9 


1.1 


141 


4.59 


4.69 


3.07 


3.88 


162 


3.82 










HEMBA1002204 


3.61 


1.66 


1 0.98 


122 


166 


1.99 


3.47 


1.11 


1.87 










HEMBA1002208 


48.26 


35.92 


30.61 


4&99 


56.44 


45J2 


18.77 


22.83 


23,91 






* 


- 


HEMBA10a2212 


1.63 


2.93 


1.64 


4.46 


4.61 


4.63 


3J1 


1.93 


1.67 










HEMBA1002215 


6.24 


3.92 


t 3-6 


5.45 


4.91 


5.62 


4.3 


4.83 


3.3 










HEMBA1002217 


18.63 


10.54 


10.96 


10.92 


19.47 


21.75 


8.18 


9.72 


7.73 










HEMBA1002220 


2.36 


1.42 


1.13 


173 


121 


2.69 


1.63 


143 


105 










HEMBA10Q2226 


7.06 


3J7 


4.14 


9.44 


8.41 


9.81 


3.48 


7.93 


5.75 


• 


+ 






HEMBA1002227 


23.8S 


11.28 


1165 


63.81 


64.96 


61.2fi 


43.22 


41.38 


46.55 


> ** 






+ 


li£MBA1002229 


12.93 


9.6 


. 8.96 


2159 


17.4 


16.24 


ll.lfi 


9.43 


9.7] 




+ 






HEMBA1002237 


2.73 




> 1.22 


188 


3.54 


157 


2.65 


119 


1.5 










HEMBA1002239 


9.1] 


4.9j 


' 3.45 


14.42 


9.6] 


11 


4.4^ 


5,84 


6.9] 


L 








HEMBA1002241 


4.1€ 


> 192 


i 3,35 


4,29 


3.16 


. 4.9S 


t 3.45 


3.5 


3.32 


1 








HEMBA10Q2253 




> 1.21 


t 0.86 


I.IS 


1.7^ 


f 113 


\ ITi 


r 1.8: 


r l.2< 


) 








HEMBA10Q2257 


2.! 


i i.oe 


} 1.1] 


1.4- 


1.72 


! 1.3J 


\ 1.46 


t 2.72 


t i.o: 


I 








HEMBA1002259 


3.9: 




} 3.46 


i 3.84 


\ 3.3! 


> 3.7? 


) 1.5i 


i 3.6 


> 12^ 


X 
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HEMBA10Q2262 


19J3 


13.63 


11.06 


41.08 


43.27 


39,59 


22.08 


18 


1932 




f 






HEMBA10022(5 


5.77 


Z24 


2,87 


4.81 


4,22 


4.54 


5.24 


3.12 


3.12 










HEMBA1002267 


6.66 


4.16 


4.1 


9.3 


9,47 


10.3 


6.16 


5.48 


5,21 




+ 






HEMBA1001270 


6.24 


3.34 


3.58 


7.78 


8.98 


7.9 


3,76 


4.03 


4.93 


• 


+ 






H£MBA10a2286 


Z71 


Z63 


1.38 


166 


4.03 


3.95 


Z71 


3.54 


3.82 










HEMBA1002290 


7.29 


3.76 


4.66 


10.41 


13.32 


10.04 


5.97 


737 


8,02 


• 


+ 






HEMBA10QZ302 


11.09 


4.74 


4.9 


14.47 


14.16 


14.79 


5.34 


6.14 


6.47 




+ 






HEMBAi002304 


2.15 


1.99 


3.2 


4.13 


2J7 


4.4 


3.76 


Z42 


333 










HEMBA1002307 


20.52 


10.07 


9.13 


9.76 


9.15 


8.21 


13.28 


14.24 


17.09 










H£MBA10a2316 


21.96 


17.53 


15.62 


14.66 


14.2 


13.67 


14.54 


18.03 


37.67 










HEMBA10QZ319 


3.87 


2.44 


2.95 


2.86 


3.71 


4.51 


3 


3.92 


3.09 










HEMBA10QZ32O 


2.67 


1.82 


1.12 


4.11 


5.01 


6.24 


3,84 


4.14 


3,6 


• 




* 


+ 


HEMBA10a2321 


1.46 


2.38 


0.87 


3.05 


1.97 


2.21 


1.05 


1.18 


1.29 










H£MBA10a2328 


4.66 


IJl 


1.99 


5.92 


5.51 


4.89 


3 


3.99 


2.69 










HEMBA1002335 


4.92 


1.14 


Z37 


Z57 


3.45 


Z77 


2.04 


3.2 


1.93 










H£MBA10a2337 


5J8 


3.22 


4.87 


9.22 


123 


11.34 


4.19 


5.44 


4,11 


** 


+ 






H£MBA10m39 


23.81 


10.43 


6.17 


11.11 


15.1 


14.91 


11,67 


1Z27 


12.43 










H£MBA10Q2341 


7.39 


3.74 


4.25 


4.55 


4.12 


3.82 


6.09 


5.66 


5.69 










HEMBA1002348 


2.07 


1.83 


0.9 


1.44 


1.88 


Z08 


1.92 


2.6 


1.34 










HEMBA10QZ349 


1.51 


1.42 


0.34 


1.38 


13 


1.96 


1.46 


Z19 


1.38 










HEMBA10a2353 


1.79 


1.25 


2.28 


Z64 


3.11 


3.43 


zn 


1.34 


1.36 


* 








HEMBA1002356 


13.39 


6.02 


7.85 


8.42 


10.26 


11 


4.88 


6,24 


6.12 










HEMBA10Q2357 


136.4 


89.6 


109 


I4Z6 


135.4 


15Z8 


57.09 


66.8 


75.58 






• 




IIEMBA1002360 


6.54 


3.66 


5.93 


10.16 


10.44 


10.51 


8.07 


9.62 


8.15 




+ 


• 


+ 


H£MBAt0a23lS5 


9.05 


6.26 


4.13 


8.4 


5.32 


7.47 


3.78 


3.67 


4.84 










HEMBA10a2565 


2.33 


1.04 


1.69 


Z69 


1.93 


1.79 


0.53 


1.83 


Zll 










H£MBA10a2370 


2.04 


0.84 


0.68 


5.63 


6.49 


6.23 


1.4 


3.02 


Z46 




+ 






H£MBA10a2374 


8.05 


4.75 


3.85 


6.96 


7.96 


4.55 


6.91 


5.19 


737 










HEMBA10a2376 


22.58 


10.7 


11.64 


20.42 


2Z01 


21.09 


9.22 


9.95 


12.27 










H£MBA10a2577 


22.23 


20.26 


24,74 


17.13 


16.56 


16.97 


12.65 


5-84 


133 


• 




* 




HEMBA1002380 


10J3 


4.73 


6.12 


253 


20.75 


23.1 


1039 


11.3 


10.43 




+ 






HEMBA1002381 


6.11 


3.6 


4.83 


7.07 


8.7 


10.4 


3.87 


434 


433 


* 


•V 






HEMBA3002384 


15.5 


10.84 


6.42 


29.27 


32.78 


29.1 


8.58 


933 


10.47 


** 








H£MBA10023^ 


4.27 


1-82 


1.04 


3.34 


2.49 


2.48 


1.75 


Z27 


Z21 










HEMBA1002396 


5.31 


1.45 


Z21 


3.61 


3.86 


4.27 


4.37 


4.75 


6.22 










H£MBA10a24a2 


4.83 


1.75 


1.81 


2.54 


2.69 


■3.67 


3.46 


238 


3.41 










HEMBAiO02417 


10.95 


4.91 


5.09 


7.22 


6.91 


7.47 


6.16 


5.78 


7.28 










HEMBA100!2419 


5.08 


Z09 


3.3 


5.6 


4.81 


5,12 


3.66 


3.43 


3.31 










H£MBA10a2420 


9.17 


4.99 


7.48 


15.98 


15.18 


16.1 


735 


73 


9.4 


*• 


+ 






H£MBA10a2421 


3.35 


2.15 


Z59 


6.22 


6.03 


5.26 


6.83 


6.92 


8.74 




4- 




4- 


H£MBA10a2425 


134 


0.63 


0.83 


Z44 


3.48 


3.88 


1.7 


Z52 


2.63 


• 


+ 


* 


+ 


H£MBA10a2424 


8.4 


X37 


3.82 


4.43 


5.04 


5.22 


3.68 


Z96 


3.47 










HEMBA1002426 


6.49 


3.96 


3.42 


4.7 


3.88 


6.41 


6.1 


4.1 


4.43 










H£MBA100243a 


2.26 


0.52 


0.37 


1.48 


0.95 


2.01 


1.47 


Z19 


1.34 










HEMBA1002439 


5,88 


2.46 


3.67 


5.4 


4.16 


4.53 


3.95 


438 


3.74 










HEMBA10Q2441 


9.17 


5.14 


6.07 


3435 


24.41 


25.8 


23.81 


16.3 


21.56 




+ 


** 


+ 


HEMBA1002454 


5.79 


2.67 


3.42 


5,87 


3.7 


3.81 


3.97 


3.14 


3.78 










HEMBA100245S 


25.18 


17.65 


26.81 


56.49 


54.86 


61.69 


25.04 


31.59 


38.07 


• » 


+ 






HEMBA1002460 


13.9 


12 


t 5.63 


4.27 


4.5 


4.21 


3.8 


3.84 


3.88 










HEMBA10aZ462 


5.97 


3.4S 


> 2.63 


4.68 


5.48 


5.1 


5.76 


6.2£ 


. 5.62 










HEMBA10024^ 


1.48 


t 0.35 


; 0.8-? 


1.94 


1.91 


2 


2 


1.62 


134 


* 


■f 






H£MBA10a2469 


10.61 


5S< 


i 6.1 


9.43 


9.2S 


9.35 


6.49 


6.37 


' 7.65 










HEMBA1002475 


2.44 


\ h7t 


J 1.2 


2,63 


1.15 


1.93 


3.75 


Z3f 


1.4 










HEMBA100Z477 


4.33 


i 2,2] 


I 3.5^ 


\ 633 


6.45 


9.03 


4.12 


. 5-32 


; 4.0? 


\ * 


+ 






HEMBAI0024S0 


127^ 


i 7.2] 


t 8.< 


[ 13.5 


> 9.22 


' 9.97 


' 6.6 


9.33 


9.5 


1 








HEMBA1002481 


4.1 J 


r 1.4^ 


W 3.5' 


f 5,1 


r 5.9- 


f 7.71 


3.35 


4.9f 


1 3.1^ 


J * 


4 
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IQ 
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1U.2 
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JL.oi 
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3.0b 


3. 01 
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3.98 












1 
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O TIC 
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3.0 1 
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2.24 


3.36 


3.9 










H IlM S A1UU2470 
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1 >tc 
1.45 


in 
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1.06 


1.82 


1.19 


2,23 


1.05 


1.96 










fflLmBA] UU2dUl 


4.03 


2.44 




2.79 


3.44 


4.73 


2,7 


236 


4.15 










H£MBA ] 0112503 


5,04 


Z61 


2.84 


6.45 


4.88 


5.28 


3.23 


3.79 


3.13 










HEMBA10Q2504 


8,07 


4.4 


4.13 


10.71 


10.32 


10,08 


4.47 


638 


5.92 


• 


+ 






HEMBA1002508 


5.99 


4.98 


4.38 


8.82 


14,4 


16.34 


4.8 


6.77 


533 


* 


+ 






HEMBA1002513 


8.6 


4.28 


432 


7.08 


4.68 


6.71 


4.93 


3.86 


431 










HEMBA10Q2515 


433 


1.73 


2.07 


3.29 


2.16 


3.66 


2.65 


1.63 


338 










HEMBA10Q2524 


935 


6 


4,75 


8,16 


6.47 


7.51 


5.77 


5.05 


6.67 










HEMBA1002538 


4.58 


Z05 


1.84 


Z98 


3.05 


433 


2.16 


Z92 


Z68 










HEMBA1002542 


8.07 


5.4 


5.41 


9,41 


8.04 


9.27 


4.65 


5.75 


5.16 










HEMBA1002544 


3.1 


1,76 


1.69 


4.47 


3.6 


3.68 


2.18 


Z17 


Z61 




+ 






HEMBA1002546 


50.52 


34.29 


29.94 


56.51 


6033 


61.14 


35.34 


44.64 


38.68 


» 


+ 






HEMBA1002547 


Z2 


1.72 


2.07 


1.6 


3.25 


X8 


2.97 


4.34 


Z32 










HEMBAJ002550 


7.14 


5.4 


3.96 


434 


4.38 


4.87 


631 


438 


5,24 










HEMBA1002551 


5.47 


i09 


Z27 


5.04 


4.39 


3.41 


4,06 


3.2 


3.87 










HEMBA1002552 


1Z19 


3.86 


634 


10.16 


9.24 


10.66 


6.5 


6,73 


5.78 










HEMBA1002S55 


1.98 


0.86 


1 


1.95 


2.49 


2.76 


Z25 


1.97 


2.82 










H£MfiA10a2558 


734 


3.99 


4.45 


10.47 


9.14 


11.18 


5.75 


4.9 


5.48 


* 


+ 






H£MBAI0a2561 


1.53 


2.23 


1.45 


3.76 


4.16 


3.85 


Z34 


2.9 


2.42 


•* 


+ 






H£MBA10a2562 


Z58 


1.09 


1.24 


1.55 


1.58 


1.46 


1.13 


1.38 


1.77 










HEMBA10(KIS68 


4.34 


2.05 


1.84 


X65 


3.18 


3.63 


ZOl 


3.91 


2.77 










HEMBA1002569 


10.12 


Z96 


3.15 


6.04 


6.91 


7.8 


6.66 


5.49 


5,73 










HEMBA1002570 


17.18 


839 


8.43 


7.74 


7.84 


6.32 


4,15 


4.68 


4.47 










HEMBA1002574 


9.13 


5.2 


4.08 


4,71 


4.69 


3.46 


6.41 


4.34 


4.04 










HEMBA10025a3 


2.63 


1.94 


1-44 


435 


4.76 


4.81 


4.07 


4.23 


4,71 




+ 


** 


+ 


HEMBA1002587 


9.65 


5.73 


4.29 


538 


5.09 


6.69 


6.95 


435 


5.87 










HEMBA100Z590 


5 


Z82 


3.17 


53 


7.12 


7.9 


3.16 


4.25 


3.45 










HEMBA1002591 


7.22 


3.8 


5.73 


9.2 


7.27 


11.07 


4.7 


6.52 


5.38 










HEMBA1002595 


6.26 


2.72 


4.83 


Z78 


4.06 


4.2 


3,48 


5.01 


4.73 










HEMBA1002609 


435 


4.09 


2.17 


4.02 


4.01 


4.31 


3.53 


3.64 


3-18 










HEMBA10Q2617 


3.95 


2.7 


1.65 


11.81 


11.46 


11.36 


4.49 


Z86 


3,96 


•* 


■f 






HEMBA1002619 


636 


3.72 


3.35 


6.01 


4.48 


4.66 


435 


5.76 


4.4 










HEMBA1002«21 


133 


2.05 


0.58 


1.87 


2.25 


1.68 


1.25 


Z13 


1.22 










HEMBAJ0Q2624 


10.87 


5.76 


53 


10.8 


7.15 


9.93 


6.61 


9.08 


8.33 










HEMBA1002^ 


2.46 


1.89 


136 


8.26 


8.9 


8.55 


6.5 


6.76 


7.64 


*« 


+ 




+ 


H£MBA1002^9 


2.92 


139 


1,72 


235 


1.78 


3.13 


2.15 


Z22 


235 










HEMBA1002632 


3.01 


3.25 


2.45 


3.55 


4.56 


536 


Z28 


3.32 


i22 










HEMBA1002645 


5.23 


3.12 


3.3 


9.71 


9,85 


8,47 


4.08 


4.56 


3.84 




+ 






HEMBAlOOZiKSl 


2.74 


33 


3.7 


3.63 


3.14 


3,96 


3.35 


3.43 


3.18 










HEMBA1002(52 


10.09 


4.55 


Z8 


3.94 


7,21 


6.45 


4.43 


434 


4.59 










HEMBA1002659 


10 


431 


433 


9.97 


11.66 


8,87 


6.05 


6.33 


5.41 










HEMBA1002661 


4.42 


234 


1.79 


6.87 


7.34 


8,27 


4.97 


3.82 


3.85 


•« 








HEMBAl0u2666 


3.37 


1.93 


1.85 


Z66 


2.6( 


3.23 


Z59 


Z71 


2.16 










HEMBA10a2667 


3.38 


X19 


2:12 


5.95 


5.18 


5.02 


0.91 


3 


Z2 


«* 


+ 






HEMBA10Q2«73 


2431 


16.62 


13.86 


16.81 


24.76 


24.88 


10.84 


15.49 


10.36 










HEMBA10Q2678 


6.22 


432 


2.39 


• 8.83 


7 


9.06 


5,27 


5.81 


5.58 


• 


+ 






HEMBA1002679 


6.14 


Z98 


; 2.3 


7.06 


5.91 


5.92 


4.9 


4.03 


435 










HEMBA1002688 


X43 


1.85 


1 1.49 


1.28 


X14 


1.93 


0.91 


1.94 


1.12 










HEMBA1002696 


5.94 


3.2 


. 2.68 


4.46 


5.16 


4.1 


3.48 


3.38 


3.28 










HEMBA1002703 


14.« 


€ 


\ 9.65 


11.88 


14.48 


12.25 


7.74 


9,23 


10.55 










HEMBA10Q2706 


14.74 


\ 6.11 


9.63 


11.39 


1331 


13.79 


6.16 


6.12 


6.47 










HEMBA1002712 


5.5' 


' 3.22 


\ 3.91 


7.46 


9.02 


7.13 


2,62 


3.73 


3.'7 


« 








H£lVfBA1002715 


7.5e 


i 4.0! 


\ 6.71 


7.13 


9.71 


10.1"J 


4.3S 


6.93 


5.48 
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HEMBA1002716 


2.33 


1.79 


1.1 


2.97 


1.95 


233 


1.67 


1.27 


1.06 










HEMBA10O2718 


16.72 


11.81 


9.31 


17.97 


1198 


15.17 


10.44 


10.19 


11.13 










HEMHA1002728 


9.67 


334 


5.97 


10.6 


1196 


15.33 


7.76 


5.08 


9.8 


* 








HEMBA1002730 


7.86 


232 


3.4 


5.36 


7.91 


6.74 


6.78 


4.96 


737 










HEMBA10a2734 


7.73 


4.31 


335 


7.93 


6.46 


7.46 


5.62 


6.29 


6.83 










MEMBA1002742 


3.65 


1.6 


2.01 


2.64 


174 


16 


1.48 


2.29 


1.92 










HEMBA10Q2746 


6.82 


4.06 


4.19 


4.98 


4.66 


5.4 


178 


4.2 


333 










HEMBA100274S 


4.16 


2.16 


3.32 


153 


4.45 


4.03 


142 


18 


3.88 










HEMBA1002750 


6.45 


3.44 


3.09 


5.38 


6.22 


7.28 


3.44 


2.24 


3.97 










HEMfiA10027S5 


6.83 


3.3 


3.88 


9.75 


9.18 


10.07 


4.45 


5.29 


5,42 










HEMBA1002759 


2.47 


0.92 


135 


432 


3.79 


4.12 


236 


166 


2.65 




+ 






H£MBA10027«3 


17.79 


8.69 


9.49 


11.93 


10.68 


1189 


9.46 


-10.98 


1131 










HEMBA1002767 


4.86 


3.64 


4.15 


4.69 


437 


5.27 


4.84 


4.88 


6.63 










HEMBA100276S 


7.65 


3.89 


4.38 


7.6 


736 


7.85 


631 


6.75 


7.16 










HEMfiA1002769 


6^5 


2.6 


4.29 


4.3 


5.76 


5.49 


4.08 


308 


437 










H£MBA1002770 


10.29 


6.74 


8.19 


11.22 


11.06 


13.4 


7.03 


6.36 


8.42 










HEMBAia02777 


9.75 


4,7 


5.71 


839 


8.79 


9.46 


638 


4.3 


7.48 










HEMBA10a2r79 


19.22 


10.66 


6.22 


15.16 


13.63 


10.21 


10.37 


10.01 


10.31 










HEMBA10Q27S0 


5.7 


2.86 


3 


6.99 


7.8 


935 


4.79 


4.73 


6.4 


« 








HEMBA1002790 


4.99 


2J3 


3.07 


637 


8.93 


7.96 


4.08 


3.78 


4.9 


* 


+ 






HEMBA1002794 


a37 


5.67 


438 


5.78 


6.13 


8.44 


6.79 


63 


6.15 










HEMBA1002798 


1,26 


0.86 


1.65 


172 


13 


1.B6 


0.87 


164 


0.77 


* 


+ 






HEMBA1002801 


1.99 


0.93 


1,36 


4.21 


3.6 


1.85 


171 


2.29 


3.22 






* 




HEMBA1002810 


9.65 


4.37 


5.68 


13.26 


12.11 


9.75 


5.27 


6.41 


6.28 










HEMBA10Q2816 


9.84 


4.52 


4,72 


9.31 


638 


9.2 


5.89 


5.54 


5,86 










HEMBA1002818 


13.95 


7.65 


7.85 


12.57 


11.48 


113 


11.94 


8.46 


10.87 










HEMBA1002820 


8.63 


4.01 


5.8 


1108 


16.06 


13.75 


7.38 


6.93 


7.73 


0 








HEMBA1002S26 


2.06 


0.77 


0.96 


1 


0.94 


1.69 


13 


113 


0.88 










HEMBA1002853 


9.88 


4.57 


5.73 


7.08 


7.89 


7.35 


7.95 


8.57 


7.16 










HEMBA10Q2850 


0.76 


0.3 


1.24 


i:8 


137 


1.81 


0.67 


112 


1.24 




+ 






HEMBA1002S62 


2.92 


2.24 


3.55 


9.63 


8.86 


7.72 


5.29 


8.86 


7.89 


• * 


+ 


• 


+ 


HEMBA10Q2863 


3.16 


2,79 


5.23 


4.86 


535 


531 


3.6 


5.86 


5.95 










HEMBA1002867 


3.74 


1.09 


1.41 


1.95 


142 


124 


131 


1.85 


1.96 










HEMBA1002876 


10.81 


3.46 


4,85 


5.22 


5.51 


6.47 


5.11 


4.45 


5.37 










HEMBA10Q2886 


1.73 


1.14 


1.2 


1.8 


3.11 


184 


1.24 


1.52 


0.93 


• 








HEMBA10(k2896 


536 


2,89 


2.26 


4.16 


5.6 


6.36 


4.43 


4.26 


5.28 










HEMBA1002913 


6.83 


3.41 


4.1 


6.13 


4.56 


5.54 


4.6 


4.46 


4.22 










HEMBA1002921 


5.09 


1.35 


3.42 


4.01 


3.76 


3.47 


182 


3.68 


1.76 










HEMBAl 002924 


3.44 


1.46 


2.03 


3.99 


179 


5.07 


4.7 


2.86 


166 










HE2V1BA1002934 


19.41 


10.56 


13.01 


28.28 


26.9 


31.77 


13.81 


10.62 


17.37 




-¥ 






HEMBA1002935 


5.64 


2.51 


3.1 


939 


9.17 


8.78 


4.05 


43 


6.44 










HEMBA1002937 


X94 


0.97 


1.56 


532 


3.72 


33 


4,25 


3.23 


5.41 






• 




HEMBA10a2939 


5.23 


2.26 


1.27 


6.12 


6.22 


7.2 


3.36 


5.43 


4.03 




+ 






HEMBA1002944 


2.39 


1.05 


0,97 


145 


194 


1.89 


1,97 


1.66 


1,79 










HEMHA10Q2951 


4.82 


2.48 


Z82 


6.08 


7.02 


6.04 


4.67 


6.63 


5.8 


« 


+ 






HEMBA1002954 


3.07 


1.62 


1.21 


5.05 


333 


2.74 


1.86 


3,21 


177 










HEMBA1O02962 


4.7 


4.71 


2.06 


11.63 


834 


7.28 


2.97 


432 


415 


« 








HEMBAJ10Q2968 


7.62 


3.18 


4.17 


11.44 


831 


9.98 


4.32 


438 


5.82 


* 


+ 






HEMBA1002970 


1.55 


Z24 


Z05 


3.8 


4.05 


191 


1.8 


3.84 


2.44 


« 


+ 






HEMBA1002971 


Z55 


ZV 


1.09 


111 


2.8 


12 


1.84 


1.44 


235 










HEMBA1002973 


4.7 


131 


2.41 


7.46 


7.53 


5.02 


4.19 


3.07 


334 


ft 


+ 






HEMBA1002978 


4.6 


2.2 


2.96 


5.07 


6.26 


5.9 


187 


3.98 


1.74 


» 


+ 






HEMBA1002981 


10.14 


3.92 


5.05 


6.62 


5.73 


6.85 


4.75 


3.37 


4.22 










HEMBA1002985 


5.65 


3.15 


2.63 


4.75 


6.26 


6.46 


4.22 


6,1 


4.66 
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8.06 


6.02 


4.91 


10.22 


16.35 


15.33 
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16.22 
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m 




• 


+ 
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1.5S 


0,91 
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5.23 


7.34 
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* 


+ 




+ 


MAMMA1000827 


5.81 


3.08 


3.37 


63 


5.83 


638 


3.91 


3.77 


4.74 










MAMMA1000S31 


3.49 


Z19 


Z43 


2.04 


Z83 


234 


149 


154 


331 










MAMMA1000838 


7.72 


734 


6.75 


1035 


7.02 


15.37 


8.46 


6,62 


9.4 










MAMMA1000S39 


9.86 


, 5.11 


53 


13.32 


14.94 


15,98 


11.39 


9,61 


11.68 


• * 


+ 






MAMMA1000S41 


2.16 


2,22 


146 


2.34 


3.62 


2,61 


107 


331 


3. 










MAMMA1000842 


9.7 


5,15 


5.18 


5.26 


836 


834 


4.59 


6.92 


6.8 










MAMMA1000843 


1.45 


0.52 


0.63 


1.44 


1.42 


1.66 


1.24 


1.97 


1.12 










MAMMA1000845 


2.99 


0.85 


1,74 


2.17 


3.73 


3.02 


1.45 


3.21 


114 










MAMMA1000851 


1Z84 


5.8 


5.26 


10.17 


14,4 


1332 


7.61 


8.15 


838 










MAMMA1000854 


5.64 


2.1 


23 


6.34 


4,33 


5.81 


6.81 


5.87 


6.6fi 


• 
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N1\MMA10(I0SS5 


1.7 


1.63 


1.03 


1.59 


2.99 


3.96 


1.06 


2.13 


1.U4 










MAMMA1000856 


6.3 


3.91 


3.68 


6.66 


6.53 


6.39 


5,69 


5.47 


5.67 










MAMMA1000859 


30.54 


14.5 


21.77 


15.43 


16.32 


21,44 


10.77 


8.93 


11.82 










MAMMA100Q862 


3.63 


1.84 


153 


121 


2.9 


4.05 


1.42 


1.82 


1.19 










MAMMA1000863 


6.'2 


3.01 


3.04 


4.59 


9.69 


8.1 


4.1 


6.66 


5.5 










MAMMA1000M5 


0.8 


ail 


0.15 


0.67 


1.37 


0.92 


0.2 


1.71 


0.5 










MAMMA1000»67 


4.15 


2.15 


1.95 


2.19 


5.49 


3.51 


1.75 


2.5 


237 










MAMMA1000875 


9.92 


4.24 


611 


691 


11.92 


1178 


4.67 


4.48 


7 










MAMMA1000876 


4.63 


2.2(1 


3.14 


3.33 


5.28 


668 


4.51 


3.48 


5.36 










MAMMA1000S77 


9.58 


4.24 


6.31 


9.18 


13.08 


15.47 


7.32 


645 


8.51 










MAMMA1000S78 


8.16 


4,4Ci 


5.1 


7.91 


13.1 


103 


5.72 


5.68 


6.98 










MAMMAt000880 


4.25 


2.2 


2.38 


4.84 


4.93 


5.5 


2.27 


3.49 


189 


• 








MAMMA100088J 


4.86 


3.39 


- 4.01 


5.58 


9.07 


9.97 


3.7 


4.59 


4.69 


* 


+ 






MAMMA1000883 


4.1 


2.09 


3.9 


3.29 


3.78 


3.16 


141 


3.12 


3.57 










MAMMA1000897 


0.87 


0.7Jt 


U2 


U5 


184 


1.6 


1.61 


1.81 


0.9 










MAMMA1000S98 


14.3 


5.37 


5.9 


6.61 


8J3 


8.2 


8.24 


7.58 


9.2 










MAMMA1000905 


6.32 


4.16 


3.03 


7.58 


8.06 


10.95 


4.06 


4.04 


6.22 


* 


+ 






MAMMA1000906 


4.24 


145 


3 


4.3 


3.89 


5.72 


187 


4.2 


3.18 










MAMMA100090S 


1.27 


0.39 


0.86 


1.42 


193 


1.74 


149 


2.77 


1.87 






• 


+ 


MAMMA1000911 


0.41 


1.2^; 


0.84 


186 


128 


163 


8,08 


5.76 


777 


* 


+ 




+ 


MAMMA100a914 


5.03 


' Z41 


2.68 


4.67 


4.17 


3.32 


1.99 


114 


133 










MAMMA1000920 


3.12 


1.17 


151 


3-63 


3.17 


3.45 


105 


3.06 


3.19 










MAMMA1000921 


337 


3.2<) 


3.26 


3-61 


9.57 


6.95 


3.48 


3.25 


3.54 










NfAMMA1000931 


8.02 


4.9:! 


5.62 


10.56 


14.6 


15.07 


635 


6.66 


5.94 


* 








MAMMA1000940 


6.43 


3J7 


4.1 


8.17 


7.42 


11.2 


5.43 


7.24 


5.59 










MAMMA1000941 


8.08 


4.42 


5.26 


11.96 


15.08 


14.97 


7.8 


6.29 


757 


• * 


+ 






MAMMAJ 000942 


16.28 


7.28 


9J2 


16.51 


16.66 


17.99 


9.16 


10.49 


11.15 










MAMMA] 000943 


8.02 


5.62 


7.75 


1159 


1634 


17.28 


9.76 


9.93 


772 


*• 


+ 






MAMMA1000952 


8,49 


4.9:2 


6:82 


13.66 


13.4 


1111 


7.68 


8.43 


10.02 


*• 








MAMMAl 000956 


1.29 


1.15 


1.49 


135 


3.18 


2.29 


116 


3.08 


119 






• 




MAMMA1000957 


637 


3.36 


147 


7.39 


11.27 


10.47 


4.72 


6 


5.03 


* 


+ 






MAMMA1000962 


14.04 


6.83 


6.94 


17.04 


23.21 


26.2 


11.63 


8.86 


1179 


• 


+ 






MAMMA1000966 


7.34 


3.73 


4.5 


10.84 


15.74 


1134 


4.66 


6.62 


6.12 


• 


+ 






MAMMA100096S 


7.71 


3.48 


183 


a85 


11.98 


9.01 


6.3 


7.27 


5.97 


• 


+ 






MAMMA1000972 


1.58 


1.55 


1.15 


438 


19 


3.02 


122 


431 


13 










MAMMA1000973 


3.5 


1.69 


1.59 


3.69 


3.21 


4.33 


2.55 


2.9 


1.2 










MAMMA1000975 


2.22 


Z8 


16 


148 


6.62 


3.03 


124 


433 


106 










MAMMA100097^ 


7.5 


4.17 


5.75 


10.05 


14.48 


15.04 


6.28 


731 


7.44 


• 


+ 






MAMMA1000979 


6,1 


3.13 


2.84 


683 


11.15 


734 


4.03 


3.36 


5,99 










MAMMA10009S6 


8.92 


4.73 


5.33 


9.12 


17.71 


11.66 


6.36 


10.27 


8.03 










MAMMA1000987 


4.61 


3.28 


196 


7.53 


9.04 


9.57 


3.67 


3.25 


4.14 


•* 


+ 






MAMMA1000988 


6.9 


4.02 


3.13 


9.98 


9.41 


10.85 


6.42 


4.87 


6.36 


* 








MAMMA10Q0994 


3.37 


Z44 


3.14 


3.15 


4.33 


4.9 


3.61 


4.21 


3.97 










MAMMA1000998 


352 


2.26 


181 


4.12 


6.42 


7.42 


3.48 


4.56 


3.6 


* 


+ 






MAMMAIOOIOCO 


1.84 


1.4 


L47 


5.67 


6.98 


6.89 


114 


3.71 


2.23 


•* 








MAMMA1D01007 


0.12 


0.01 


0.3 


0.22 


0.03 


0.58 


0,25 


0.21 


0,73 










MAMMAID01008 


6.4 


6.37 


4.3 


699 


5.97 


6.01 


5.02 


5.89 


7.81 










MAMMA1001013 


6.8 


3.3^ 


4.83 


15.25 


11.23 


8.98 


5.96 


539 


9.13 


• 


+ 






MAMMA1001014 


7.76 


3.67 


144 


4.42 


6.29 


67 


143 


182 


135 










MAMMA1001021 


7.09 


Z52 


18 


7.68 


6.4* 


► 6.9 


4.64 


3.79 


3.74 










MAMMA1001024 


8.72 




3.61 


8.02 


10.11 


9.19 


» 43 


6.16 


5.88 










MAMMAIOOIOZS 


1.9fi 


i.eis 


0.42 


0.75 


1.1 


1.07 


' 0.62 


0.65 


0.73 










MAMMA100102S 


3.61 


3.70 


141 


1.41 


lOS 


> 13 


I 1.65 


2.01 


132 






* 




MAMMA1001030 


3.4f 


1.61 


114 


\ 3.47 


13; 


' 4.44 


^ 107 


2.57 


' 147 


r 








MAMMA10010a5 


13.1^ 


8.7i 


7.85 


► IS 


> 23.71 


ia75 


> 11.21 


837 


' 1431 


r 


+ 






MAMMA1001036 


11.5:1 


6<M 


1 5.4« 


t 11.14 


I 14.2" 


r 13.1f 


I 7.47 


' 5.0^ 


t 7.52 
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MAMMA1001037 


9.85 


4.28 


3.71 


10i3 


13.73 


9.2 


7.98 


5.87 


7.42 










MAMMA1001038 


3.03 


1.45 


2.07 


4.49 


7.26 


6.95 


4.49 


3.88 


6.41 


• 




• 


+ 


MAMMA1001041 


6.12 


431 


3.78 


4.26 


5.32 


5.37 


5.37 


433 


3.75 










MAMMA1001(M3 


9.4€ 


4.63 


3.66 


5.68 


7.75 


7.15 


4.92 


3.72 


4,88 










MAMMAIOOIOSO 


6.35 


5,89 


3.9 


5.29 


10.15 


10.16 


5,02 


6.56 


5.49 










MAMMA100ia54 


5.51 


4.13 


3 


8.5 


8.45 


8.15 


5.21 


3.63 


4,46 


• « 


+ 






MAMMA10(lia59 


15.39 


8.08 


6.23 


9.1 


11.74 


11.86 


8.44 


7.77 


949 










MAMMA1001066 


16.43 


8.7 


9.35 


16.38 


15.95 


1531 


lO.l 


8.21 


12.62 










MAMMA1001067 


3.67 


Z44 


1.56 


5.04 


5.4 


5.91 


3-35 


3.05 


4.31 


* 








MAMMAlOOlOn 


11.88 


5.32 


6.63 


6,72 


4.61 


6.46 


5.54 


4.86 


5.86 










MAMMA1001073 


5.21 


Z94 


1.75 


Z04 


3.72 


2.45 


1.94 


3.03 


Z39 










MAMMA100ia74 


3.99 


4.38 


Z27 


4.13 


9.96 


13.79 


3.27 


3.81 


5.24 










MAMMA1001075 


5M 


Z96 


3.2 


3.06 


7.9 


7.5 


Z62 


3.38 


3.18 










MAMMA1001078 


7.94 


4.65 


4.05 


9.11 


13.65 


11.41 


7.34 


5.68 


7.64 


• 








MAMMAIOOIOSO 


2136 


9.18 


10.44 


11.87 


1236 


1Z61 


9.96 


103 


13.83 










MAMMA10010a2 


4.52 


3.3 


1.66 


3.03 


5.82 


3.36 


33 


2.6 


Z45 










MAMMA1001091 


0.73 


0.99 


0.34 


1.07 


135 


1.04 


13 


1.37 


13 






« 


+ 


MAMMA1001092 


3.38 


1.71 


1.14 


4,68 


5.06 


3.84 


Z72 


237 


3.2 


* 


+ 






MAMMA1001094 


23.07 


10.75 


8.74 


1947 


1531 


11.95 


11.1 


1Z09 


9.06 










MAMMA10011Q5 


8.97 


7.82 


3.9 


7.84 


13.25 


10.97 


5.27 


6.89 


7.2 










MAMMAIOOUIO 


1.34 


0.28 


1.07 


0.83 


1.4 


1.91 


0.64 


1.83 


0.87 










MAMMA1001126 


11.76 


5.19 


6.22 


18.27 


20.42 


20.62 


10.8 


7.93 


10.63 


«• 


+ 






MAMMA1001135 


13.96 


7.98 


6.29 


17.52 


21.82 


18.6 


12.41 


9.09 


11.57 


# 


+ 






MAMMA1001139 


16 


10.86 


8 


75.48 


5Z51 


90.41 


4.72 


2.94 


4.09 




+ 


« 




MAMMA1001141 


3.54 


Z73 


Z73 


3.35 


3.24 


4.02 


3.37 


4.28 


4.25 










MAMMA1001143 


9.1 


5.11 


2.81 


6.09 


8.1 


8.79 


3.94 


3.97 


7.09 










MAMMAl 001145 


8,33 


4.95 


3.62 


3.46 


6.81 


6.75 


3.46 


5.11 


7.05 










MAMMA1001150 


8.4 


3.25 


Z79 


Z57 


3.1 


4.61 


3.41 


4.01 


433 










MAMMA1001154 


10.09 


4.99 


5.59 


11.85 


11.71 


183 


6.93 


7.19 


63 










MAMMA1001159 


934 


6.32 


4.92 


5.06 


4.86 


4.07 


331 


2.7 


4.01 










MAMMA1001161 


1439 


7.23 


8.2S 


17.47 


24.12 


19.35 


1134 


7.11 


8.84 


• 


+ 






MAMMAlOOll^ 


83 


3.74 


4.22 


6.24 


6.6 


5.21 


4.88 


5.43 


5.84 










MAMMAlOOim 


5,83 


2.22 


1,87 


4.38 


4.79 


3.53 


3.65 


33 


33 










MAMMA1001186 


7.43 


2.73 


Z8 


935 


11.46 


10.04 


5.94 


5.12 


6.23 


• 








MAMMA10011S9 


5.2 


2.45 


3.28 


Z21 


6.23 


8.54 


Z7 


3.48 


4.97 










MAMMA1001191 


7.35 


3.89 


331 


3.72 


5.24 


6.78 


3.27 


4.86 


5.76 










MAMMAlOOim 


420,1 


187.9 


245.8 


305.4 


416.1 


499.3 


169.9 


159.8 


1883 










MAMMA10O12O2 


22.54 


1Z72 


10.05 


2535 


28.4 


25.81 


14.74 


13.68 


16.11 


« 


+ 






MAMMA1001203 


10.49 


4.64 


4.15 


9.25 


14.44 


10.45 


6.11 


736 


8.28 










MAMMA100U06 


4.15 


Z67 


Z33 


532 


7.44 


5.57 


333 


Z86 


3.88 


« 


+ 






MAMMA1001208 


6.57 


Z81 


3.7 


5.42 


5.59 


5.39 


4,2 


3.8 


4.35 










MAMMA100U15 


10.79 


5.58 


521 


10.75 


14.22 


15.01 


5.67 


7.42 


7.48 










MAMMA100U20 


9.93 


5.68 


43 


14.65 


18.62 


17.06 


. 7.53 


73 


9.1 


«• 


+ 






MAMMA1001222 


1.59 


0.92 


0.2 


0.96 


1.98 


1.96 


-0.04 


1.13 


0.9 










MAMMA1001223 


4.89 


1.72 


1.83 


Z87 


4.51 


4.18 


Z3 


4.01 


Z37 










MAMMA1001232 


8.78 


Z9 


3.18 


734 


10.45 


9.18 


4.93 


4.96 


631 










MAMMA1001234 


7.4 


4.59 


2.41 


6.32 


6.84 


8.88 


3.78 


3.73 


6 










MAMMA1001237 


Z49 


3.76 


1.72 


1.22 


Z15 


Z66 


1.99 


1.8 


2.56 










MAMMA1001243 


236 


1.9 


1,62 


4.41 


7.15 


533 


4.22 


3.46 


4.95 


• 








MAMMA1001244 


2,4 


1.42 


0.6fi 


133 


3.03 


Z44 


Z05 


Z71 


3.6 










MAMMA100L249 


5.06 


QM 


1.74 


3.T? 


9.25 


4.93 


Z44 


3.57 


4.08 










MAMMA1001256 


2.41 


1.11 


Z44 


Z13 


6.99 


6.49 


) Z44 


Z38 


3.83 










MAMMA100U59 


5.56 


Z93 


3.02 


I 4.3€ 


6.73 


5.33 


Z23 


3.39 


5.03 










MAMMAlOOmO 


13.7S 


6.1] 


63] 


[ 13.52 


! 13.2^ 


► 1Z23 


\ 7.61 


6.6fi 


10.66 










MAMMA100m2 


9.64 


\ 6.7] 


L 5.9^ 


f 8.72 


! 6.3€ 


\ 5.9e 


i 5.41 


6.02 


8.33 










MAMMA1001268 


4.72 


► Z7; 


i 3.0] 


I 9.3S 


) 6.71 


73j 


\ 3.74 


\ 4.95 


5.14 


* 


+ 
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MAMMA100U71 


18.48 


7,38 


B.91 


10.48 


14.14 


10.31 


9.58 


8.4 


1104 










MAMMA100U74 


4.43 


3.8 


2.81 


4.94 


7.96 


7.95 


4:24 


5.07 


5.33 


• 








MAMMA1001Z80 


1.75 


0.68 


1.07 


1.62 


2.08 


1.61 


1.59 


167 


1.12 










MAMMA1001283 


7.51 


3.S3 


5.22 


4.97 


9.33 


8.85 


4.6 


3.72 


6.27 










MAMMAlOOtZM 


9.53 


6.17 


5.52 


8.14 


10.72 


8.86 


552 


7.53 


935 










MAMMA10012S6 


24.45 


16.7 


10.97 


12.09 


1Z45 


13 


S,91 


6.39 


7.92 










MAMMA10012S9 


8.47 


4.9 


3.19 


5.53 


5.66 


7.55 


4.68 


432 


533 










NfAMMAlOOU^Z 


6.67 


3.9 


Z86 


4.2 


6.48 


5.22 


3.23 


4.27 


4.41 










MAMMA100U96 


7 


4.06 


4.91 


10.25 


16.18 


16.77 


6.43 


5.53 


534 


* 








MAMMA100U98 


4.11 


3.91 


3.07 


8.57 


9.18 


8.84 


4.16 


3.98 


4.76 


** 


+ 






MAM1VIA1001305 


5.35 


2.58 


3.48 


7.15 


5.55 


7.22 


4.85 


4.29 


6.18 


♦ 


+ 






MAMMA1001309 


1,7 


152 


0.97 


5.04 


3.61 


5.38 


2.09 


169 


133 




+ 


* 


4 


MAMMA1001310 


10.44 


4.9 


7.15 


8.11 


11.15 


12.2 


4.69 


5.11 


6l27 










MAMMA1001322 


2.58 


0.43 


0.4 


1.79 


2.43 


1.77 


1.08 


1.1 


139 










MAMMA1001324 


4.35 


2,2 


1.73 


3.98 


4.2 


3.7 


1.97 


2,42 


3.42 










MAMMA1001530 


13.9 


7.33 


5.29 


11.99 


11.29 


12.32 


6.89 


5.13 


7.87 










MAMMA10013a3 


10.64 


5.27 


5.22 


12.45 


17.04 


13.72 


7.27 


8.49 


8.86 


♦ 


4 






MAMMA1001334 


19.83 


1161 


11.33 


16.84 


18.12 


18.43 


11.85 


9.39 


18.95 










MAMMA1O01337 


6.8 


2.68 


3.43 


4.92 


5.69 


6.15 


43 


5.31 


5.13 










MAMMA1001341 


3.94 


Z12 


2.51 


4.82 


3.58 


4.32 


2.93 


4.08 


4.66 










MAMMA1001343 


4.64 


4.02 


3.95 


10.45 


11.27 


11.13 


336 


535 


6.66 




4- 






MAMMA1001344 


3.2 


1.52 


0.8 


2.99 


5.13 


4.05 


4.81 


3.84 


5.02 






* 


4 


2VIAMMA1001346 


3.61 


1.95 


1.75 


2.88 


Z78 


3.94 


Z71 


177 


4.61 










MAMMA10013&3 


J3.98 


5,18 


5.89 


17.88 


22.89 


19.58 


10.5 


8.81 


9.31 


• 


•f 






MAMMA1001388 


6.8 


L 2.8 


3.94 


7J3 


10.07 


7.51 


5.93 


5.82 


6.51 










MAMMA1001396 


11.03 


6.21 


4.6 


12.55 


13.22 


1Z6 


7,14 


6.44 


7.15 


• 


4 






MAMMA100U97 


8 15 


4.45 


6.77 


11.06 


10.6 


9.93 


5,76 


7.2 


5.97 




.f 






MAMMA1001401 


12.38 


7.29 


6.74 


14.61 


13.5 


16,44 


10.3 


14.7 


1239 


• 


.f 








3.01 


1.06 


1.25 


3.39 


2.85 


2.94 


2.29 


163 


3.03 










MAMMA1001411 


13.87 


6.35 


6.18 


6.44 


8.45 


4.19 


7.07 


7.42 


10.12 










MAMMA100I414 


8.9 


4.02 


3.1 


8.97 


5.29 


6.61 


6.05 


432 


6.79 










MAMMA1001415 


10.6 


3.71 


5.04 


5.41 


5.06 


7.32 


4.77 


5.68 


6.24 










MAMMA1Q01418 


' 5.7 


2.73 


2.09 


6.08 


5.21 


5.62 


4.02 


175 


3.87 










MAMMA1001419 


4.73 


2.65 


Z23 


4,77 


8 


8.11 


4.53 


3.83 


4,07 










MAMMA1001420 


3.1 


2.15 


1.27 


3.76 


5.4 


5.17 


2.79 


4.4 


3.79 




4. 






MAMMA1001426 


18.02 


14.05 


10.52 


23.03 


29.5 


27.85 


14.93 


16.81 


15.67 


* 


4 






MAMMA100142S 


19-49 


9.42 


10.79 


23.13 


21.75 


19.76 


15.67 


13.18 


13,4 










MAMMA1001432 


11.31 


4.42 


3.74 


13.45 


13.13 


13.68 


6.17 


5.31 


10.64 


* 


4 






MAMMA1001435 


5.17 


2.46 


1.9 


6.79 


5.64 


6.54 


4.02 


135 


4.67 




4 






MAMMA100i442 


5.06 


Z93 


3.93 


6.1 


7.84 


8,67 


6.15 


4.58 


6.02 


• 


4 






MAMMA1001446 


12.46 


5.86 


4,49 


8.24 


8.89 


13.91 


4.69 


4.66 


5.57 










MAMMA1001450 


4.63 


2.5 


2.67 


4.93 


4 


5.12 


3-59 


197 


3.49 










MAMMA1001452 


6.13 


3.91 


3.22 


5.79 


9.5 


8,17 


5.22 


5.47 


4,79 










MAMMA10014^ 


26.46 


18.98 


:20.83 


12.75 


32.75 


41.93 


2164 


25.99 


253 










MAMMA1001476 


5,04 


Z17 


1.67 


4.15 


3,25 


3.38 


3.37 


3.42 


3.65 










MAMMA1001478 


8.65 


3.83 


3.78 


10.05 


11.02 


9.81 


4.96 


635 


7.03 


* 


4 






MAMMA1001479 


12.55 


5.38 


4.01 


10.03 


11.12 


10.85 


9.53 


8.55 


11.85 










MAMMA10014^ 


3.39 


1.73 


3.53 


432 


4.6 


4.59 


105 


141 


4.9 










MAMMA100149S 


9.96 


8.14 


3.99 


14.3 


13.63 


9.71 


5.08 


1198 


634 










MAMMA1001501 


10.61 


5.97 


4.92 


6.54 


6.1S 


6.58 


4.88 


5.96 


6.07 










MAMMA10015a2 


8.18 


4.06 


3.9 


5.74 


5.38 


7.37 


5.92 


4.7S 


5.08 










MAMMA1001510 


2.96 


0.75 


0.46 


1.67 


1.4 


1.25 


0.55 


1.62 


1.38 










MAMMA1001522 


5.03 


2.4 


1.29 


4.2 


3.15 


3.32 


3.17 


113 


187 










MAMMA1001529 


6.71 


2.99 


3.35 


4.53 


4J5 


5.16 


195 


336 


4.27 










MAMMA100i532 


9.52 


5.54 


4.9 


8.0« 


8.4 


11.7^ 


6.31 


5.77 


5.73 










MAMMA1001533 


5.9fi 


3.56 


2.76 


3.83 


3.07 


' 5.41 


3.42 


3,85 


4.91 
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MAMMA1001S34 


1.04 


1 


0.48 


031 


0.82 


0.82 


0.58 


0.71 


13 










MAMMA1001S35 


4.92 


2.88 


1.16 


1.88 


3,67 


4.55 


1.49 


Z38 


Z87 










MAMMA1001547 


6.61 


3.6 


2.98 


6.07 


6,82 


8.95 


4,29 


5.11 


5.04 










MAMMA1001551 


6.07 


3.86 


337 


4.63 


5,65 


6.3 


4,24 


3:97 


4.09 










MAMMA1001569 


3.5 


1.48 


2.2 


186 


Z79 


Z47 


Z33 


Z98 


1.96 










MAMMA1001S75 


8.12 


4.85 


4.3 


5.13 


5.29 


4 


4.97 


4.91 


5.14 










MAMMA1001576 


20.26 


7.19 


9.68 


8,21 


9,38 


6.87 


9.09 


&98 


931 










MAMNfA1001S84 


4.62 


2.36 


1.31 


4.08 


5.15 


3.32 


1.55 


1.67 


4.4 










MAMMA1001586 


1.88 


3.47 


0.76 


1,07 


33 


1.99 


1,25 


Z13 


3.7 










MAMMAI001590 


12.7 


4.74 


4.76 


9.14 


1Z67 


133 


5.6 


5.77 


7.89 










MAMMAI001599 


4.33 


Ul 


1.88 


145 


Z99 


4.36 


Z56 


Z76 


Z04 










MAMMA1Q01600 


5.33 


1.77 


Z89 


2.89 


5.09 


5.36 


Z48 


3.86 


Z92 










MAMMA1001604 


7S/ 


5.11 


1.45 


4.32 


5.42 


5.07 


3.4 


3.25 


5.07 










MA>fMA1001606 


9.46 


4.93 


4.75 


9.09 


8.64 


10.49 


4.91 


6.03 


6.85 










MAMMA1001ti09 


2.95 


1.2 


1.3 


2.12 


Z38 


3.64 


2.68 


2,56 


Z15 










MAMMA1001614 


4.39 


233 


1.88 


2.49 


3.22 


3.59 


2.48 


3.41 


3.61 










MAMMA1001615 


6.67 


1.9 


1.82 


Z35 


2.21 


3,65 


2.11 


2.71 


3.83 










MAMMA1001619 


19.31 


10.08 


12.63 


10.87 


10.6 


14.3 


14.55 


8.6 


14.72 










MAMMA1001620 


8.92 


3.44 


4.44 


6.63 


10.03 


12.83 


4.85 


6.18 


5.9 










MAMMA1001(i23 


3.58 


4.58 


2,08 


1.56 


Z91 


234 


1.28 


Z13 


232 










MAMMA1001626 


Z57 


1.13 


1.2 


1.48 


Z12 


1.89 


1.75 


Z77 


3.1 










MAMMA1001627 


2.24 


139 


0.54 


Z13 


3.22 


2.88 


Z13 


2.52 


Z05 










MAMMA1001ti30 


3.02 


5.98 


Z09 


4.38 


4.01 


5.45 


2.54 


3.3 


3.8 










MAMMA1001&3 


6.31 


4,02 


1.66 


8.75 


9.37 


5.34 


5.49 


3.61 


5.08 










MAMMA1001634 


8.31 


4.18 


4.46 


11.22 


16.21 


13.47 


7.21 


6.09 


6.17 


« 








MAMMA1001635 


8.83 


4,02 


2.32 


1Z04 


831 


8.32 


5.06 


3.5 


) 2.52 










MAMMAld01649 


4.06 


1.62 


1.65 


3.2 


3.67 


3.34 


1.61 


Z68 


2.21 










MAMMA1001654 


7.5 


5.7 


4.13 


5.16 


733 


6.42 


3.33 














MAMMA1001660 


28.42 


20.01 


15.26 


323 


3339 


28.79 


16.52 




17 \1 












16,19 


8.13 


7.37 


24.06 


21.04 


19.25 


11.83 






* 








MAMMA1001670 


6.04 


4,74 


3.32 


6.72 


7.02 


6.98 


4.35 


4 11 












MAMMA10016T1 


3.01 


0.89 


1 27 


Z72 


3.99 


2.13 


1.77 


2-S4 


1.32 










MAMMA1001679 


4.8 


3.29 


3 


3.03 


4.77 


2.84 


4.71 


ZS1 


4.64 










MAMMA1001683 


6.21 


3.81 


4.22 


11.62 


10.92 


14.02 


7.47 


6.25 


5.71 










MAMMA10016S6 


1.2 


1.06 


0.86 


134 


1.65 


3.46 


1.07 


2.23 


3.61 










MAMMA1001688 


27.08 


1433 


17.18 


23.31 


26.84 


30.3 


3733 


34.87 


43.95 






« 




MAMMA1001689 


10.7 


4.3 


2.46 


5.85 


1Z72 


6.26 


3.96 


Z83 


5 24 










MAMMA1001692 


5.97 


3J9 


4.03 


11.66 


13.26 


13.23 


4.66 


4.11 


3,69 










MAMMA1001711 


7.12 


3.2 


3.17 


7.6 


8.99 


7.95 


439 


5.62 


73 










MAMMA1001715 


5.07 


1.86 


2.28 


7.77 


5.67 


4.34 


3.14 


3.85 


3.95 










MAMMA1001730 


536 


2.96 


1.32 


1.82 


2.04 


Z43 


2.03 


3.01 


236 










MAMMA1001735 


17.93 


11.2 


11.92 


16.49 


13.17 


19.36 


14.97 


10.91 


15.84 










MAMMA1001740 


2.62 


1.39 


2,19 


3.94 


5.07 


-3.81 


2.69 


Z45 


Z08 










MAMMA1001743 


63.77 


353 


45.41 


34.01 


34.01 


44 


19.91 


2Z06 


233 






* 




MAMMA1001744 


1.18 


0.45 


0.11 


1.34 


13 


0.81 


0.46 


0.4 


0.67 










MAMMA1001745 


12.45 


7.1 


4.31 


14.99 


16.74 


16.98 


8.77 


537 


11.73 


* 


+ 






MAMMA1001751 


5.01 


2.42 


3.03 


4.8 


532 


7,04 


3.9 


3.22 


3.1 










MAMMiU001752 


1536 


8.33 


10.02 


13.09 


143 


13.11 


10.96 


9.67 


11.14 










MAMMA1001754 


5.78 


439 


333 


9.06 


6.92 


8.14 


9.82 


5.67 


8.59 


* 








MAMMA1001757 


1.64 


0.65 


0.62 


1.81 


1.16 


1.05 


0.91 


239 


1.38 










MAMMA10017M 


15.19 


8:82 


7.01 


1531 


12.28 


21.03 


9.85 


1133 


17.24 










MAMMA1001764 


Z52 


1.27 


1.35 


Zll 


Zl 


Z28 


1.29 


232 


Z02 










MAMMA10(H767 


3.61 


Z6 


1.45 


4.72 


4,48 


6.08 


3.4 


1.82 


3.79 


• 


+ 






MAMMA10D1768 


3.4 


1.95 


1.15 


4.85 


4.7 


4.24 


145 


3.01 


3.52 




+ 






MAMMA1001769 


10.2 


434 


6.07 


16.86 


18.38 


16.58 


835 


6.27 


9.46 


•* 








MAMMA1001771 


7.0€ 


> 9.36 


4.23 


3.92 


5.03 


5.23 


5.55 


6.69 


8.65 
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MAMMA1001773 


6.61 


3.09i 


3.86 


5.22 


5.33 


3.63 


5.11 


4.68 


634 










MAMMAi001778 


4.17 


2.72. 


2.42 


4.48 


7.37 


5.12 


3.01 


4.78 


4.22 










MAMMA1001783 


6.42 


436 


3.89 


10.62 


14.19 


1431 


. 4.67 


8.23 


6.82 


*• 








MAMMAioonas 


8.22 


2.97, 


5.14 


14.68 


1Z34 


15.26 


7.67 


831 


834 




+ 






MAMMA10017SS 


2 


0.87 


0.27 


0.81 


1.38 


1.73 


133 


0.58 


0.8 










MAMMA1001790 


5.36 


3.86 


1.92 


6.66 


16.36 


9J8 


3,91 


3.27 


337 










MAM1V1A1001800 


3.52 


2.19 


1.41 


1.85 


4.05 


Z73 


1.44 


1.76 


136 










MAMMA1001804 


6.25 


3.82 


2.87 


4.53 


3.88 


4.64 


4.42 


4.04 


3.96 










MAMMA1001806 


3.43 


3.08 


1.93 


7.24 


8.78 


6.25 


3.11 


431 


5.23 




+ 






MAMMA1001812 


Z22 


1.53 


1.51 


Z28 


236 


Z64 


1.38 




1.34 










NfAMMA1001815 


1.3 


0.41 


0.62 


2-99 


1.2 


2.47 


Z3 


2.24 


1.48 






• 


+ 


MAMMA1001817 


1.37 


3.74 


1.14 


Z04 


2.4 


3.09 


1.01 


1.65 


1.29 










MAMMA1001818 


2.76 


534 


U3 


1.82 


5.05 


3.5 


Z09 


Z95 


434 










MAMMA1001819 


5.52 


3.47 


3.12 


6.33 


7.32 


6.74 


3.51 


2.89 


5.62 


* 








MAMMA1001820 


Z45 


1.25 


0.82 


Z09 


Zl 


3-98 


4.93 


5.44 


3.89 










MAMMA1001824 


6.23 


3.21 


3.26 


6.85 


639 


6.61 


3-99 


4.27 


4.97 










MAMMA1001832 


3.67 


1.55 


1.58 


4.4 


5.34 


6.5 


1.89 


Z88 


234 


* 








MAMMA1001836 


7.21 


6.9 


Z37 


8,79 


8 


7.74 


7.22 


539 


4.27 










MAMMA1001S37 


8.71 


5.61 


5.12 


7.73 


9.45 


10.52 


4.01 


4.19 


6.46 










MAMMA1001848 


3.49 


t.69 


1.44 


2.53 


4.08 


4.52 


1.91 


Z78 


1.99 










MAMMA1001850 


20.05 


8.18 


11.43 


18.79 


13.27 


17.94 


1238 


9.7 


17.74 










MAMMA1001851 


6.25 


2.81 


Z47 


7.34 


6.62 


10.7 


431 


339 


5.68 










MAMMA1001852 


7,89 


5.2 


4.18 


14.68 


10.33 


12.24 


6.74 


5.9 


7.65 


* 








MAMMA1001854 


8.11 


3,75 


3.83 


5.47 


8,12 


7.92 


4.25 


4.74 


5.11 










MAMMA1001858 


5.29 


6.33 


3.33 


4.8 


9.86 


6.77 


4,43 


432 


4.66 










MAMMA1001864 


637 


3.87 


3.53 


5.26 


5.92 


6.2 


4.84 


4.25 


4.74 










M[AMMA1(M)1868 


7.13 


2.35 


1.77 


6.07 


8.46 


12.04 


4,49 


Z72 


4.43 










NfAMMAl001874 


2.56 


0.8 


0.99 


1.13 


Z27 


2.32 


0.71 


0.85 


1.82 










MAMMA1001878 


14.71 


6.24 


5.55 


1Z93 


17,25 


13.98 


8.14 


7.86 


10.4 










MAMMA1001S80 


8.73 


3.97 


3.36 


733 


11.41 


9.31 


6.98 


4.88 


7.07 










MAM MA1001885 


8.89 


4.03 


4.1 


9.41 


9.07 


9.64 


3.45 


4,7 


8.89 










MAMMA10O1890 


10.42 


4.& 


4.27 


13.94 


1Z16 


12.45 


5.05 


432 


6.53 


* 








MAMMAlOOim 


8.64 


3.63 


4.1 


6.16 


5.52 


7.2 


5.63 


4.73 


6.76 










MAMMA1001901 


3.39 


1.13 


Z13 


3.15 


3.75 


4.39 


Z43 


Z45 


3.16 










MAMMA10015Ky7 


12.12 


&44 


5.76 


15.43 


1Z7 


15.66 


5.86 


7.16 


634 










MAMMA1001908 


16.6 


10.48 


11.12 


10.97 


16.32 


14.93 


6.4 


9,69 


834 










MAMMA1001919 


1.82 


0,17 


0.6 


0.94 


1.34 


0.71 


1.26 


0.88 


0.98 










MAMMA1001931 


3.36 


Z44. 


1.38 


Z23 


3.72 


3.2 


Z14 


Z05 


Z86 










MAMMA1001937 


5.76 


3.91 


4.17 


7.43 


4.75 


536 


4.86 


3.34 


6.3 










MAMMA1001951 


9.42 


4.25; 


4.02 


11.76 


n.79 


1Z88 


6.81 


5.98 


6.3 


* 


+ 






MAMMA1001956 


1Z62 


6,2«; 


4.43 


11.46 


11.33 


13.51 


7.86 


7.63 


5 










MAMMA1001957 


7.69 


6.91 


Z97 


9.44 


10.13 


11 


3.86 


6.71 


4.82 


« 


+ 






MAMMA1001960 


8.09 


4.17 


5.2 


8.83 


7.29 


10.11 


4.77 


436 


4.66 










MAMMA1001963 


1.4 


0.45 


0.94 


0.59 


0.92 


1.24 


033 


1.56 


034 










MAMMA1001969 


14.58 


7.7:; 


8.73 


21.99 


28.29 


25.27 


9.69 


8.49 


9.83 










MAMMA1001970 


13.52 




5.52 


13.53 


17.34 


15.88 


8.28 


8.88 


8.45 










MAMMA1001978 


1.45 


1.0fi 


0.2 


0.2 


0.85 


0.8 


1.52 


1.12 


0.55 










MAMMA1001992 


10.84 


5.7 


4.65 


11.47 


10.31 


11.31 


7.27 


6,07 


8.17 










MAMMA1001994 


IQ 


5.9'; 


3.81 


5.9 


10.24 


11.51 


7.66 


6-84 


4.2 


■ 








MAMMA10O2O08 


4.32 


3.4;; 


. 1.54 


Z22 


Z63 


3.21 


Z43 


4.92 


3.14 










MAMMA10Q2009 


6.14 


4.0(i 


3.61 


6.87 


8.92 


11.78 


3.75 


4.94 


3.85 


* 


+ 






MAMMA1002011 


7.71 


3.0:1 


435 


Z8fi 


Z54 


4.06 


Z17 


2.53 


Z34 










MAMMA1002O22 


5.3; 


' 5.1'} 


1.74 


4.1 


10.07 


6.42 


3.41 


3.09 


3.25 










MAMMA1002Q24 


16,93 


t 11.7! 


9.52 


17.1? 


1 15.15 


15.52 


13.5S 


1 1Z95 


15.3S 


) 








MAMMA1002()32 


11.95 


> 7S\ 


5."? 
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NT2RM2001S25 


10.44 


6.78 


7.32 


10.86 


11.22 


8.43 


1D34 


16.17 


16.27 








+ 


NT2RM2001832 


4,52 


2.18 


1.93 


4.11 


5.31 


3,71 


1.98 


4.92 


3.68 










NT2PM2001839 


16.50 


9.01 


12.64 


20.38 


24.01 


12.42 


26.45 


40.89 


49.99 






* 


+ 


NT2RM2001S40 


7.75 


3.07 


:l83 


17.33 


13.18 


10.65 


7.84 


6.84 


7.97 


• 


+ 






NT2RM2001851 


7.34 


430 


5.43 


12.87 


13.61 


10.39 


7.97 


4.60 


6.49 




+ 






NT2RM2001S55 


5.55 


3,48 


2.68 


4.96 


5.56 


4.20 


7.12 


5.33 


6.29 










NT2RM2001867 


335 


3.93 


2.06 


5.68 


4.49 


3.19 


3.59 


129 


4.05 










NT2RM2001869 


28.84 


23.52 


2631 


34.13 


35.79 


25.24 


15.3fi 


1175 


18.43 






*» 




NT2RM2001S79 


0.65 


1.04 


0.48 


2.26 


1.68 


1.53 


1.35 


1.12 


1,73 


• 


+ 


• 


+ 


NT2RM2001S83 


3.25 


3.47 


2.90 


9.89 


19.82 


1152 


5.43 


4.02 


7.24 


• 


+ 






NT2RM2001886 


2,86 


1.25 


2.11 


3.84 


5-06 


2.09 


1.7S 


1.91 


1,93 
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NT2RM2001887 


4.05 


2.53 


2.D7 


3,94 


3.93 


2.72 


2.74 


ZOO 


Z87 










NT2RM2001896 


968.51 


557.14 


625.69 


t46.49 


419.99 


290.65 


817.5 


613.90 


955.7 










NT2RM2001902 


1.32 


1.09 


1.03 


163 


3.33 


2.08 


2.5 


1.84 


1.37 


• 


+ 






NT2RM20019a3 


10.52 


8.17 


6.65 


10.52 


9.78 


8.75 


7 


6.78 


10.05 










NT2RM2001930 


5.61 


3.44 


3.21 


5.48 


6.96 


3.46 


4,44 


4.85 


6 










NT2RM200W35 


3.82 


1.91 


1.54 


3.50 


4.79 


3.97 


Z7 


3.75 


4.62 










NT2RM2001936 


5.82 


4.45 


4.35 


6.11 


7.15 


5.56 


4.64 


4.90 


538 










fmRM2001939 


a7i 


5.44 


6.44 


8.93 


8.81 


3.78 


Z77 


330 


435 






• 


- 


NT2RM200mi 


6.75 


2.80 


2.92 


6,78 


5.32 


3.44 


5.9 


3.69 


5.46 










NT2RM2001950 


7.11 


3.51 


4.45 


5.50 


5.26 


4.20 


5.45 


4.64 


5.47 










NT2RM2001952 


Z41 


1.60 


2.55 


2,69 


4.21 


Z27 


1,88 


1.01 


2.57 










NT2RM2001976 


28.42 


15.82 


19.71 


28.96 


35.93 


24.29 


16.42 


13.99 


23.68 










NT2RM200m2 


4.42 


1.68 


2.40 


3.83 


3.46 


Z37 


Z4 


2.21 


Z73 










NT2RM2001983 


2.90 


2.45 


2:37 


3.29 


3.84 


Z68 


3.58 


3.72 


3.62 








+ 


NT2RM200i984 


9.80 


5.19 


8.10 


8.76 


9.27 


5.57 


9.18 


6.75 


8.16 










NT2RM20019ir9 


U.ll 


6.20 


6.;57 


11.27 


9.42 


7.93 


6.29 


5.35 


7.09 










?mRM2001996 


14.80 


9.47 


8.75 


13.23 


9.98 


7-81 


6.58 


6.93 


7.66 










^mRM2001997 


6.28 


4.07 


2.;31 


7.04 


8.03 


5.28 


7.41 


5.47 


7.79 










fmRM20ai998 


4.75 


3.45 


3.00 


4.75 


6.36 


4.13 


5.37 


3.71 


5.85 










NT2RM200J999 


10.41 


5.56 


7.08 


6,38 


11.36 


7.48 


5,73 


5.79 


10.27 










NT2RM2002003 


10.66 


5.49 


8.27 


9.09 


11.29 


8.39 


10.04 


6.40 


24.73 










NT2RM2002004 


1.63 


1.64 


Zll 


1.09 


1.63 


1.85 


1.23 


i:86 


1.25 










NT2RM2002009 


4.47 


4.69 


3.31 


8,66 


11.16 


6.73 


5.88 


6.79 


8.4 


* 




• 


+ 


NT2RM2002014 


2.01 


1.63 


237 


3.01 


3,07 


Z13 


1.7 


1.98 


Z36 










NT2RM2002019 


24.72 


12.04 


19.38 


13.08 


13.17 


13.22 


11,49 


8.63 


11.15 










NT2RM2002029 


6.40 


7.22 


6M 


8.84 


11.57 


6.10 


8.68 


6l47 


10.53 










NT2RM20020t3O 


5.25 


5.14 


4.tS8 


5.36 


8.72 


3.88 


5.86 


5.43 


6.29 










NT2RM20Q2Q34 


8.15 


6.62 


4.;59 


14.77 


20.00 


13.04 


13.54 


8.03 


15.03 


• 








NT2RM2002049 


3.95 


2.79 


2.159 


4.72 


8.26 


6.22 


5.53 


3.64 


6.92 


* 


+ 






NT2RM20Q2055 


0.27 


0.82 


0J7 


0.80 


1.13 


1.85 


1.04 


1.68 


0.63 










NT2RM2002072 


15.43 


11.44 


16.71 


17.13 


17.10 


21.32 


19.05 


15.56 


2Z41 










NT2RM20020S8 


7.49 


4.56 


5.69 


7.90 


6.52 


5.70 


5.75 


6.67 


7.06 










NT2RM20Q2091 


15.11 


10.25 


9:22 


2Z42 


19.93 


19.66 


8.6 


12.53 


10.62 


* 








NT2RM2002100 


4,63 


3.56 


2.33 


7.24 


10.07 


3.66 


3.27 


4.23 


5.16 










NT2RM2002109 


5.17 


3.65 


3.18 


8.12 


10.78 


4.99 


4.99 


4.26 


6.51 










NT2RM20Q2126 


17.67 


11.99 


1Z06 


15.99 


24.43 


15.73 


17.49 


13.92 


19.27 










NT2RM200!2m 


3.48 


X83 


1.99 


3.84 


5.46 


3.66 


3.24 


. -2.92 


3.02 










NT2RM2002129 


4.13 


2.91 


3.80 


6.20 


6.87 


4.06 


5.78 


4.67 


7,21 










NT2RM2002142 


9.10 


5.41 


1Z04 


10.00 


15.48 


9.23 


8.42 


6.45 


11,18 










NT2RM2002144 


3.36 


3.30 


2.97 


337 


3.35 


3.00 


3.79 


3.97 


3.53 










NT2RM2002145 


6.78 


4.33 


5.19 


6.26 


8.85 


5.46 


5.35 


5.34 


6.65 










NT2RM20Q2153 


23.74 


16.73 


21.12 


1Z42 


16.25 


18.91 


6.63 


5.66 


6.16 






*« 




NT2RM20a21^ 


3,16 


ZT7 


X30 


3.73 


2.93 


Z52 


3.34 


5.43 


2.91 










^n2RM2oazl70 


3.33 


3.09 


3.14 


5.55 


7.02 


5.69 


Z89 


3.62 


Z63 




■I- 






NT2RM20aJ178 


5.79 


2.91 


3.21 


5.77 


6.57 


4.62 


3.87 


4.53 


5.9 










NT2RM20M179 


Z75 


2.13 


3.45 


13.46 


15.53 


10.86 


9.37 


9.17 


14.68 




+ 




+ 


NT2RM20a2270 


6.01 


3.32 


3.51 


5.54 


5.51 


3.68 


4.91 


5.60 


3.82 










NT2RM20(a326 


3.03 


1.98 


3.43 


11.14 


9.52 


7,64 


7.73 


8.34 


6.08 




+ 




+ 


NT2RM20«2337 


4.10 


3.34 


Z03 


4.41 


8.58 


3.20 


3.05 


Z79 


3.57 










NT2RM20a2339 


7.43 


4.86 


4.58 


4.19 


4.70 


6.27 


6.54 


7.31 


8.68 










NT7RM2002345 


4.47 


3.51 


3.00 


6.85 


4.79 


5.38 


4.35 


5.79 


4.74 










NT2RM2002368 


4.40 


3.36 


3.81 


8.23 


7.04 


7.08 


3.82 


5.20 


3.26 


*• 


+ 






NT2RM20Q2381 


1.63 


1.57 


2.71 


Z99 


3.95 


Z46 


1.73 


3.26 


3.15 










NT2RM2002424 


6.30 


4.83 


5.88 


15.99 


15.30 


14.85 


6.59 


9.16 


9.11 


•• 


+ 






NT2RM2002450 


4.28 


Z58 


3.43 


4,26 


4.94 


3.98 


Z13 


3.U 


1.67 










NT2RM2002482 


3.24 


2.34 


3.46 


4.41 


2.79 


3.35 


3.25 


3.29 


Z2 
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il.4o 


10 Oft 


1iC OA 


on 


28.37 


23.64 


14.79 


12.77 


15.74 




+ 






NT2kM 2002575 


14.83 


8.83 


9,60 


12.39 


1530 


9.64 


5.47 


4.77 


4.26 








- 


NT2RM2002580 


10.54 


5.71 


6.88 


9-66 


15-19 


13.67 


6.89 


8.73 


8.24 










KT^T^^ «^ m AAAA^tf^% 


2139 


13.02 


21.47 


22.05 


25.36 


18.29 


13.81 


13.13 


16.44 










NT2RM2002608 


1431 


10.47 


15.10 


11.85 


17.10 


10.74 


12.25 


1Z95 


162 










NT2RM20Q2615 


7.16 


4.68 


6.11 


4.32 


3.11 


3.23 


Z34 


3.30 


Z9 


• 


- 


« 


- 


NT2RM20Q2622 


7.42 


4.82 


9,06 


37.13 


40,07 


28.33 


10.87 


12.05 


11.06 






• 


+ 


NT2RM2002630 


7.98 


5.03 


5.96 


13.25 


13.42 


1Z82 


6.17 


6.79 


6.95 


** 


+ 






NT2RM2002654 


5.03 


2.59 


3.78 


7.49 


933 


4.95 


4.93 


3.29 


2.99 










NT2RM2002645 


23.59 


12.83 


21.14 


22.24 


2130 


17.33 


18.84 


24.20 


13.44 










NT2RM2002646 


14.00 


9.34 


10.97 


13.76 


16.22 


1Z07 


1073 


9.69 


15.13 










NT2RM20a2647 


20.09 


9.61 . 


14.48 


15.78 


21.02 


13.76 


11.26 


13.21 


13.26 












5.04 


3,66 


3.21 


6.10 


631 


339 


Z65 


3.93 


4.06 










NT2RM20a2692 


7,77 


538 


7.47 


11.71 


20.77 


13.98 


11.29 


1333 


12.54 






• * 


+ 


NT2RM2002721 


24.72 


15.21 


18.70 


28.40 


4633 


25.49 


20.79 


20.54 


32.86 










NT2RM2002748 


79.54 


53.04 1 


79.10 


79.94 


75.77 


78.90 


26.04 


31.33 


37.42 








- 


NT2RM20a2764 


5.43 


3.03 


232 


10.76 


7.77 


438 


3.86 


3.77 


3.77 










NT2RM20ft2772 


11,93 


7:88 


8.81 


11.61 


1Z84 


7.73 


4.61 


5.99 


7.99 










NT2RM20a28n 


9.63 


5.90 


5-86 


8.67 


8.08 


6.76 


5.99 


5.21 


6,14 










NT2RM20a2818 


6.94 


3.95 


3.88 


7.36 


734 


533 


Z65 


4.06 


431 










NT2RM20a2879 


237 


1.77 


2.32 


Z29 


3.75 


1.84 


3.18 


4.11 


437 






• 


+ 


NT2RM2002^9 


11.80 


7.84 


8,67 


10.47 


13.00 


9.87 


a38 


6.63 


6.92 










NT2RM20Q2981 


4.75 


2.96 


3.25 


4.20 


5.55 


4.27 


43 


5.20 


4.19 










NT2RM20a2995 


3.40 


2.64 


Z64 


3.84 


3.50 


4.10 


Z62 


3.34 


Z85 




+ 






NT2RM2003a31 


3.92 


1.02 


1.63 


4.33 


4.68 


Z72 


3.7 


Z74 


3.72 










NT2RM2003042 


21.41 


10.74 1 


8,21 


1739 


19.62 


15,87 


7.89 


8,90 


9.64 










NT2RM20(I3044 


3.74 


2.06 


1,81 


3.99 


6.41 


3.64 


Z33 


3.97 


3.12 










NT2RM 2003090 


4.60 


Z18 


1.89 


Z49 


4.89 


3.16 


3.07 


3.31 


Z92 










NT1RM2003095 


3.67 


134 


1.20 


3-30 


4.47 


3.32 


3.18 


3.65 


3-25 










NT2RM20Q3116 


5J6 


5,13 


6.83 


5.86 


7.80 


6.25 


3.24 


6.72 


631 










NT2RM2003222 


2.53 


2.08 


134 


239 


Z31 


1.74 


0.73 


3.10 


1.35 










NT2RM2003224 


1533 


10.87 


13.94 


24.44 


25.63 


15.64 


6.09 


8.22 


11.35 










NT2RM2009250 


14.48 


5.65 


5.15 


9.14 


10.21 


4.29 


3.99 


3.24 


3.21 










NT2RM2003258 


2.29 


Z33 


1.33 


Z70 


Z97 


1.92 


4.64 


2.60 


3.37 










NT2RM2003262 


12.60 


10.45 


8.76 


10.06 


13.00 


1130 


936 


7.15 


7.82 










NT2RM4000023 


1.99 


1.44 


134 


4.90 


4.52 


3.88 


4.13 


2.29 


4.66 


•* 


+ 






ISrr2RM4000024 


2,91 


2.48 


1.20 


330 


430 


2.17 


2.67 


1.90 


Z29 










NT2RM4000027 


?.53 


4.07 


5.06 


2.82 


3.04 


1.62 


1.79 


2.08 


. Z61 










NT2RM4000030 


5.84 


5.94 


5.16 


8.87 


6.03 


4.15 


5.42 


531 


5.41 










NT2RM4000033 


131 


1.27 


1.03 


Z93 


3.16 


1.42 


139 


1.08 


1.27 










NT2RM4000034 


239 


1.22 


1.22 


333 


Z94 


1.45 


Z28 


1.04 


13 










NT2RM4000046 


2.68 


1.77 


133 


3.42 


3.11 


1.75 


3.04 


1.82 


3.01 










NT2RM4000Q52 


4.15 


1.71 


1.72 


3.48 


3-49 


Z40 


3Z8 


1.71 


3.37 










NT2RM4000054 


26.80 


19.29 


1731 


2135 


2Z04 


23.11 


25.09 


2031 


273 










NT2RM4000061 


2,10 


1.10 


0.99 


1.68 


1.71 


1.22 


231 


1.77 


1.98 










NT2RM4000074 


9.55 


7.34 


6.67 


13.37 


15.17 


7.83 


6.11 


5.94 


7.27 










NT2RM4000085 


Z96 


0.88 


231 


4.65 


4.% 


3.33 


Z05 


Z94 


4.07 










NT2RM4000086 


5.73 


3.89 


434 


5.27 


535 


3.12 


1.65 


3.66 


5.45 










NT2RM4000100 


536 


2.82 


2.66 


5.25 


5.01 


3.76 


5.82 


4.53 


432 










NT2RM4000101 


3.85 


230 


Z70 


3.14 


231 


Z97 


4.25 


3.04 


4.67 










NT2RM4000102 


36.64 


21.10 


21.71 


4033 


40.26 


40.80 


33.11 


25.16 


36.34 










NT2RM4000104 


1.41 


0,89 


0.77 


Z16 


1.98 


138 


Z39 


Z42 


1.99 








+ 


NT2RM4000115 


1.25 


1.28 


1.23 


139 


Z32 


133 


L87 


1.24 


1.33 










NT2RM4000129 


Z55 


2.06 


1.92 


3.48 


331 


3.33 


3.04 


3.19 


Z54 




+ 






NT2RM4000139 


2.48 


1.32 


1.75 


232 


1.95 


Z% 


1.63 


Z77 


Z58 










NT2RM4000149 


1.92 


1-98 


1.88 


3.18 


3.67 


Z07 


1.43 


1-95 


237 
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NT2RM40001S5 


8.41 


4.25 


5.85 


5,71 


7.89 


3.63 


6.31 


2.89 


10.88 










NT2RM4000156 


4.06 


Z82 


3.12 


3.91 


5.14 


3.25 


4.15 


3.34 


7.54 










NT2RM4000167 


2.76 


1.86 


2.44 


3.27 


3.78 


146 


1.7 


154 


108 










NT2RM4000169 


19.79 


11.82 


1Z59 


15.78 


7Ji.R3 


16.15 


10.62 


8.62 


2174 










NTZRM400019] 


5.46 


Z93 


3.98 


7.00 


1187 


3.95 


5.75 


4.22 


5 










NT2RM4000197 


6.21 


3.61 


5.57 


1.78 


3.32 


3,M 


2.07 


172 


3.62 










NT2RM4000198 


6.32 


5.24 


5.02 


9.16 


10.86 


8.33 


6.38 


7.74 


6.83 


*• 








NT2RM4000199 


3.97 


1.83 


1.79 


3.99 


4.05 


3.81 


177 


3.05 


3.55 










NT2RM4000200 


3.35 


2.42 


1^ 


4.45 


114 


1.95 


1.94 


2.20 


116 










^mRM40oa202 


3.63 


1.09 


1,43 


156 


187 


2.44 


12 


107 


1,78 










NT2RM400a210 


4.14 


Z52 


Z72 


3.86 


8.22 


3.80 


3.01 


2.97 


3 68 










NT2RM40eQ215 


5.18 


3.07 


5.47 


7.27 


8.45 


5.15 


4.83 


4.89 


4 "JO 










NT2RM400(mO 


2.94 


Z54 


Z79 


4.64 


457 


3.49 


4 1 




S 77 

J. / / 


* 


+ 




+ 


NT2RM4000229 


5.01 


3.09 


3.00 


5.45 


4.41 


4.69 


4.07 


4 71 


4 Sft 










NT2RM400Q231 


4.55 


4.22 


5.24 


5.48 


9.85 


6.48 




S 1A 

J-3D 












NT2RM4000233 


15.69 


9.94 


1Z92 


10.36 


830 


6.63 


11 OS 


17 70 


17 ni 










NT2RM4000244 


3J5 


2.12 


1.68 


2.06 


1.74 


1.35 


7 7S 


7 An 












>mRM400a251 


3J3 


1.28 


1.28 


148 


6.47 


3.24 


7 "^Q 


1 AS 


1 7 
J. / 










NT2RM4000!255 


2.86 


2.35 


2.55 


3.65 


4.00 


4 4S 


^ Ait 


1 SA 

j.jO 


A nc 

*t.U5 








+ 


NT2RM400a265 


4.79 


2.78 


4.25 


9.35 


1126 


8.62 


J .07 


A AA 


1 c 

/J 










NT2RM400a2S3 


70.67 


47.66 


58.69 


22.90 
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12.78 


10.09 


7.5 


10.31 


O A 

8.4 










NT2RP100II271 


65.05 


27.46 


27.30 


118.92 


88.05 


70.43 


44.58 


28.04 


22.55 










HT2RP100Q272 


15.64 


8-87 


8.62 


11.91 


10.97 


10.04 


8.77 


5.04 


6.08 










NT2RP100(1279 


3.64 


2.60 


162 


4.01 


4.52 


4.50 


3.4 


3.60 


2.95 




+ 






hrr2RP1000290 


31.80 


25.40 


25.59 


36.52 


40.72 


40.15 


26.39 


2195 


29.24 




+ 






NT2RP1000293 


8.90 


5.15 


6.17 


9.07 


11.34 


10.12 


7.62 


7.73 


8.67 










NiiKPioooaoo 


21J5 


19,20 


18.07 


20.53 


28.21 


20.72 


16.45 


24.53 


1112 










NT2RP1000324 


12.47 


532 


8.89 


10.68 


13J7 


9,75 


6.98 


9.83 


9.18 










NT2RF1000325 


91.19 


35.26 


49.60 


54.44 


61.67 


55.26 


47.32 


30.15 


44.99 










NTZRP1000326 


10.60 


1.2S 


6.00 


12.46 


8.25 


10.43 


7.71 


8.51 


5.43 










NT2RP1000331 


13.85 


7.24 


6.82 


1125 


1035 


7,00 


5.01 


4.72 


3.71 










NT2RP1000333 


12^4 


6.22 


6.09 


8.86 


8.17 


8.74 


6.53 


7.71 


7.88 










NT2RP1O0O336 


1.87 


1.73 


1.02 


1.35 


1.53 


1.21 


3.14 


2.70 


2.83 










NT2RP1000347 


2.75 


110 


188 


109 


2.48 


162 


1.53 


125 


0.84 










NT2RP1000348 


1.47 


0.48 


0.33 


1.45 


1.42 


172 


1.13 


1.89 


0.66 










NT2RP100O349 


0.93 


0.52 


0.64 


1.41 


1.77 


1.72 


0.95 


0.90 


1.19 




+ 






NT2RF10003S3 


40.50 


18.12 


20.02 


27.21 


16.43 


19.17 


10.71 


8.40 


1157 










NT2RPI000356 


39.98 


2139 


20.90 


3115 


26.26 


25.06 


14.83 


10.10 


14.28 










NT2RP1O0O357 


13.61 


7.81 


6.20 


11.20 


13.90 


12.68 


8.98 


8.00 


11.38 










NT2RP1000358 


11.64 


5J9 


5.27 


10.20 


9.77 


8.75 


7.77 


6.88 


9.19 










NT2RP1000360 


26.32 


15.93 


17.17 


17.83 


19.58 


19.99 


16.48 


15.94 


15.67 










NT2RP100a3«3 


2105 


14.66 


16.07 


21.39 


24.54 


24.53 


2126 


17.18 


17.26 










NT2RP1000376 


5.84 


3.91 


5-30 


4.51 


6.40 


6.42 


7.18 


6.13 


5.77 










^rT2RP100Q386 


31.79 


21.04 


2339 


64.26 


6431 


34.90 


56.81 


60.95 


58.22 


• 








NT2RP1O0O407 


0.29 


0.73 


0.45 


0.62 


0.61 


0.29 


1.08 


0.88 


0.22 










NT2RP1000409 


122 


1.91 


0.68 


183 


3.38 


180 


2.71 


1.86 


1.7 










NTZRP1000413 


7.71 


3.51 


3.63 


7.04 


7.63 


7.01 


532 


4.65 


6.75 










NT2RP1000416 


2.07 


0.73 


0.71 


1.73 


170 


164 


1.38 


1.53 


1.42 










NT2RP1000418 


0.88 


0.78 


0.91 


107 


1.77 


103 


1.84 


171 


1.4 










NT2RP1000420 


OJl 


0.68 


0.34 


1.31 


0.46 


1.21 


133 


1,52 


0.65 










NT2RP1000434 


0.66 


0.29 


2.53 


1.80 


1.28 


1.15 


1.63 


136 


0.97 










NT2RP1000439 


13.59 


10.41 


10.76 


8.22 


11.99 


8.15 


.6.48 


6.20 


3.53 






* 


- 


^a2I^PlO0O443 


1.67 


1.60 


1.02 


3.09 


3.95 


2.04 


3.35 


1.76 


1.48 










NT2RP1000447 


2.13 


0.82 


0.90 


107 


1.95 


1.21 


1.39 


1.67 


1.12 










NTtRP1000448 


1.39 


0.47 


0.72 


0.68 


1.75 


1.34 


1.82 


1,77 


0.69 










NT2RP1000451 


5.40 


145 


1,97 


5.69 


5.15 


3.49 


1.66 


2.36 


1.96 










NTZRP1000458 


22.07 


12^ 


14.79 


20.35 


29.47 


24.03 


21.83 


19.22 


26.03 










NTZRP1000460 


19.74 


9.97 


12.40 


17.61 


20.40 


21.09 


17.72 


15.83 


18.24 










^mRP1000465 


14.77 


10.71 


1170 


18.32 


19.61 


21.10 


14.71 


11.30 


11.86 




+ 






^r^2RPlooo468 


3.47 


154 


4.12 


7.07 


8.07 


7.42 


3.93 


5.61 


4.57 




+ 






NT2RF1000470 


14.45 


6.40 


6.23 


5.28 


6.94 


7.41 


8.62 


6.71 


6-97 










NT2RP1000477 


0.33 


0.76 


0.21 


0.93 


1.49 


0.73 


0.8 


1.04 


032 










NT2RI>1000478 


2.01 


1.44 


1.12 


1.74 


1.18 


118 


1.98 


3-01 


. 1.97 










NT2RP100(M8] 


3.26 


1.45 


1.19 


1.27 


1,08 


1.24 


0.92 


102 


0.85 










NT2RP100(M93 


1.13 


0.65 


USA 


1.16 


1.49 


1.41 


1.57 


112 


0.89 


* 








NT2RP1000513 


8.57 


3-43 


5.13 


11.73 


10.43 


8.69 


10.51 


9.55 


9.33 










NT2RP100(K22 


9.74 


3.47 


5.93 


6.13 


9.61 


9.77 


8.53 


8.00 


7.9 










NT2RP1000533 


149 


0.79 


1.93 


145 


166 


3.02 


1.21 


2.77 


1.5 










NT2RP1000544 


142 


0.99 


0.69 


2.39 


1.44 


1.14 


1,43 


1.13 


111 










rmRP1000547 


0.17 


0.54 


0.23 


0.77 


0.69 


0.77 


0.43 


1.67 


0.73 


* 


+ 






NT2RP1000551 


1.62 


1.44 


0.64 


0.50 


0.71 


0.60 


1.24 


2.56 


1.5S 
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NT2RP1000567 


1.21 


0.33 


0.63 


1.21 


1.30 


2.41 


Z12 


3.42 


1.77 






* 




NT2RP1000574 


1.82 


0.32 


0.03 


23.76 


28.12 


20.34 


4.23 


4.69 


3.79 


mm 


+ 


** 


+ 


NT2RP100a577 


1.22 


0.49 


0.73 


1.46 


1.85 


1,75 


1.18 


Z92 


1.35 


* 


+ 






NT2RPI000579 


0.79 


0.65 


0.57 


1.33 


1.34 


132 


1.35 


Z50 


0.76 


• * 


+ 






NT2RP1000581 


1.36 


0.66 


1.82 


Z04 


1.55 


1-78 


1.95 


231 


1.03 










?a7RPI000S93 


2.64 


0.66 


1.75 


Z65 


Z96 


1.71 


1.41 


0.83 


1.4 










NT2RP1000604 


11.50 


7.94 


7.40 


3.94 


3.98 


3.21 


Z12 


Z31 


2.08 


« 




«♦ 




NT2RP1000609 


Z53 


ZOO 


0J4 


1.02 


1.56 


1.09 


1.82 


2.61 


1.48 










NT2RP1000613 


1.94 


0.88 


0.65 


132 


0.99 


1,16 


0.85 


Z58 


1.01 










NT2RP1000622 


1J2 


0.92 


0.99 


1.13 


1.63 


1.80 


137 


3.98 


Z19 










NT2RP1000627 


5.47 


Z19 


3.87 


5.94 


4.15 


4.81 


4.23 


6.27 


4,91 










NT2RP1000629 


1.49 


0.86 


0.95 


3.86 


1.84 


Z88 


Z18 


2.88 


1,87 






* 




NT2RP1000630 


5.89 


Z85 


5.42 


13.99 


11.47 


13.46 


7.36 


6.55 


7.16 


• * 








NT2RP1000659 


2.68 


3.18 


0.53 


1.84 


1.97 


0.94 


336 


1.83 


i.j 










NT2RP100064O 


81.74 


37.60 


35.82 


57.27 


52.32 


3938 


48.18 


42.34 


4138 










NT2RPI000646 


7.82 


4.91 


3.97 


8.29 


9.40 


9.31 


53 


531 


6.52 


• 








NT2RP1000li59 


6.71 


2,34 


3.90 


4.05 


6.32 


6,12 


1 11 


4.60 


d IS 










NT2RP1000674 


4,71 


2.08 


3.93 


5.76 


7,16 


725 


3.17 


4.95 


4.5 


* 








NT2RP1000677 


9.53 


6.01 


6.41 


8.66 


831 


8.83 


733 


7.01 


8,68 










NT2RP1000679 


1.23 


0,42 


0.82 


3.73 


138 


1.63 


1,09 


2,06 


0,76 


• 








NT2RP1000688 


4.67 


2.07 


2.03 


5.85 


534 


372 


3.1 


4.12 


i6ft 










NT2RP1 000689 


2.83 


0.64 


1.04 


1.11 


1.67 


0.84 


1.37 


0.88 


0.83 










NT2RP1000695 


1.62 


1.12 


1.10 


1.18 


2.39 


1,24 


1 


0.87 


0.88 










NT2RP1000701 


0.90 


0.82 


0.62 


0.83 


0.27 


1.25 


0.^ 


1.19 


1.4 










NT2RP1000702 


0.76 


0.35 


1.53 


0.66 


1.47 


1.82 


0,6 


1 47 


7 S7 










NT2RP1000713 


0.23 


0.42 


V.J / 


0 

U.J** 


U.07 


A AA 


n 17 


1 AA 


1 d7 
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7 7Jl 


iJ.UU 


007 




o ns 


0.1 / 












2.55 


1.65 


1.97 


4.38 


3.90 


1 is 

J. J J 


1 7^ 


1 AS 


T OS 

Z.7J 


• 










4.46 


Z99 


3.71 


5.44 


J.Ut 


1 Id 

J, l*t 


1 AA 


1 01 


d 1A 
















11 TO 




IS fi< 

l{|,Oj 




1 C QQ 


11 AS 














Id dO 


7 \ 


O.JO 




17 


O.Oj 


11 1^ 


Q <1A 


11. z 












J.vO. 


t 17 




7 HA 


A no 


7 OA 


7 Ol 


Z.OU 


1 01 










fm npi noftT j£ 


1 "^l 








1 7fi 


n HQ 






1 AK 

Z.40 










NT2RP10nA7S0 


Q ^1 


•t, f o 


^ OQ 


7O0 






A OS 


S d1 
















46.63 




41.34 


17 A*\ 


7Ji 1 1 


17 /i7 


7n 7A 


^1 A 












U3 


0.63 


1.06 


1.68 


- 1 Id 




1 71 


7 7d 


7 71 










NT2RP1000769 


4.65 


2.64 


3.84 


Z57 


3.18 


2.72 


4.13 


4 77 


1 2? 










NT2RP1000780 


Ul 


0.92 


0.80 


2.30 


1.18 


0.64 


1.37 


0.96 


n 77 










NT2RP10007S2 


5.21 


2.12 


Z72 


11.13 


10.26 


10.71 


6.05 


7.66 


63< 






* 




NT2RP1OO0796 


6.49 


4.06 


3.11 


4.93 


5,23 


3.73 


4.82 


3.98 


7 










NT2RP1000797 


11.72 


5.77 


5.28 


631 


8.45 


5.34 


7.81 


7.98 


9.33 










NT2RP1000800 


0.13 


0.54 


1.00 


1.07 


Z16 


1.97 


0.82 


3.18 


1.42 










NT2RP1000825 


333 


1.37 


135 


2.64 


Z23 


1.50 


1.34 


2.32 


1.31 










NT2RP1000S33 


6J5 


2.6S 


233 


4.24 


4.98 


4.14 


Z29 


4.43 


2.42 










NT2RP1000S34 


16.60 


5.93 


7.79 


8.68 


7.93 


633 


6.47 


7.84 


5.03 










NT2RP1000896 


1.43 


1.06 


0.85 


1.19 


1.20 


039 


Z19 


130 


0.63 










NT2RP1000837 


6.20 


233 


Z35 


4.62 


533 


538 


4,6 


332 


3.49 










NT2RP1000846 


1.21 


0.89 


0.89 


1.89 


160 


1.73 


1.96 


1.80 


1.08 


* 


+ 






NT2RP1000S47 


2.27 


1.79 


1.06 


1.99 


Z12 


2.09 


Z78 


1.80 


2.3 










NT2RP1000851 


10.08 


6.27 


757 


9.89 


12.49 


7.13 


7.78 


9.66 


7.43 










NT2RP1000S56 


9.90 


5.85 


731 


2038 


23.87 


20.13 


15.75 


15.89 


19.71 


** 


+ 


*• 


+ 




7.91 


5.43 


8.96 


10.11 


6.72 


7.04 


534 


7.17 


4.85 










NT2RF10009a2 


2.64 


0.85 


0.61 


5.04 


4.02 


3.81 


3.86 


Z25 


335 


• 


+ 






NT2RP1000903 


.7.75 


3.79 


Z92 


4.96 


6.61 


5.49 


5.15 


5.13 


532 










NT2RP1000905 


3.44 


2.09 


1.19 


3.49 


Z21 


Z49 


3.41 


1.72 


Z16 










NT2RP1000915 


35.16 


7.68 


7.64 


8.98 


6.57 


7.27 


3.44 


4.20 


4 
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NT2RP1000916 


3.20 


2.97 


0.92 


3.11 


Z12 


Z20 


3.16 


Z17 


Z19 










NT2RP100(»21 


1.84 


1.45 


1.78 


3.53 


2.23 


Z78 


2.9 


2.99 


2.53 


* 


+ 




+ 


NT2RP1000943 


1.83 


0.78 


1.29 


5.94 


5.07 


4.31 


7.05 


7.60 


6.55 


** 


+ 




+ 


NT2RP1000944 


354 


2S1 


?.09 


5.21 


4.55 


4.65 


235 


Z42 


235 


*» 


+ 






NT2RP1000M7 


6.99 


4.11 


3i.31 


6.97 


6.41 


5.03 


5.81 


4.15 


4.54 










NT2RP10(K»54 


5,12 


2.35 


2.15 


5.93 


4.95 


4.84 


4.75 


3.63 


4,18 










NT2RP1000958 


20.62 


10.44 


1.43 


11.21 


10.24 


6.49 


7.05 


5.48 


7.18 










NT2RP1000959 


72.56 


35.16 


431.30 


53.44 


48.85 


40.35 


20.64 


19.16 


2Z61 










NT2RP1000^ 


36.86 


19.10 


21.19 


22.56 


35.39 


24.14 


15.07 


9.91 


18.23 










NT2RP1000y74 


10.91 


8.14 


a28 


18.92 


22.10 


19.21 


14.69 


15.24 


13.39 


*• 


+ 




+ 


NT2RP100(y980 


3.63 


2.59 


Z91 


3.75 


4.02 


3.96 


Z97 


3.22 


Z22 










NT2RP1000981 


4.96 


3.42 


4.61 


4.59 


5,02 


3.62 


Z94 


3.11 


Z77 






* 




NT2RP1000988 


Z69 


1.97 


1.73 


4.25 


5.22 


4.19 


3.95 


330 


3.66 




+ 


• 


+ 


rmRPiooiool 


6.75 


4.73 


Z89 


3.13 


4.46 


Z79 


4.86 


538 


5.21 










NT2RP10010(M 


1.76 


1.26 


0.75 


1.72 


1.80 


Z22 


3.2 


Z14 


Z89 






• 




NT2RP1001007 


1.72 


0.91 


0.86 


Z02 


1.84 


1.75 


3 


2.58 


3.22 






** 




NT2RP1001011 


4.98 


3.03 


;!.17 


7.06 


8.67 


6.46 


5,23 


4.65 


5.76 


« 


+ 






NT2RP10010U 


3.60 


3.50 


:».48 


9.46 


12.09 


7.99 


6.88 


5.63 


8.02 




+ 




+ 


NT2RP1001014 


3.96 


3.16 


•1.28 


4.93 


3.71 


4.01 


3.71 


3.05 


2.43 










NT2RP1001020 


3.3 


1.24 


11.06 


Z23 


1.86 


1.47 


Z29 


Z09 


1.68 










NT2RP100ia23 


261.06 


118.84 


124.95 


113.92 


104,93 


83.66 


. 236,2 


219.46 


2133 










NT2RP100ia27 


IZIO 


6.08 


4.74 


9.03 


7.91 


6.47 


4.01 


4.15 


4.04 










NT2RP100ia31 


Z17 


1.05 


0.67 


1.79 


131 


1.73 


0.62 


1.86 


1.33 










NT2RP1001033 


Z89 


1.62 


n.96 


3.31 


4.49 


3.57 


Z4 


3.46 


Z46 


« 








NT2RP1001042 


2.56 


1.34 


:s.04 


5.44 


5.57 


4.27 


4.68 


4.47 


4.7 


** 


•*> 






NT2RP1001045 


55.87 


37.46 


3!M2 


31.66 


32.21 


2632 


26.73 


25.41 


27.84 






• 




NT2RP1O01O73 


18.17 


10.94 


13.65 


7.43 


11.62 


10.45 


33 


5.82 


3.6 






• 




NT2RP100ia79 


6.27 


4.29 


4.83 


7.17 


5.68 


5.81 


5.84 


5.09 


3.64 










NT2RP1001080 


4.59 


336 


:».02 


3.32 


2.67 


3.66 


3.81 


3.01 


2.62 










NT2RP1001113 


2.09 


1.06 


0.43 


0.85 


1.89 


1.25 


1.74 


2.63 


1.22 










NT2RP1001159 


22.23 


15.34 


13.51 


27.36 


29.04 


20.75 


11.14 


12.23 


9.12 










NT2RP1001173 


2.37 


0.91 


:l.48 


10.20 


7.72 


8.04 


6.93 


5.00 


6.33 


*• 








NT2RP1001176 


5.14 


3.86 


5.35 


6.46 


6.12 


5.31 


4.46 


5.39 


4.12 










NT2RP1001177 


3.79 


Z64 


3.45 


7.23 


6.84 


5.24 


5.18 


4,11 


3.16 


* 








NT2RP1001185 


4.77 


120 


Z83 


10.28 


7-74 


6.42 


4.72 


4.39 


3.75 










NT2RP1001199 


Z06 


1.25 


1.14 


4.62 


4.88 


3.76 


2.05 


Z71 


1.7 


** 


4. 






NT2RP1001205 


19.37 


11.82 


1138 


17.19 


17.16 


1Z69 


6.66 


6.05 


4.62 










NT2RP1001215 


5.66 


Z61 


2.14 


2.79 


3.86 


3.71 


2.65 


3.10 


Z8 










NT2RP1001225 


5.42 


2.06 


1.65 


2.88 


239 


Z40 


3.21 


4.49 


4.21 










NT2RP100I245 


3.12 


2.43 


4.04 


4.32 


4.51 


4.91 


3.1 


5,42 


4.42 


• 








>mRP100l247 


1.41 
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6.78 


2.60 


Z45 


2.62 


6.63 


330 


3.33 


3.34 


4.18 










rfnRP200S50i 


4.44 


2.53 


Z65 


Z38 


4.12 


Z69 


Z07 


3.28 


2.78 










NT2RP20aS506 


5.72 


4.30 


3.10 


5.43 


9.55 


6.10 


2432 


21.82 


25.02 






mm 


+ 


NT2RP2005509 


6.91 


5.58 


4.63 


1232 


11.78 


9.14 


5,34 


8.99 


8.48 


* 


+ 






NT2R?20a5514 


3,36 


Z23 


Z33 


3.96 


5.18 


4.19 


3.03 


4.16 


435 


* 


+ 






NT2RP2005520 


1034 


5.10 


5.86 


6.07 


8.22 


5.46 


3.87 


3.79 


3.08 










NT2RP20a5S2S 


6.12 


4.01 


5.33 


8.58 


7.75 


8.13 


5.26 


8.01 


5.47 


• 








NT2RP2005S31 


0.65 


1.10 


1.57 


Z33 


1.56 


1.74 


1,49 


2.39 


1.21 










NT2RP20a5S35 


36J7 


17.31 


21.13 


93,90 


73.03 


67.87 


27.53 


17.14 


25.99 




+ 






NT2RP2005539 


10.87 


6.53 


4.81 


8.43 


9.17 


6.85 


6.76 


6.87 


5.25 










NT2RP20QS540 


Z$l 


Z63 


Z81 


7.15 


6.27 


5.67 


4.42 


5.46 


9.74 


mm 








^mRP20Q5541 


5.40 


3.42 


Z70 


8.82 


9.81 


10.04 


7.49 


7.37 


5.44 


mm 


+■ 


m 


+ 


NT2RP2005549 


3.91 


1.98 


1.81 


3.23 


331 


Z41 


2.43 


3.46 


Z97 










NT2RP2005555 


3^2 


Z33 


3.66 


6.38 


7.55 


5.49 


7.54 


10.56 


6,47 


m 


-f 


* 




NT2RP20a5557 


7.00 


5.12 


11.72 


16.35 


11.47 


1Z41 


6.34 


5.80 


8.04 










NT2RP2005581 


5.51 


4.09 


4.45 


13.70 


13.23 


10.54 


6.26 


5.62 


5.86 


mm 


4 






NT2RP2005SS6 


7.40 


3.49 


435 


Z55 


4.08 


Z63 


1.67 


2.60 


Z43 
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6.16 


4.97 


3.02 


4.57 


4.34 


4.57 


4.67 


4.40 


5.08 










NT2RP2005600 


4.06 


Z52 


Z53 


3.83 


4.26 


3.10 


2.47 


4.00 


Z95 










NT2RP200560S 


13.12 


8.01 


6.74 


12.67 


14,30 


12.26 


6.96 


7.51 


s 
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9.18 


5.27 


8.25 


16.39 


16.00 


13.57 


10.11 


8.70 


9.2 


*« 


4 






NT2RP20GS620 


4.07 


2,65 


2.40 


3.99 


3.40 


3,40 


Z45 


3.61 


Z26 












9.20 


6.36 


7.23 


6.07 


7.94 


5.76 


4.64 


4.67 


6.34 










NT1RP2005632 


3.64 


3.42 


Z57 


5.77 


4.33 


3.82 


Z82 


3.85 


3.3 












3.95 


Z73 


2,06 


3.40 


4.38 


2.94 


Z4 


Z42 


3.18 










NTMlPllMLSiaT 


2,20 


J Of; 


1.68 


13.21 


4.02 


4,55 


2.2 


235 


5.6 












3 47 


1.55 


133 


2.16 


1.23 


Z22 


1.96 


2.66 


2.84 












6.42 


3.67 


Z99 


5.68 


11.68 


7.34 


5.29 


6.74 


5.73 










li 2 AIVa *W9V^JI 
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3,K1 




6,89 


n 77 
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4.33 
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7 fU 


^ Oft 
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A 7S 
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5.35 


5.64 


8.34 


9,73 


9.01 


4.66 


6.00 


6,82 


*« 








r% 1. A woo rV 
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Z37 


1.87 
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1 fA 
















10.41 


3,42 


4.33 


5.10 


6.32 


331 


3.46 


4,47 


6.12 










NT2R P20fi5675 


11.31 


4.3(1 


430 


8.54 


8.22 


4.79 


.7.64 


6.94 


9 43 










NT2RP2fiA5lk83 


9.32 


5.43 


5.87 


8.D8 


9.48 


5.92 


5.85 


4.94 


4.56 










NT2RP20fl6690 ' 


3.18 


1.30 


132 


3.24 


4.46 


3.75 


2.33 


3.71 


3.54 










NT2RP2IM5694 


433 


Z3() 


Z18 


4.S2 


334 


4.62 


3.22 


3.77 


3.78 










NT2RP200S701 


22,21 




17.86 


2Z12 


2536 


24.08 


18.18 


17.70 


2Z41 










NT2RP2005712 


2.84 


3.0(> 


3.02 


3.90 


3.94 


3.10 


1.15 


Z49 


1.88 






* 




NT2RP2005719 


2.26 


i.zr 


0.73 


3.09 


3.04 


Z67 


2.23 


1.46 


236 


• 








NT2RP2MS722 


11.76 


8J2 


532 


18.21 


24.59 


18.10 


8.26 


9.21 


12.37 










NT2RP2005723 


4.68 


ZT5 


2.29 


735 


632 


3.86 


4.39 


4.70 


2.79 










NT2RP2005726 


5.41 


239 


2.73 


5.77 


431 


4.16 


3.27 


4,19 


3.67 










NT2RP2005729 


5.30 


2M 


2.08 


6.82 


6.27 


4.01 


3.21 


534 


3.89 










NT2RP2005731 


0.50 


0.60 


0.63 


1,06 


1.43 


0.80 


0.71 


Z81 


0.87 


• 








NT2RP2005732 


8.98 


3.61 


4.01 


6.71 


6.46 


5.79 


4.23 


7.06 


7.16 










NT2RP2005737 


10.83 


8.I1S 


10.12 


14.65 


17.80 


1Z60 


1Z9 


1131 


9.06 


* 


+ 






NT2RP20W741 


5.83 


Z63 


Z65 


3.36 


3.80 


2.41 


3.96 


2.72 


3.47 










NT2RP2005748 


3.52 


1.63 


2.33 


Z18 


Z64 


1.48 


3.11 


Z62 


238 
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5.37 


3.43 


3.73 


6,46 


5.65 


5.66 


635 


3.67 


3.82 
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22.04 


14,07 


18.05 


15.96 


24.14 


2a59 


21.63 


18.25 


19.82 
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6.73 


Z47 


Z52 


3.25 


3.61 


3.70 


1.84 


3.88 


3.22 
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Z43 


Z60 


Z16 


6.91 


6.56 


7.20 


3.36 


3.03 


4.12 


*• 






+ 


^mRP200S773 


15.62 


10.12 


1Z99 


19.66 


19.02 


17.26 


17.15 


13.07 


15.8 


• 


+ 






NT2RP2005774 


10.33 


5.72 


6.91 


21.21 


24.60 


21.03 


9.42 


7.55 


8.22 


** 









581 



EP 1 130 094 A2 



Table 280 



NT2RP2005775 


439 


1.98 


1.42 


Z12 


256 


2.56 


Z19 


Z08 


1.67 










NT2RP2005781 


5.85 


3.98 


3.29 


6.76 


557 


5.04 


4.75 


3.50 


4.17 










NT2RP2005784 


11.14 


6,73 


5.29 


8.15 


8.38 


8.40 


7.85 


8.40 


10.24 










NT2RF2005789 


4.85 


3.33 


3.28 


5.63 


7.04 


4.46 


3.88 


3.70 


4.09 










NT2RF10a5799 


1.71 


1.81 


1.37 


3.76 


5.36 


2.16 


Z16 


Z19 


Z43 








+ 


NT2RP2005804 


6.19 


3.18 


3.30 


4J7 


7.49 


6.42 


5.55 


5.88 


4,72 










NT2RP20aS«12 


3.92 


3.04 


2.54 


4.78 


6.17 


3.21 


2.98 


4.18 


4.04 










NT2RP2005815 


2.54 


2.17 


3.20 


3.81 


3.69 


Z58 


Z35 


Z98 


1.88 
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14.04 


7.44 


6.79 


14.50 


10.00 


10.84 


9.86 


7.11 


11.61 










NT2RP200S841 


6.35 


3.23 


3.13 


5.70 


4.93 


4.82 


5.84 


3.68 


4.27 










NT2RP20aSSS3 


3.23 


3.29 


2.96 


6.28 


653 


5,74 


4.87 


4.09 


5.28 








+ 


NT2RP2005«S7 


8.95 


4.28 


4.74 


6.65 


752 


6.19 


1.63 


Z12 


1.8 










NT2RP2005859 


5.38 


4.41 


534 


4.28 


5.42 


3.86 


Z87 


3.84 


3.87 






* 




NT2RP200$860 


3.02 


1.60 


2.64 


Z92 


4.01 


Z37 


Z32 


4.74 


1.81 










NT2RP2005963 


4.66 


2.88 


Z88 


3.96 


3.85 


3.93 


Z02 


Z05 


1.69 










NT2RP2005S68 


3.44 


1.57 


1.65 


4.52 


4.28 


Z97 


2.38 


3.85 


Z89 










NT2RP2005876 


13.61 


7.01 


5.40 


17.03 


13.16 


6.91 


8.8 


8.61 


107 










NT2RP2005878 


6.92 


4.37 


4.13 


11.06 


1253 


11.73 


5.81 


7.81 


6.82 


** 


+ 






NT2RP20058S3 


1.59 


1.56 


1.08 


3.31 


Z84 


Z42 


3.91 


453 


4.86 




+ 


• * 


+ 


NT2RP2005886 


8.60 


4.98 


6.40 


10.11 


11.16 


11.42 


6.19 


6.08 


5.43 


m 


+ 






NT2RP2005S87 


5.47 


3.26 


3.97 


12.05 


12.81 


9.32 


13.75 


10.35 


15.02 




+ 




+ 


NT2RP2005S90 


7.74 


6.08 1 


7.50 


6.23 


6.35 


4.71 


257 


Z56 


1.86 










NT2RF2005901 


3.39 


^76l 


2.57 


3.81 


4.07 


4.20 


Z43 


3.04 


3.13 


• 


+ 






imRF200S902 


1.86 


0.89 1 


1.33 


3.39 


3.77 


Z15 


Z13 


Z79 


3.13 


* 


+ 




+ 


NT2RF2005908 


9.46 


5.71' 


4.03 


9.28 


7.93 


10.45 


6.03 


6.26 


6.92 










NT2RP2005927 


7.43 


5.84 


5.10 


9.51 


9.65 


7.14 


3.72 


5.75 


4.41 










NT2RP2005933 


6J2 


4.20 


3.63 


5.57 


7.02 


4,50 


3.29 


Z73 


4.08 










^fr2RP2005941 


9.03 


6.94 


7.01 


7.65 


13.07 


8.78 


10.41 


9.47 


5.87 










NT2RP2005942 


3.02 


2.03 


1.79 


3.90 


4.09 


3.96 


Z56 


Z68 


2 


• 








NT2RP2005946 


es7 


4.95 


5.93 


3.90 


3.86 


3,27 


25 


Z94 


2.41 


* 




• * 




NT2RP2005970 


1Z30 


10.25 


11.94 


15.87 


16.05 


15,06 


14.9 


13.37 


14.97 






• 


+ 


NT2RP2(K)6980 


3.71 


Z65 


2.25 


7,90 


757 


4.49 


4.13 


4.23 


Z71 


« 


+ 






NT2RP2005994 


5.01 


Z60 


ZOl 


Z75 


4.22 


1.07 


Z23 


3.11 


Z43 










NT2RP2006004 


2.32 


1.82 


1.35 


2.43 


4.21 


Z56 


Z36 


3.37 


2.03 










NT2RP2006013 


4.44 


2.15 


4,45 


6.09 


6.99 


3.28 


4.68 


5.22 


4.41 










NT2RP2006a23 


21.60 


12.40 


20.04 


37.44 


49.33 


45.44 


22.61 


22.79 


2459 


** 


+ 






NT2RP2006028 


5.34 


3.20 


3.73 


4.07 


4.23 


Z81 


3.39 


4.81 


5.42 










Kr2RF2006Q38 


0.34 


0.06 


1.28 


0.43 


0,83 


3.61 


0.25 


1.80 


0.18 










NT2RP2006042 


8.65 


5.14 


6.93 


7.32 


7.79 


654 


7.56 


7.82 


9.4 










NT2RP2006043 


5.05 


2.75 


2,80 


1Z32 


12.87 


10.73 


8-05 


8.08 


7.82 


*• 






+ 


NT2RP2006052 


2.31 


2.64 


1.44 


1.42 


255 


Z98 


1.26 


ZIO 


2.6 










NT2RP2006(>57 


3.69 


1.67 


1.24 


357 


3.44 


Z48 


Z2 


3.85 


3.27 










NT2RF2006064 


12.49 


6.77 


9.83 


12.13 


10.85 


6.00 


10.28 


6.81 


557 










NT2RP200ti068 


3.25 


3.63 


2.31 


8.60 


6.86 


6.64 


4.6 


5.09 


Z54 


• * 


+ 






Kr2RP2006069 


1.08 


0.69 


0.92 


0.88 


1,74 


0,95 


0.92 


1.48 


1.42 










NT2RP2006a71 


2J3 


3.23 


131 


5.07 


7.66 


5.45 


Z92 


4.00 


255 










NT2RF2006090 


3.70 


1.69 


2.79 


357 


5.20 


3.82 


3.74 


3.63 


Z49 










NT2RP2006092 


3.65 


Z47 


Z47 


3.19 


3.41 


3.44 


Z36 


2.80 


Z77 










NT2RP2(K)6097 


24.23 


9.76 


10.66 


21.53 


18.65 


14.12 


10.2 


9.65 


1Z96 










NT2RP2006098 


4.17 


2.27 


1.77 


4.26 


4.04 


Z86 


4.03 


651 


35 










NT2RP20060W 


4.48 


Z99 


Z12 


5.82 


5.86 


5.18 


332 


4.84 


3.86 


♦ 








NT2RP2006100 


3.88 


1.55 


1.83 


3.98 


4.92 


3.85 


Zl 


3.68 


2.65 










NT2RP2006103 


10.54 


3.86 


5.78 


3.37 


255 


1.88 


2.21 


3.36 


1.85 










NT2RP2006106 


8,45 


4,11 


4.04 


6.45 


5.69 


6.30 


4.48 


6.29 


4.22 










NT2RP2006127 


9.00 


6.34 


7.56 


9.10 


8.66 


7.24 


9.22 


10.10 


8.4S 










^mRP2006134 


1.55 


1.02 


1.47 


1.76 


1.82 


1.93 


1.55 


Z52 


1.2S 


> * 


+ 
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NT2RP2006I41 


5.76 


3.11 


3.17 


3.84 


5.50 
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3.67 


3.75 


3.95 










NT2RP2006166 


7.93 
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6.36 


• 
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5.68 
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3.22 


1.23 
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+ 
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7.22 


17.36 
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• 








NT2RF3002549 


Z56 


1.25 


0.83 


5.75 


4.78 


6.90 


5.63 


3.95 


4.81 




+ 






NT2RP3002552 


Z93 


2.06 


141 


3.32 


5.85 


3.49 


4.06 


3.68 


4.2 










NT2RF30025S8 


7.05 


4.19 


4.48 


937 


11.91 


11.02 


10.69 


7.40 


9.14 




+ 


* 


+ 


NT2RF30025^ 


4.40 


Z70 


123 


532 


4.89 


4.10 


2.94 


179 


3.23 










NTZRP3002566 


-4.15 


3.12 


3.18 


4.65 


430 


3.46 


4.21 


125 


113 










NT2RP30a2571 


1.43 


0.64 


1.11 


138 


179 


1.21 


2 


1.13 


1.01 


[ - 








NT2RP3002572 


5.68 


2.77 


124 


4.20 


4.73 


4.39 


4.25 


173 


1.81 


r 








?mRP30a2573 


1233 


5.63 


5.03 


10.21 


9.69 


14.18 


6.4^ 


f 7.06 


5.93 


\ 








NT2RP3002577 


16.44 


10.30 


7.27 


9.02 


16.56 


19.10 


11.7f 


> 11.75 


13.4: 


I 








NT2RP3002579 


5.14 


1.77 


175 


143 


7,06 


4.13 


4.9J 


\ 5.48 


3.3: 


I 
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NT2RP3002582 


12.31 


7.23 


7.62 


9.16 


1252 


1Z19 


7.07 


6.55 


8.27 










NT2RP3002587 


2.59 


1.37 


0.54 


Z46 


2.67 


3.02 


1.24 


1,89 


1.22 










NT2RP3002590 


10.29 


5,66 


7.55 


5.34 


4.92 


3.70 


144 


4.30 


2.27 






* 




rmiiP30026a2 


Z82 


1.08 


1.45 


3.79 


Z37 


251 


Z16 


120 


1.92 










NT2RP30a26a3 


23.80 


12.85 


10,83 


16.77 


16.77 


18.88 


33.04 


20,98 


28.78 










NT2RP3002621 


5.83 


117 


Zll 


2,73 


3.73 


3.84 


3.77 


3.43 


4.67 












6.46 


4.71 


3,37 


7.18 


632 


5.80 


5.41 


4,46 


655 










NT2RP3002^ 


1.38 


1.46 


0.86 


Z16 


2.27 


1.71 


1.92 


131 


123 


« 




» 


+ 


Nt2RF30a2«2« 


3.88 


4.12 


4.54 


3.93 


5.95 


4.39 


6,01 


5.25 


635 






• 


+ 


NT2RP30Q2629 


1736 


11.86 


13.81 


23.77 


21.74 


24.60 


15.1 


15.62 


16.2 










NT2KF3002O1 


0.65 


0.54 


0.71 


0.74 


ZOO 


0.23 


0,47 


110 


1.77 










NT2KF3002647 


6.35 


4.67 


4.32 


5.81 


4,61 


3.54 


Z45 


3.29 


194 






* 




NT2RP3002649 


13.39 


5.95 


5.65 


10.41 


934 


8.49 


5.95 


5,93 


9,13 










NT2RF30Q2650 


6.81 


4.69 


4,82 


5,81 


7.89 


6.12 


6.83 


5.78 


956 










NT2]U>30Q2652 


5.20 


4.74 


1.12 


4.44 


5.82 


4.44 


3.42 


3.65 


3.38 










Kr2EF3l0026S4 


16.99 


10.82 


13,04 


8J9 


8,02 


5.74 


6,46 


6.13 


9.06 


• 




• 




NT2RF3002657 


6.11 


3,63 


4.64 


10.15 


11.45 


6.16 


9.57 


10.27 


10.97 








4- 


NT21U'5002659 


1.43 


1.66 


1.88 


250 


3.07 


1.94 


1.45 


143 


1.88 










NT2RP30a2660 


6.69 


4.61 


Z72 


7.71 


9.95 


6.32 


4.86 


5.91 


5,04 










NT2RF3002663 


2.95 


2.45. 


Z08 


3.55 


3.38 


2,69 


Z33 


Z32 


1.43 










NT2RP3002664 


4.14 


2.04 


1.66 


3.83 


4,46 


3.08 


3.81 


161 


3.84 










NT2RI'3002667 


10.84 


11.80 


1Z31 


7.37 


13,24 


10.35 


254 


3.53 


3.86 










NT2RP30e2671 


4.10 


3J8 


ZQ5 


3.68 


4.13 


3.09 


3.64 


4.14 


3.95 










NT2RF30Q2682 


6.85 


6.11 


3.50 


9.41 


10.82 


9.25 


7.6 


6.54 


1433 


« 


+ 






NT2RP3002684 


^^l 


Z12 


Z06 


Z65 


Z46 


1.95 


3.43 


3.91 


252 










NT2RP30O2687 


0.81 


0.83 


0.64 


1.63 


2.27 


Z37 


Z18 


159 


1.3 






• 


•f 


NT2RP3002688 


1.90 


1.35 


1.30 


Z68 


10.84 


431 


2.62 


3.98 


4.96 






• 


<f 


NT2RP3002698 


1.70 


1.54 


Z28 


Z37 


1.97 


1.69 


137 


4.37 


2.27 










NT2RP30a2701 


9.13 


4.28 


3.80 


7.31 


831 


6.47 


5.76 


5.84 


9.76 










NTZRF30O27O5 


21.78 


lais 


17.66 


50.09 


5733 


55.80 


17.31 


19.57 


25.8 




■4. 






NT2RP3002708 


8.43 


3.13 


4.23 


10.00 


1Z33 


16.86 


6.66 


9.06 


8.15 


* 


■f 






NT2RP30(tt711 


10.69 


7,85 


6.27 


14.28 


17.41 


lOill 


7.22 


6.34 


9.71 










NT2RP3002712 


75.48 


54,09 


63.05 


72.21 


59.93 


49.90 


55.73 


5168 


50.32 










NT2RP30027U 


1.12 


1.39 


0.99 


1.79 


1.94 


151 


1.51 


1.64 


134 










NT2RP3002721 


4.73 


3.29 


3.45 


555 


&69 


5.41 


5.47 


5.66 


7.4 








4- 


NT2RP30a2722 


18.60 


15.91 


19.67 


21.10 


20.78 


20.71 


21.26 


14.74 


13.19 










NT2RP3002723 


20.89 


13.71 


12.73 


18.65 


26.94 


25.35 


2358 


19.98 


24.35 










NT2RF3002737 


10.83 


5.85 


5.46 


7.36 


8.93 


8.81 


7.12 


8.21 


8,27 










NTZRP300273S 


3.06 


Z31 


2.46 


3.88 


Z93 


458 


4.14 


4.86 


357 






* 


+ 


NT2RP3002742 


78.11 


50.55 


39.19 


56.71 


49.99 


44.98 


24.65 


24.79 


19.15 






* 




NT2RP3002744 


1.91 


1.57 


' 1.49 


3.37 


4.81 


3.15 


4.58 


3.73 


177 


* 


+ 


m 


+ 


NT2RP3002756 


131 


1.24 


: 1.63 


1.83 


Z14 


1.21 


1.7 


1.60 


111 










NT2RP30(tt757 


4.69 


3.13 


435 


7.14 


8.49 


&18 


8.15 


837 


8.37 








+ 


NT2RF300275S 


7.65 


5.42 


7.31 


13.02 


1Z93 


1257 


1Z33 


13.43 


11.46 


** 


+ 


**. 




^^r2RP3002762 


17.62 


11.52 


8.02 


10.66 


16.28 


10.88 


8.09 


6.08 


11.34 










NT2RP300Z7fi3 


5:98 


3.76 


3.67 


4.32 


6.42 


5.16 


4.76 


6.11 


4.92 










NT2RF30a2770 


6.69 


Z71 


1.54 


4.12 


4,84 


3.63 


3.88 


6.30 


6.14 










NT2RP3002771 


4.19 


4,34 


Z59 


8.14 


7.86 


858 


10.72 


1124 


8.84 




+ 


** 


+ 


NT2RP3«07»5 


3.87 


2.70 


2.07 


1.69 


Z61 


1.77 


0.79 


112 


101 










NT2RF3002790 


154 


1.59 


Z82 


4.68 


4.85 


6.90 


3.49 


4.63 


2.59 


• 


+ 






NT2RP30O2799 


Z06 


0.55 


135 


Z25 


Z19 


Z80 


1.65 


116 


121 










NT2RF3002M1 


3.39 


Z62 


3.03 


5.62 


4.43 


4.91 


3.2fi 


3.08 


161 


** 








NT2RP3002802 


9.76 


4.91 


456 


5.83 


7.90 


5.66 


5.83 


5.98 


7.36 










>rr2RP3002810 


2.05 


Z04 


136 


1.95 


Z29 


Z16 


136 


3.68 


3.36 






♦ 


+ 


NT2RF3002818 


1.54 


1-82 


1.16 


0.90 


159 


1.73 


1.13 


106 


1.73 










NT2RP3002821 


17.00 


1Z39 


12.28 


1251 


•17.54 


13,78 


7.9e 


8.86 


8.91 






* 
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NT2RF3002823 


1.32 


1.08 


L04 


1.83 


Z17 


1.81 


137 


337 


23 ' 




f 




NT2RP300Z825 


7.13 


4.05 


4.87 


6.63 


6.04 


8.47 


4.09 


537 


4.15 








NT2RF500ZK9 


3.03 


2.45 


2.63 


5.74 


5.50 


4.90 


3 


3.82 


3.79 




f 




NT2RP30a2831 


3.87 


3.21 


2.77 


3.69 


Z99 


3.89 


2.66 


Z74 


2.29 










14.03 


6.74 


6.74 


9.92 


15.02 


8.10 


13.6 


1035 


13.13 










6.06 


2.27 


Z32 


3.35 


4,67 


5.99 


2.22 


Z92 


5.24 








NT2RP3002852 


Z14 


1.57 


1.15 


132 


1.72 


3.72 


1.78 


Z42' 


2.44 








NT2RF3002861 


4.05 


Z12 


130 


135 


ZOl 


4.44 


1.39 


3.44 


3.12 








NT2RF3002869 


6.92 


5.64 


4.79 


4.48 


4.94 


3.03 


3.48 


5.21 


5.99 








^mRP3oa2S74 


3.62 


Z41 


3.09 


Z41 


Z83 


Z25 


3.7 


5.14 


438 








NT2RP3002876 


6.38 


5.46 


5.19 


8.34 


1Z34 


10.89 


6.16 


7.19 


7.18 


• 


+ 




NT2RP30Q2877 


4.36 


Z55 


Z24 


6.28 


5.72 


7.39 


4.17 


3.78 


4,69 


• 


+ 




KnRF300U87 


X31 


Z06 


1.28 


Z41 


6J3 


3.71 


'Z23 


1.91 


2.99 








NT2RP3002900 


4.62 


3.12 


1,94 


6.79 


7.22 


4.89 


6.77 


4,56 


5.42 


* 


+ 




NT2RP3O02902 


13.48 


7.11 


7.49 


17.13 


1637 


10.16 


8.66 


6.18 


6.66 








NT2RP30(n909 


33.33 


17.88 


lft.92 


24.91 


27.67 


2733 


23.19 


23.81 


2535 








NT2RP3001911 


2.05 


1.51 


2.25 


Z06 


2.34 


3.42 


1.9 


Z88 


Z46 








NT2RF300294S 


Z87 


zos 


Z73 


3.15 


3.80 


3.22 


3.02 


3.24 


4.14 








NT2RP30029S3 


Z95 


Z20 


Z80 


3.91 


2.99 


Z13 


3.94 


4.99 


3.35 








NT2RF30a2955 


3.21 


Z28 


Z19 


Z68 


3.66 


Z17 


Z8 


4.04 


3.2 








NT2RF3002958 


5.15 


1.89 


3.75 


8.65 


9.49 


5.11 


5.86 


5.70 


7.9 








NT2RF30a2969 


8.37 


4.79 


4.07 


7.09 


7.89 


5.99 


3.82 


539 


8.02 








NT2RF30a2972 


Z45 


1.77 


1.17 


3.30 


433 


6.41 


Z37 


330 


4.2 


* 


+ 




NTZRP30Q2978 


3.51 


1.12 


0.76 


1.57 


Z29 


1.16 


1-76 


Z22 


Z49 








NT2RP3002983 


Z09 


1.72 


1.47 


Z93 


4.10 


433 


13 


4.04 


1.42 


* 






NT2RP30a29S5 


2.93 


1.24 


0.64 


1.80 


137 


1.56 


1.03 


3.24 


1.64 








NT2RP3002988 


3.04 


IJO 


U3 


Z69 


Z87 


Z12 


Z09 


Z69 


1.72 








NT2RP30a3000 


5.52 


4,04 


3.47 


8.75 


7.05 


6.47 


5.37 


5.35 


7.11 


• 


+ 




NT2RF30a3008 


3.30 


1.49 


1.41 


3.13 


Z40 


Z15 


3.61 


138 


Z05 








NT2RP30a30U 


5.75 


Z52 


Z34 


Z71 


Z38 


1.98 


3.89 


1.73 


1.65 








NT2RF30a»15 


3.67 


Z39 


1.41 


Zll 


1.98 


Z12 


Z64 


2.73 


1.76 








KnRP3003O18 


5.19 


3.49 


Z94 


3.09 


5.88 


7.34 


Z45 


3.41 


8.68 








NT2RP30030I2S 


4.42 


Z89 


Z76 


3.64 


5.83 


5.34 


3.92 


Z05 


3.21 








NT2RP3003O29 


5.92 


3.71 


339 


6.44 


6.11 


4.11 


7.41 


7.78 


5.42 








NT2RP30Q3Q32 


8.58 


- 6.19 


7.17 


18.73 


18.81 


11.60 


10.2 


11.99 


14.12 


* 




♦ + 


NT2RP3003041 


0.23 


0.21 


0.07 


0,41 


0.42 


0.07 


0.35 


0.34 


-0.17 








NT2RF3003044 


7.25 


333 


3.53 


7.47 


6J1 


4.80 


5.47 


4.15 


4.63 








NT2RF3003047 


14.58 


8.48 


8.68 


11.39 


1Z06 


11.40 


11-77 


9.28 


11.88 








NT2RP3003050 


6.53 


Z71 


3.77 


5.22 


5.47 


3.84 


5,66 


4.93 


439 








NT2RP3003053 


17.07 


9.71 


8.94 


14.88 


15.92 


^.90 


14.19 


12.88 


11.32 








NT2RF3O(0O59 


Z32 


1.74 


Zll 


Z95 


Z30 


1.48 


1.32 


1.45 


1.42 






♦ 


NT2RP3003061 


4.13 


. Z99 


Z62 


331 


4.22 


Z44 


3.64 


4.14 


3-12 








NT2RP30Q3068 


7.07 


5.01 


4.05 


8.08 


8.01 


6.86 


3.94 


4.27 


5.35 








NT2RP30Q3071 


7.18 


5,69 


5,64 


1933 


14.10 


9.02 


333 


6.99 


4.86 








^n^2IU•3003076 


20.24 


13.69 


11.73 


17.25 


17.10 


20.23 


1Z75 


12.44 


19.06 








NT2RF30Q3078 


6.31 


1.99 


Z60 


4.81 


642 


5.61 


4.7 


3.16 


4.19 








NT2RF30d3O81 


5J8 


3.59 


4.40 


7.90 


10.09 


9.19 


6.n 


5.95 


6.74 


•* 




♦ + 


NT2RP30a3090 


4.22 


Z78 


Z81 


6.19 


7.29 


6.41 


3.45 


3-07 


3.62 


•* 






NT2RP3003O97 


2.80 


1.80 


Z13 


3.12 


4.85 


3.19 


4.1fi 


3.63 


2.96 






• + 


NT2RP3003W8 


3.43 


1.98 


Z02 


2.28 


3.12 


Z15 


Z15 


2.67 


Z43 








NT2RP3003i01 


5.48 


5.07 


5.35 


6.08 


7.76 


5.95 


4.95 


1 7.09 


5.03 








NT2RP3003109 


1431 


7.48 


6.90 


18.37 


16.28 


14.44 


15.1il 


\ 17.70 


14.3 


; 






NT2RF3003121 


150.7e 


> 6.07 


4.19 


6.53 


16.16 


537 


3Z55 


? 5.96 


25: 








NT2RP3003153 


6.04 


4.14 


3.20 


8.62 


1338 


13.91 


5.1^ 


> 4.56 


8.9] 




+ 




NT2RP3003137 


10.77 


5.97 


6.19 


4.43 


6.11 


4.14 


3.4] 


3.49 


4.^ 


I 






NT2RP3003138 


5.81 


4.35 


3.40 


6.66 


5.96 


5.22 


1.9< 


} Z76 


Z9: 


J 
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TmRP3003139 


Z43 


1.97 


1.82 


4.72 


6.45 


3.81 


3.26 


3.26 


4.15 ' 










NT2RP5003I4S 


2.66 


3.16 


Z32 


3.58 


4.86 


432 


5.45 


3.67 


3.72 ' 




V 






NT2RP3003150 


4.45 


3.91 


3.35 


3.70 


3.28 


5,66 


5.36 


4.59 


2.96 










NT2RP3003157 


15.45 


8.45 


11.15 


23.44 


2738 


18.86 


11.74 


13.90 


10.21 ' 




V 






NT2RP3003185 


3.41 


2.15 


1.16 


2.42 


3.21 


333 


3.63 


231 


4.07 










NT2RF30a3193 


5.13 


4.24 


4.83 


11.32 


20,09 


13.42 


6.1 


6.95 


8.42 




f 




f 


NT2RP30a3W 


3.94. 


1.73 


204 


2:63 


7.18 


5.13 


2.76 


3.02 


4.74 










NT2RF3003203 


10.74 


6.48 


7J7 


9.78 


9.35 


10.34 


12.74 


U49 


16.29 








f 


NT2RF3003204 


5.10 


4.07 


4.28 


9.44 


9.51 


935 


6.59 


638 


5.8 






* 




NT2RP3003210 


Z87 


2.26 


2.76 


438 


4.94 


5.68 


4.02 


4.31 


4.86 




f 




4- 


NT2RP3003212 


3.99 


3.41 


3.08 


11.16 


9.44 


5.92 


5.65 


5.21 


4.76 


• 


4- 


•* 




NT2RP3003213 


3.64 


lil 


1.06 


6.12 


6.44 


4.09 


4.51 


334 


3.74 


• 


if 






NT2RF3003224 


4.97 


2.24 


Z03 


5.15 


4.35 


3.48 


1.88 


2.89 


5.66 










NT2RP30ft3226 


6.57 


4.20 


3.82 


5.03 


7,40 


7.29 


3.35 


4.03 


333 












5.88 


2.80 


3.00 


5.34 


633 


3,95 


6.24 


6.52 


4.93 










NT21t P3IMI32jI5 


5.68 


3.50 


3.55 


11.57 


10.99 


831 


10.86 


10.22 


8.85 












1 fin 


1.56 


:L56 


2.17 


A.IU 


1/.OA 


7M 

A.OO 


3 62 


A,.?** 










A A JVr^VW AS 1 


6.96 


4.06 


5J8 


8,26 


9.86 


10.16 


5.03 


5.10 


5.01 


* 








NT2RP3003252 


3.92 


3.17 


2.70 


436 


6.32 


3.73 


3.3 


3.53 


3.19 












4 44 


4.88 


.i.51 




7 57 


6.20 


6,76 


S S7 


807 










NT2RT*3IM32lSiO 


10.73 


5 21 


4.49 


5.79 


7.69 


5,80 


4 33 


3 4S 


7,99 










NT2RP3003264 


3.02 


332 


2.19 


1538 


18.86 


12.82 


6,5 
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68.88 
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9.15 
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13.25 


18.23 
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14.62 


13.98 
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9.49 


5.18 


4.64 


14.32 
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9.78 


4.92 


6.78 


9.43 
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3.33 


0.85 


1.71 


2.01 
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1.46 


4.34 
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3.61 
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4.66 
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3Z4 


4.1 
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10.39 
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1Z35 
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135 


1.43 
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4.50 
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0.95 
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0.60 
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131 


133 
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20.49 


24.43 
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Z37 
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1.48 
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5.60 


3.82 
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4.41 


8.08 
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3,90 
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11.88 
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5.91 
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4.29 
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6.01 




4- 


** 




NT2RF4002461 
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5.72 


1Z39 


9.75 
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7.77 
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7.06 
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SM 


4.56 
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5.14 
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4.72 


7.44 
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2.48 


3.27 


2,89 


3.72 


3.06 


3.47 
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5.11 
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8.97 


7.80 


4.9 
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3.78 
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4.11 


4.44 
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5.29 
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1.87 
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3,67 
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7.95 








4. 


NT2RP40Q2591 
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7.78 
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7.6 
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4.47 
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6.98 
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7.80 


7.44 










NT2RP4002ti28 
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7.50 


7.90 


1Z59 


11.82 


9.24 


5.81 


7.23 


4.46 










NT2RP4002630 


3.81 


2.47 


2.90 


6.D0 


Z15 


4.82 


6.13 


6.96 


4.18 
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4.77 


Z18 


3.85 


Z27 


2.26 


2.48 


1.79 


3.34 


1.18 
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3.54 


3.33 


4.53 
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4.41 


5.45 
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8.63 
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5.66 


43 
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• 


. 
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NT2RP4002784 
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NT2RP4002832 


2.65 


Z09 


Z28 


3.38 


Z40 


2.76 


1.95 


3.23 
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NTZRP4002884 


17.66 


6.25 


9.46 


10.83 


9.85 


8.92 


15.05 


14.77 


10.31 
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13.44 


13.63 
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3.65 
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3,46 
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6.79 


1.23 


2.84 


16.01 


14.42 
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12.06 


10.10 


634 
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30.09 


25.05 
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6.87 
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Nr2RP50(l3522 


5.00 


331 


4.09 


6.05 


5.02 


4.70 


4.69 


4,96 


3.11 
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2.66 


1.03 


1.85 


3.05 


3.14 


2.14 


2.01 


1.80 


0.86 










NT2RP5003S27 


27.32 


17.39 


20.11 


33.15 


29.19 


33.15 


34.18 


28.33 


30.99 










NT2RP5003531 


6.09 


4.05 


3.52 


14.63 


15.87 


13.17 


18.91 


10.15 


13.33 
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NT2RP5003534 


4.69 


3.24 


2.48 


436 


5.46 


3.21 


3.85 


3.74 


4.1 










NT2RP6000020 


14.93 


5.50 


7.94 


19.43 


12.24 


14.47 


28 


17,69 


22.01 










NT2RP6000022 


2.09 


1.92 


I.IO 


2.89 


3.69 


3,48 


1.85 


3.95 


3.04 




+ 






NT2RP6000050 


6.72 


2.85 


169 


5.15 


4.13 


6.91 


3.13 


4.74 


4.15 










NT2RP6000063 


4.32 


1.86 


2.74 


4.12 


3.95 


5.49 


4.77 


5.84 


5.17 










NT2RP6000Q74 


7.65 


3.63 


3.82 


5.82 


4.62 


5.47 


3.91 


5.25 


4,12 










NT2RP60000fl3 


7.65 


4.46 


4.22 


5.62 


7.05 


9.12 


4.96 


6.80 


6.49 










NT2RP60(M)100 


8.20 


3,69 


3.69 


1131 


10.03 


10.20 


5.69 


6.11 


4.22 


• 


+ ' 






NT2RP6000123 


8.42 


4.03 


3.87 


7.40 


6.54 


4.76 


5-08 


5.14 


4.33 










NT2RP6000129 


5.14 


2.45 


3.11 


3.95 


4.30 


4.21 


3.96 


4.16 


437 










NT2RP6000i47 


3.79 


2.50 


3.26 


15.24 


15.27 


11.86 


26.48 


14.22 


25,1 


** 


+ 




+ 


NT2RP60001^ 


1.43 


1.14 


1.15 


3.25 


1.30 


2.00 


1.02 


Z54 


1.73 










NT2RP6000181 


7.19 


4.67 


4.25 


6.16 


6.80 


4.73 


6.67 


5.10 


6.2 










NT2RP6000182 


5.25 


3.12 


3.43 


5.76 


4.23 


7.79 


3.45 


3.70 


2.44 










OVARClOOOOOl 


4.47 


Z05 


Z92 


5.01 


4.27 


3.71 


5.92 


4.78 


4.37 










OVARC10000a3 


4.03 


2.27 


Z17 


333 


4.26 


1.98 


1.87 


Z81 


4.16 










OVARC1000004 


69.94 


45.81 


40.28 


31.28 


3332 


34.13 


14.2 


20.99 


22.91 








- 
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Z75 


1.60 


1.91 


3,55 


3.17 


X27 


339 


3.71 


332 






• 


4- 
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338 


Z31 


1.87 


3.88 


4.15 


3.20 


332 


435 


Z95 










OVARC1000014 


5.72 


Z95 


3.69 


6.24 


6.32 


5.61 


4.07 


4.99 


4.34 










OVARC1000017 


6.14 


3.05 


3.33 


4.90 


5.12 


5.05 


3.15 


5.17 


5.31 










OVARC1000026 


55.69 


36.49 


45.68 


51.02 


60.13 


48.46 


28.42 


36.95 


25.22 










OVARC1000035 


9.77 


8.46 


8.93 


13.12 


14.00 


9.30 


7.02 


5.89 


5.3 










OVARC1000(O7 


31,27 


16.99 


12.47 


49,92 


39.93 


32.59 


18.22 


25.08 


32.08 










OVARC1000Q58 


10.77 


5.52 


3.11 


12.87 


13.32 


13.63 


6.74 


5.82 


8.66 
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3.24 


1.54 


1.26 


3.04 


2.70 


2.45 


2.09 


2.66 


3.05 
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109.44 


102.05 
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180.67 
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• 


+ 
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16.13 


9,03 


10.85 


16.27 


1532 


17.85 


9.32 


13.62 


11.15 
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5Z35 


57.44 


84.93 
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46.89 


5531 


5531 
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4.18 


7.09 
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8.13 


5.87 


6.77 


6.77 




+ 


• 


+ 
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1.80 
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437 
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8.26 


4.35 
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26.42 
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5.21 
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5,93 
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5.93 


5.93 
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1.58 
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11.87 
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4.72 
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4.57 


4.49 
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6.88 


3.30 


4.11 


6.26 


4.11 


4,48 


4.18 


5.80 


5.8 
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2.39 


0.93 


1.25 


1.87 


4,24 


1.53 


1.02 


3.43 


3,43 
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7.48 


2.50 


4.22 


1235 


13.51 


9.27 


4.79 


6.14 


6.14 










OVARC1000208 


7.66 


5.85 


6.85 


11.11 


11.76 


10.78 


8.71 


6.63 


6.63 










OVAHC1000209 


5.19 


2.21 


3-10 


4.98 


5.19 


3.99 


3,67 
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6.12 
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6.47 


4.36 


11.32 


1235 


7.25 


6.14 


7.12 


7.12 










OVARC1000302 


3.96 


1,75 


1.50 


3.75 


4.71 


3.28 


Z04 


3.19 


3.19 










OVARCI000304 


6.08 


4.82 


3.98 


7.97 


737 


5.26 


4.58 


6.93 


6.93 










OVARC1000307 


5.1 


1.95 


3.30 


4.25 


2.68 


4.18 


3.69 


3,54 


334 










OVARC1000309 


6.17 


3; 11 


3.95. 


6.94 


535 


4.98 


5.49 


5.61 


5.61 










OVARC1<)00312 


4.47 


231 


2.62 


3.43 


3.39 


3.03 


5.14 


4.44 


4.44 










OVARC1C00313 


7.23 


3.04 


5.41 


6.92 


631 


4,37 


7.31 


10.70 


10.7 










OVARC1000321 


8.81 


5.88 


6.66 


13.97 


15.87 


13.56 


14.26 


1233 


1Z53 




+ 




+ 


OVARCt000326 


3^94 


3.57 


7-28 


339 


3.18 


3.94 


3.62 


3.71 


3.71 










OVARC1000327 


4.66 


Z13 


3i.59 


738 


4.82 


434 


3.97 


5.68 


S.6f 










OVARC100Q331 


6.82 


4.80 


4.04 


7.15 


6.72 


8.39 


4.61 


6.40 


0.4 










OVAKC10U0335 


5.22 


3,45 


:».o& 


0.17 


5.7o 


O.Ui 


4.yy 






0 


+ 






OVARC 1000347 


2,86 


Z21 


1.39 


l,/4 


2.06 




■1 TO 

l./y 


T t\1 

3.03 


1 AT 

3,03 










nv ARC 1000118 


7.01 


4.29 


4,68 


13.43 


12.42 


16.47 


7,65 


8.17 


8.17 


*• 


4. 


♦ 


4. 


OVARC1000363 


4.22 


3.97 


3.08 


6.15 


6.28 


7.74 


2.83 


4.38 


4,38 




+ 






OVARC1000377 


2.82 


1.76 


:i.53 


3.08 


233 


1.71 


0.35 


Z23 


Z23 










OVARC1000582 


5.76 


1.98 


3.91 


4.79 


5.06 


3.60 


4,10 


6.90 


6,9 










OVARC1000384 


6.K 


► 530 


4.11 


6.76 


8.20 


10.33 


8.85 


9.44 


9.44 




+ 




+ 


OVARC1000401 




1.75 


1.96 


2.8C 


► 2.28 


Z89 


Z67 


3.48 


3.4€ 










OVARC100040£ 


114.7f 


80.20 


83.37 


88.01 


73.54 


11934 


90.62 


95.77 


95.7- 










OVARC1000407 


4.< 


i 3,44 


,3.17 


53« 


\ 5.61 


8.84 


5.08 


4.38 


4.3€ 










OVARC10004O8 


16.J 


\ 13.53 


12.64 


4531 


4Z22 


49.78 


26.85 


3Z12 


3Z12 


! *• 


+ 






OVARC1000410 


\ 6.7] 


4.55 


5.34 


4.f 


> 7.22 


6.74 


6.55 


6.11 


6.3] 


I 








OVARC1000411 


3.3; 


> 1.84 


Z60 


3.9] 


7.15 


Z94 


1.78 


2.39 


Z3S 


) 
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UV/VKdUUU414 


2.94 


Z41 


3'.01 


5.83 


4.82 


5.60 


3.16 


3.78 


3.78 




4- 


• 


4- 




11.4 


0.17 




9.95 


9.38 


10.06 


t0.09 


13.16 


13.16 










i> V AKL. 1UUD42 1 


o.o 


D.7o 




8.33 


7.86 


10.75 


8.17 


. 6.59 


6.59 










OVAKCWJWHZv 


3.68 


Z71 




3.26 


4,27 


4.49 


3.23 


3.96 


3.% 










OVAKC1000431 


28.24 


22.85 


26.14 


17.5 


18.78 


21.85 


14.12 


15.50 


15.5 


• 






- 


OVARC1000437 


4.74 


2.97 


4,16 


5.12 


6.15 


7.20 


4-22 


6.60 


6,6 










OVARC1000439 


7.31 


6.90 


^.38 


7.44 


6.69 


8.00 


6.48 


4.83 


4.83 










OVARC1000440 


10.79 


6.84 


6.93 


7.88 


7.24 


7.80 


6.48 


7.22 


7.22 










OVARC1000442 


5.47 


3.48 


:;.90 


10.37 


8.05 


7.61 


4.21 


5.71 


5.71 


« 


+ 






OVARC1000443 


2.37 


1.87 


Z77 


3.52 


3.55 


4.55 


Z82 


6.19 


6.19 




+ 






OVARC1000461 


339 


2.34 


Z79 


3.41 


2.83 


236 


4.13 


3.34 


3.34 










OVARC100046S 


4.49 


3.75 


4.70 


4.65 


4.57 


4,49 


3.93 


Z86 


Z86 










OVARC1000466 


5.63 


3.82 


4.46 


5.01 


4.97 


7.62 


6.00 


5.12 


5.12 










OVARC1000467 


3.64 


133 


Z91 


3.88 


3.66 


4.53 


4.40 


432 


4.32 






• 


+ 


OVARC1000470 


4.4 


2.42 


][.89 


776 


731 


737 


4.36 


3.86 


3.86 


«* 


+ 






OVARC1000473 


5.77 


6.12 


:L59 


5.13 


4.08 


6.65 


4.72 


6.17 


6.17 










OVARC1000479 


10.65 


6.40 


6.55 


8.36 


8.23 


12.25 


774 


6.99 


6.99 










OVARCI00(K»4 


7.73 


3.54 


4.68 


14.41 


17.12 


13.60 


11.04 


9.93 


9.93 


** 


+ 


• 


+ 


OVARC10004S6 


3.13 


1.48 


1.74 


5.56 


5.39 


7.63 


430 


3.04 


3.04 




+ 






OVARC1<M)0496 


0.32 


0.95 


1.13 


0.23 


0.59 


1.74 


1.38 


0,85 


0.85 










OVARC1000520 


0.79 


1.22 


1.43 


1.76 


1.97 


2.08 


Z17 


1,68 


1.68 


* 








OVARC1000521 


4.89 


4.05 


3.21 


7.99 


&62 


1ZX3 


838 


8.73 


8.73 


* 




*• 


+ 


OVARC1000526 


5,23 


3.76 


3.40 


9.44 


8.41 


9,79 


6.60 


6.83 


6.83 






mm 


+ 


OVARC1000529 


8.29 


5.03 


3.79 


8.43 


8.08 


7.91 


633 


6.00 


6 










OVARC1000S33 


13.85 


10.76 


930 


10.46 


10.65 


9.69 


10.80 


10.74 


10.74 










OVARC1000S43 


Z14 


1.23 


0.78 


1.99 


1,06 


1.67 


134 


1.95 


1.95 










OVAROOOQSSO 


3.95 


Z99 


2.96 


3.41 


5.27 


5.08 


3.89 


3.69 


3.69 










OVARCi0005S3 


7.96 


639 


6.63 


10.34 


11.92 


1232 


8.20 


8.94 


8.94 


«« 




m 


+ 


OVARC1000556 


Z91 


Z73 


2.33 


4.64 


436 


437 


330 


5.76 


5.76 




+ 






OVARC100Q557 


1.8 


ZOO 


Z08 


3.66 


Z89 


338 


Z75 


Z23 


Z23 










OVARC100a561 


5.49 


5.12 


4.27 


1Z79 


11.21 


1235 


4,34 


6.50 


63 


** 


+ 






OVARC100Q564 


11 


4.97 


4.49 


639 


9.03 


5.47 


5.12 


5.72 


5.72 










OVARC1600573 


3.43 


154 


1.73 


4.84 


5.71 


5.20 


3.22 


Z70 


Z7 




+ 






OVARC100Q576 


2Z35 


9.42 


1158 


14.84 


14.82 


13.96 


18.96 


21.39 


21.39 










OVARC1000S78 


3.78 


1.92 


1.91 


7.25 


4.00 


7.95 


3.26 


3.45 


3.45 


m 


+ 






OVARC1000581 


Z32 


0.98 


1.31 


239 


2.02 


230 


0.87 


Z36 


Z36 










OVARC10(WS86 


4.15 


3.94 


3.82 


5.69 


4.46 


5.03 


7.98 


937 


9.37 


* 




•* 




OVARC1000588 


3,09 


232 


2.34 


6.24 


5.07 


6.64 


3.10 


4.00 


4 






» 


+ 


OVARC1000605 


3.48 


1.27 


1.57 


3.94 


3.34 


1.96 


Z17 


334 


3.54 










OVARC1(K)0622 


16.94 


7.82 


7.29 


28.21 


27.34 


23.72 


13.10 


15.48 


15.48 


• 


+ 






OVARC1000636 


7.07 


3.14 


Z94 


8.06 


7.46 


5.78 


4.15 


5.40 


5,4 










OVARC1000640 


1.93 


1.10 


Z17 


Z95 


3.95 


Zll 


1,86 


Z87 


2.87 










OVARC1000649 


6.55 


3.47 


4.45 


4.81 


4.28 


3.96 


4.42 


5.10 


5.1 










OVARCJI000661 


8.83 


4.09 


5.47 


742 


7.41 


7.08 


6.76 


735 


7.35 










OVARC10(M77 


5,49 


3.25 


4.84 


5.23 


4.19 


5,75 


3.47 


4.95 


4.95 










O VARC 1000678 


3.24 


Z45 


Z41 


6.56 


3.68 


335 


3.07 


3.23 


3.23 










OVARC10D0679 


Z29 


Z05 


Z51 


5.5 


7.69 


3.61 


Z67 


3.02 


3.02 


• 


+ 


• 




OVARC1000681 


3.04 


1.58 


Z55 


Z83 


3.65 


Z16 


1.27 


3.32 


3.32 










OVARC1000682 


534 


Z89 


3.15 


10.89 


12.80 


6.98 


6.81 


6.70 


6.7 


• 




• 




OVARC10006S9 


6.35 


Z64 


5.24 


6.82 


5.05 


3.15 


3.89 


5.86 


5.86 










OVARCIOOOTOO 


4.87 


236 


3.84 


6.43 


633 


5.87 


538 


3.71 


3,71 


• 








OVARC1000703 


6.09 


5.10 


4.50 


10.85 


8.68 


9.16 


5.32 


6.24 


6.24 




+ 






OVARC1000722 


6.99 


3.21 


3.22 


IJ 


5.28 


6.60 


3.85 


5.25 


5.25 










OVARC1000726 


12.55 


5.82 


7.48 


9.62 


7.07 


837 


9.99 


8.90 


8.9 










OVARCIOOOTI? 


8.32 


3.91 


3.99 


6.93 


6.40 


4.72 


3.99 


5.01 


5.01 










OVARC1000730 


6.1 


3.39 


3.84 


6.3 


I 8.93 


639 


Z98 


3.46 


3.46 











612 



EP 1 130 094 A2 



Table 311 



OVARC1000741 


7.47 


3.93 


4.05 


6.71 


8.34 


4.11 


5.58 


6.82 


6.82 






OVARC100(r746 


2.7 


1.49 


1.95 


3.42 


4.80 


3.86 


2.21 


-3.03 


3.03 ' 






OVARC1000764 


9.15 


7.18 


6.73 


6.1 


5.81 


7.27 


6.23 


6.93 


6,93 






OVARC1000769 


1.96 


2.22 


1.65 


4.18 


3.56 


4,40 


2.93 


2.93 


Z93 






OVARC1000771 


3.36 


1.52 


2.49 


4.38 


3.35 


3.58 


3.00 


4.34 


4.34 






OVARC1000773 


223.93 


75.55 


197.24 


131.33 


115.24 


132.74 


69.02 


82.73 


82.73 






OVARC1000775 


5.89 


2.38 


2.57 


10.9 


11,89 


6.67 


5.95 


7.36 


7.36 


* + 




OVARC1000778 


5.16 


Z89 


2.70 


7.19 


7.19 


4.94 


4.21 


3.79 


3,79 






OVARC1000779 


1.34 


0.25 


168 


0.81 


2.17 


1.66 


0.98 


2.78 


2,78 






OVARC1000781 


3.01 


Ul 


1.81 


3.21 


4.12 


3.42 


2.43 


3.96 


3.96 






OVARC1000787 


5.12 


1.26 


:!.40 


6.21 


4.91 


6.16 


2.68 


3.80 


3.8 






OVARC1000789 


17.92 


1Z51 


11.26 


12.68 


1130 


14.18 


752 


8.71 


8.71 






OVARCIOOOSOO 


10.27 


6.21 


6-25 


13.32 


11.12 


11.87 


8.07 


9.42 


9.42 


• + 




OVARC1Q00S02 


3.94 


1.53 


134 


4.85 


551 


3.97 


3.28 


3.23 


3.23 






OVARC1000810 


7.31 


2.74 


2.89 


9.23 


8.19 


6.66 


4.42 


6.46 


6.46 






OVARC1000811 


4.94 


1.49 


1.98 


3.69 


5.14 


3.20 


2.80 


3.11 


3.11 






OVARC1000814 


8.98 


4.85 


4.30 


1Z34 


14.84 


13.49 


5.29 


9.28 


9.28 


* + 




OVARC1000816 


5.55 


2.23 


3.34 


6,25 


6.38 


4.13 


4.96 


10,86 


10.86 






OVARC1000817 


0.67 


0.84 


0.17 


1,03 


1.43 


0.88 


1,03 


1.18 


].18 






OVARC1000834 


7.9 


3.52 


4.48 


7.01 


4.99 


6.90 


5.30 


8.11 


8.11 






OVARC1000846 


8.76 


5.89 


5,62 


13.33 


13.07 


12.45 


7.92 


&86 


8.86 






OVARClOOOSSO 


4.55 


4.35 


3.79 


5.06 


4.86 


651 


5.09 


5.93 


5.93 




• + 


OVARC10008S3 


10.26 


6.75 


7.96 


17.45 


22.42 


13.77 


15.27 


17.34 


17.34 


♦ + 




OV ARC 1000862 


Z31 


151 


1.67 


2.98 


3.34 


3.48 


Z84 


3.92 


3.92 


*• -f 


* + 


OVARC100(IS73 


5,08 


3.94 


356 


7.67 


7.81 


9.71 


8.49 


9,22 


,9.22 


*• + 




OVARC1000S75 


13.15 


732 


6.94 


10.33 


8.49 


11.65 


7,63 


12.92 


12,92 






nVARP 100(1876 


3.56 


1.95 


2.71 


3.83 


2.75 


3.80 


Z91 


3.90 


3.9 






\/ T XWWMXJ 




S 70 


7.03 


742 


6.63 


8.18 


6.12 


1030 


10,3 








1.99 


1.85 


0.96 


2.91 


2.72 


4.05 


1.81 


1.84 


1.84 


* + 






7Q 


390 


330 


5,23 


459 


3.88 


4.18 


4.19 


4.19 




« 4 




10.1Z 


0 71 


ft 77 


13.23 


13.98 


12.06 


8.12 


8.78 


• 8.78 








Q 1A 




ft S7 


6.77 


7.63 


5.67 


3.14 


5,82 


5.82 










11*^1 




0 ^7 

U.J / 


0.73 


3.37 


0.82 


2.14 


2,14 












1 




2.12 


2.69 


2.76 


3.24 


3.24 








1 7R 








2.20 


2,36 


1.62 


3.25 


3,25 








6.15 


3.81 


2,82 


7.18 


8.08 


11.76 


6.61 


654 


654 






O VAJtC 1000916 


3.99 


3,47 


3.85 


4.78 


5.13 


5.34 


5.36 


5.24 


5.24 


♦* 4 


+. . 


OVARd000924 


3.43 


2.14 


2.20 


3.95 


5.25 


6.94 


3.56 


2.87 


Z87 


* + 




OVARC1000928 


Z3 


1.45 


1.90 


Z94 


5.2I 


2.82 


3.59 


430 


4.3 




•* + 


OVARC1000936 


2.24 


1.71 


1.41 


6.64 


6.60 


5.33 


2.20 


. 451 


451 


*• + 




OVARC1000937 


4.37 


3.36 


3.65 


4,37 


4.24 


5.18 


4.25 


6.07 


6.07 






OVARC1000945 


6.45 


6.49 


555 


5.48 


7.78 


7.98 


6.71 


7.64 


7.64 






OVARC1000948 


0.7 


1.14 


1.80 


0.8 


■ 1.44 


1.73 


1.79 


1,83 


1.83 






OVARC1000956 


ASl 


3.81 


4,84 


5.21 


457 


6.49 


5.02 


4.22 


4.22 






OVARC1000959 


3.91 


129 


251 


6.03 


637 


10.71 


4,34 


3.63 


3.63 


♦ + 




OVARC1000960 


1558 


12.49 


8.74 


25.21 


26.65 


32.56 


13.09 


13.48 


13.48 


** + 




OVARC1000964 


7.4 


4,78 


4.49 


6.36 


5.85 


5.60 


6,26 


4.60 


4.6 






OVARCt000971 


il5 


0.88 


1.23 


2.29 


3.01 


2.68 


1.01 


1.16 


1.16 


• + 




OVARC1000975 


3.59 


2,39 


Z50 


3,12 


3.77 


3.56 


3.45 


3.78 


3.7J 






OVARC1000976 


1.43 


1.10 


0.67 


1.41 


' 1.70 


1.61 


1.96 


1.76 


1.7f 




* + 


OVARC10009S1 


4.1'3 


' 3.59 


2.08 


3.8e 


» 4.73 


5.67 


653 


5.87 


5,8; 


r 




OVARC10009S2 


5.2J 


t 3.08 


4.53 


3.9? 


> 3.64 


7.26 


3.94 


5.23 


5.2< 


1 




OVARC1000984 


-m 


\ 2.32 


3,02 


4.83 


t 431 


6.06 


3.98 


4.72 


4.7: 


I • + 




OVARCI000995 


6.2J 


358 


3.62 


10.0: 


11.01 


12.54 


6.34 


8.81 


8.8] 


I + 




OVARC100099< 


14^ 


0.93 


1.29 


3.r 


3.01 


2.60 


1.59 


2.15 


Zl^ 


i • + 




OVARC100099S 


13.8] 


I 7.04 


7.16 


18.7] 


I 16.83 


17.82 


9.89 


10.20 


10.: 


I * + 
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OVARCIOOIOOO 


10.01 


7.69 


7.61 


19.45 : 


Z3.56 ] 


t8.96 


10.07 


11.74 


11.74 ' 




* + 


OVARC1001004 


1.03 


0.80 


0.91 


1.57 


Z14 


1.61 


1.90 


1.48 


1.48 ' 




* + 


OVARClOOlOlO 


1,8 


1.08 


0.56 


1.62 


136 


Z03 


135 


1.40 


1.4 






OVARClOOlOll 


3.43 


2.88 


3.13 


3,51 


3.30 


4.55 


2.89 


3.10 


3.1 






OVARCIODMOO 


38.32 


24.93 


m.7i 


46.79 


4135 . 


50.96 


53.76 


59.72 


59.72 ' 


* + 




OVARC10ai032 


1,55 


1.32 


1.67 


3.18 


238 


Z77 


Z83 


137 


137' 






OVARC1001034 


2.4 


1.70 


Z13 


3.14 


3.10 


3.44 


ZOl 


Z66 


Z66 






OVARC100103S 


12.68 


934 


7.92 


11.12 


13.30 


12.41 


675 


6.49 


6.49 






OVARC1001040 


8.91 


6.59 


4.66 


14.02 


4.04 


9.13 


7.93 


7.81 


7.81 






OVARC1001041 


6.31 


3.56 


431 


8.16 


10.01 


10.61 


5.62 


4.95 


4.95 






OVARC1001044 


1.81 


1.80 
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PLACE10a7226 


4.6 


ZIS 


1.44 


3.72 


3.17 


3.32 


4.10 


4.25 


4.25 










PLACE1007238 


4.59 


1.78 


4.87 


4.05 


4.43 


Z63 


3.54 


Z85 


Z85 










PLACE1007239 


4.19 


Z58 


2.67 


5.05 


3,84 


Z86 


3.07 


4.50 


4.5 










PLACE1007242 


3.6 


1.20 


1.84 


1.27 


ZIO 


2.41 


1.99 


Z58 


Z58 










PLACE1007243 


10.2 


5.01 


6.25 


4.24 


5.71 


6.21 


7.36 


6,08 


6.08 










PLACE1007247 


3.28 


ZIO 


1.67 


14,75 


8.63 


15.61 


4.03 


8,60 


a6 


mm 


+ 




+ 


PLACE10a7257 


7.61 


5.72 


7.16 


3.66 


3.64 


3,79 


1.96 


3.64 


3.64 




- 


m* 


- 


PLACE1007274 


4.38 


i42 


3.36 


7.38 


8.79 


6.79 


3.07 


4.64 


4.64 


«* 


+ 






PLACEi007276 


Z97 


1.43 


1.54 


2,93 


Z81 


Z34 


1.57 


3.92 


3.92 










PLACE1007282 


8.6 


4.51 


8.76 


10.51 


12.35 


10.29 


22.66 


27.14 


27.14 






mm 


+ 


PLACE1007286 


6 


1.42 


3.35 


6.08 


8.09 


5.91 


3.36 


4.27 


4.27 










PLAC£10a7296 


5.96 


3.96 


4J6 


9.09 


9.08 


8.48 


6.51 


8.92 


8.92 




+ 


m 




PLACE1007301 


1.48 


0.84 


0.72 


0.94 


1.65 


0.98 


0.49 


0.96 


0.96 










PLACE1DD7314 


7.72 


5.09 


4.39 


7.99 


9.50 


9.98 


8.19 


8,10 


8.1 


* 


+ 






PLACEl0a7317 


1.71 


0.70 


0.71 


2.11 


Ml 


1.58 


138 


1.29 


1.29 










PLACE1007329 


1.19 


1.05 


0.73 


3.19 


Z34 


1.79 


1,73 


Z65 


Z65 




+ 


m 


+ 


PLACE1007338 


5.4 


1.79 


2.69 


4.68 


5.71 


4.16 


3.17 


5.55 


5.55 










PIACE1007342 


Z46 


2.38 


1.37 


Z04 


2.30 


2.39 


Z65 


5.91 


5.91 










PIACE10a7345 


2.86 


3.45 


1.69 


3.47 


3.23 


3.18 


2.59 


3.21 


3.21 


* 








PLACE1007346 


5.8 


4.00 


4.67 


8.73 


7.57 


8.39 


4.92 


8.73 


8.73 


mm 


+ 






PLACE1007359 


3.11 


1.64 


2.21 


3.58 


Z56 


Z94 


3.24 


3.82 


3.82 






m 


+ 


PIACE1007367 


9.92 


5.57 


5.83 


12.43 


19.19 


16.79 


8.33 


10.26 


10.26 


m 


+ 






PLACE100737S 


1.77 


1.76 


1.63 


.2.23 


2.83 


2.75 


1.31 


0.63 


0.63 


* 




m 


- 


PIACE1007377 


4.63 


2.52 


2.53 


3.52 


3.56 


1.75 


Zll 


3.18 


3.18 










PIACE10O73S6 


1.87 


0.97 


0.83 


6.47 


6.90 


6.45 


4.13 


3.04 


3.04 






m 


+ 


PLACE10a7392 


2.72 


3.07 


3.82 


Z83 


2.94 


3.03 


Z89 


3.43 


3.43 










PLACE10O7402 


2.84 


2.88 


1.67 


3.44 


3,03 


Z39 


3.94 


Z99 


Z99 










PLACEI0O74O9 


0.93 


0.91 


1.34 


1.36 


1.18 


1.53 


1.35 


1.51 


1.51 










PLACE10O7416 


1.46 


1.48 


1.61 


3.34 


3.06 


3,14 


3.57 


4.84 


4.84 




+ 


mm 


+ 


PLACE1007420 


9.86 


15.04 


12.94 


15.1 


14.93 


2Z60 


15.85 


14.30 


143 










PLACEI0»7431 


0.76 


1.71 


1.22 


1.19 


Z25 


1.99 


1.64 


1-51 


1.51 










PLAC£l0a7450 


4.02 


1.67 


1.64 


5.21 


4.82 


5.24 


Z44 


Z49 


Z49 


* 


+ 






PLACE1007452 


2.24 


1.00 


1.94 


2.6 


Z82 


2.49 


1.40 


3.18 


3,18 










PLACE1007454 


lO.lH 


5.34 


5.33 


10.S 


} 13.21 


14.02 


9.07 


11.14 


11.14 


* 


+ 






PLACE1007460 


3.51 


2.45 


2.56 


3.4- 


f 3.50 


3.36 


Z34 


Z84 


Z84 










PLACE1007478 


1.85 


1.34 


0.98 


2.1^ 


\ 2.65 


Z21 


0.62 


1.89 


1.89 


• 








PLACE1007484 


1.62 


! 2.03 


1.82 


4.03 


t 4.26 


4.32 


4.30 


4.48 


4.4€ 


*• 


+ 


mm 


4 . 


PL4CE1007488 


2.83 


\ 1.13 


1.39 


ZOf 


i 1.66 


1.77 


1.01 


1.64 


1.6^ 










PLACE1007507 


4.1; 


r 3.85 


4.18 


3.4e 


> 1.91 


4.23 


1.30 


Z17 


2M 






mm 
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PLACE10075H 


1.09 


1.31 


0.68 


1.33 


1.45 


0,75 


0.90 


1.48 


1.48 










PLACE1007513 


4.69 


1.71 


2.94 


3.5 


3.66 


3.78 


3.32 


6.37 


6.37 










PLACE1007524 


6.92 


2.48 


2.90 


3.93 


4.08 


2.82 


1.80 


1.66 


1.66 










PLACE100752S 


4.99 


2.20 


2.97 


4.48 


531 


5.23 


Z35 


2.30 


2.3 










P1ACE1007537 


3.67 


3.75 


2.72 


3.67 


3.58 


4.70 


2.62 


4.19 


4.19 










P1ACE1007544 


1.23 


1.96 


1.26 


3.11 


3,23 


2.88 


3.01 


Z55 


2.55 


• « 


+ 






PLACE1(W7547 


3.83 


263 


2.50 


6.49 


5,11 


5.77 


296 


2.23 


Z23 


** 


+ 






PIACE1007557 


3.78 


2.86 


3.01 


6.18 


5.42 


6,26 


3.20 


3.81 


3.81 


«* 


+ 






PLACE1007560 


7.5 


4.33 


3.69 


5.21 


4.40 


3.63 


6.61 


8.29 


8.29 










PLACE10D7565 


1.39 


0.57 


0.51 


1,55 


0,69 


1.08 


1.27 


0.93 


0.93 










PLACE1007580 


0.78 


0.25 


0.56 


1.38 


0.71 


0.94 


133 


1.46 


1.46 








+ 


PLACE1007583 


1.68 


1.21 


136 


3.07 


1.74 


Z51 


1,23 


Z34 


Z34 










PLACE10»7591 


2.78 


0.84 


0.81 


2.91 


3-12 


3.09 


1.72 


Z45 


Z45 










PLACE10a7598 


4.1 


2.36 


3.10 


8.03 


7.01 


9.10 


4.75 


4.36 


4.36 


*« 


+ 






PIACE1007610 


0.9 


0.60 


0.89 


2.28 


1.49 


1.41 


1.23 


1.82 


1.82 




+ 




+ 


PLACE1007618 


1.76 


1.24 


1.15 


1.76 


2.07 


1.52 


1.03 


1.29 


1.29 










PLAC£t0a7621 


2.86 


1.26 


1.24 


zn 


331 


Z18 


1.97 


2.67 


2-67 










PLAC£1007«2^ 


6.13 


3.63 


3.43 


16.1 


18.88 


18.33 


14.85 


19.91 


19.91 




+ 


mm 


+ 


PLAC£10a7d32 


4.92 


2.23 


3.27 


3.4 


3.01 


3.01 


4.94 


4.29 


4.29 










PLACE1007635 


3.04 


0.96 


2.65 


X16 


2.56 


2.69 


1.76 


Z94 


Z94 










PLACE10a7645 


4.04 


1.20 


2.15 


4.72 


5.27 


5.01 


4.78 


4.87 


4.87 


* 


+ 


« 


+ 


PLACE1007649 


1.28 


0.79 


0.67 


1.29 


1.36 


2.38 


1.28 


Z15 


2.15 










PLACE1007^9 


4.23 


1.93 


2.69 


6.75 


3.97 


6.88 


Z94 


4,41 


4.41 










PLACE1007669 


6.2 


1.80 


2.99 


5.47 


6J3 


431 


3.57 


Z86 


Z86 










PLACE1007677 


4.22 


1.89 


1.71 


6.84 


8.75 


7.28 


3.90 


4.46 


4.46 


** 


+ 






PLACE1007688 


5.22 


1.69 


2.55 


2.63 


3.33 


Z71 


2.38 


2.43 


Z43 










PLACE1007690 


3.97 


2.16 


3.39 


4.09 


4.66 


3.97 


3.53 


4.50 


4.5 










PLACE1W7697 


1.72 


0.75 


0.98 


1.08 


0.70 


0,98 


1.28 


0.95 


0.95 










PLACE10a77O2 


1.76 


0.86 


1.32 


1.85 


1.37 


3.00 


2.01 


1.95 


1.95 










PLACE100770S 


2.4 


0.53 


1.89 


1.45 


2.19 


Z67 


2.64 


2.34 


234 










PLACE1007706 


2.8 


1.14 


1.84 


X88 


2.31 


Z20 


Z45 


Z27 


2.27 










PLACE10a7725 


3.27 


2.02 


1.52 


3.44 


3.01 


Z26 


1.89 


1.39 


1.39 










PLACE1007729 


3.75 


0.91 


0.48 


1.28 


1.88 


1.09 


1.35 


1.46 


1.46 










PLACEI007730 


4.12 


1.63 


2.33 


3.92 


2.43 


2.55 


1.94 


4.18 


4.18 










PLACE1007737 


4,58 


2.53 


1J8 


4.31 


5.53 


6.14 


3.60 


3.45 


3.45 










PLACE100T743 


1.47 


0.73 


0.61 


Z7 


2,78 


2.53 


1.94 


2.71 


2.71 


** 


+ 


m 




PLACE1007746 


3.82 


1,81 


2.10 


5.73 


338 


6.69 


6.74 


9.08 


9.08 






• * 


+. 


PLACE1007753 


2.19 


1.29 


1.71 


1.02 


1.20 


1.89 


1.49 


1,55 


1.55 










PLACE1007769 


0.98 


033 


0.69 


1.58 


1.14 


1.77 


1.01 


1,04 


1.04 


« 


+ 






PLACE10077gO 


4.5 


Z26 


1.99 


3.89 


4.09 


2.46 


Z36 


2.20 


2.2 










PLACE1007791 


5.12 


218 


2.04 


3.75 


4.60 


3.26 


Z31 


3,66 


3.66 










PLACE10O78a7 


2J5 


0.20 


1.17 


3.74 


3.71 


3.65 


3.45 


3,14 


3.14 


m 


+ 






PI^CEIOOTSIO 


1^ 


0.07 


0.47 


1,06 


0.82 


132 


1.17 


1,10 


1,1 










piACEiocmw 


5.26 


2.80 


2.95 


4.73 


4.47 


4.22 


4.12 


5.14 


5.14 










PLACE1007828 


1.64 


1,27 


1.04 


1.35 


1.67 


1.95 


1.48 


Z89 


Z89 










PLACE1007829 


6.87 


2,06 


4.61 


11.59 


10.29 


14.12 


4.54 


6.24 


6.24 










PLACE10O7B41 


2.09 


0.69 


D,83 


1.22 


233 


3.41 


1.28 


Z06 


Z06 










PLACE1007842 


2.47 


1.09 


2.35 


263 


Z75 


2.08 


1.49 


Z36 


236 










PLACE1007843 


1.12 


0,63 


0.54 


0,94 


1.58 


0.91 


0.72 


0.88 


0,88 










PLACE10O784S 


' 3.75 


1.17 


2.10 


1.73 


2.80 


1.91 


Z13 


232 


232 










PLACE1007846 


4.22 


1.07 


1,41 


5.34 


3.41 


337 


3.77 


4.73 


4.73 










PLACE1007848 


1.96 


0.65 


0.52 


1.52 


Z21 


2.88 


2.45 


2.38 


Z3fi 






» 


+ 


PI^eE1007852 


2.98 


0.96 


2.30 


2.1 


432 


3.04 


Z76 


3.44 


3.44 










PLACE1007858 


1.43 


0.68 


1.60 


6.59 


6.03 


5.72 


332 


4.91 


4.91 




+ 


*« 


+ 


PLACE1007866 


30.5€ 


17.58 


17.98 


11.58 


9.80 


8,70 


10.80 


10.41 


10.41 










PLACE1W)7871 


22.9S 


9.51 


12.34 


18.55 


16.06 


17.86 


13.04 


17.83 


17.83 
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X.JO 


1 17 

1.1/ 


A 

4.10 






■5 10 
















A A 






2.4 J 


2.70 


2.i7 


3.1 J 




D.v4 










PLACblUOvoSl 


1 OT 

1.27 


U.74 


U.73 


0.94 


1.76 


v.ol 


0.87 


til 

1,11 


111 
1.11 














1.17 


1.11 


1 

1.97 


2.06 


1.97 


2.4o 


3.25 


3.25 




f 






PLACE10(r7o97 


2J6 


0.68 


1.11 


1.75 


1.79 


1.50 


1.00 


Z88 


Z88 










PLACE1007908 


7.68 


3.04 


3.27 


4.73 


4.71 


5.04 


4.39 


4.18 


4.18 










PIACE1007922 


1.4 


0,69 


0.89 


136 


0.63 


1.43 


1.13 


0.93 


0.93 










PLACE1007W6 


4.36 


3.22 


3.12 


4.56 


4.09 


3,11 


2.97 


3.28 


3.28 










PLACE10079S0 


5.15 


1.51 


1.60 


3.7 


3.21 


235 


3.25 


8.99 


8.99 










PLACE 1007954 


3.66 


2.15 


2.27 


2.4 


Z26 


2.19 


2.79 


1.92 


1.92 










PIACE1007955 


4.71 


1.37 


1,67 


2.61 


333 


2.54 


Z49 


4.46 


4.46 










PLACE10a79S6 


4.42 


1.04 


2.64 


3.61 


3.50 


3.32 


Z21 


3.84 


3.84 










PLACE1007958 


1.93 


0.27 


1.12 


1.34 


1.94 


1.66 


1.60 


1.84 


1.84 










PLAGE1007965 


2S5 


1.76 


1.99 


232 


231 


3.02 


1.19 


Z52 


232 










PLACE1007969 


6.03 


2.86 


2.43 


4.73 


5.79 


6.79 


4.72 


3.77 


3.77 










PLAGE1007971 


3.53 


1.27 


2.02 


3,82 


431 


3.71 


3.34 


3.31 


331 










PLACE1007990 


2.84 


135 


1.80 


4.92 


3.19 


Z61 


2.45 


Z53 


233 










PIACE1008000 


1.73 


0.77 


0.35 


3.42 


1.14 


0.76 


1.28 


1.93 


1.93 










PLACE1008002 


0.38 


0.09 


0.23 


1.64 


0.83 


0.73 


1.52 


1.90 


1.9 


• 


+ 


** 


+ 


PIACE1008037 


0.98 


0.19 


0.99 


1.13 


1.05 


1.34 


1.22 


1.68 


1.68 










PIACE1008044 


4.87 


3.62 


2.89 


332 


3.76 


3,71 


Z56. 


3.52 


3.52 










PLACE1008045 


1.81 


1.03 


1.31 


131 


1.59 


1.22 


1.49 


2.12 


Z12 










PLACE10080S0 


4.1 


3.05 


2.36 


3.11 


3.91 


2.99 


239 


3.89 


3.89 










PLACE100S092 


2.02 


1.71 


1,46 


1.1 


0.88 


0.81 


1.07 


Z15 


Z15 


* 








PIACE1008095 


2.93 


1.27 


1,19 


2.55 


1.83 


232 


1.34 


334 


3.34 










PLACE1008105 


2.48 


0.98 


1.47 


Z27 


0.97 


1.49 


2-91 


5.54 


5.54 








+ 


PLACE1008107 


6.58 


3.57 


3.85 


1,29 


1.19 


1.39 


433 


5.78 


5.78 










PLACE1008111 


2.46 


1.02 


2.41 


3,33 


Z35 


3,47 


2.96 


3.00 


3 










PIACE1008113 


25.85 


13.24 


14.36 


2Z14 


19.88 


22.12 


9.93 


8.27 


8.27 










PIACE1008122 


1.07 


0.36 


1.70 


1.64 


1.18 


1.29 


1.04 


1.29 


1.29 










PLACElOOSm 


1.31 


1.01 


1.72 


3.06 


3.91 


4.22 


1.89 


1,53 


1.53 




+ 






PLACE1008132 


2,89 


1.43 


1.69 


4.85 


4.46 


4.06 


3.75 


Z77 


2.77 


** 


+ 






PLACE1008137 


3.98 


1.85 


1.77 


Z91 


2.34 


1.% 


2.43 


2J8 


Z78 










PLACE1008174 


10.37 


5.11 


6.06 


7.46 


7.08 


5-83 


3.58 


4.68 


4,68 










PLACE1008177 


5.22 


235 


2.42 


4.78 


5.45 


435 


Z08 


2.73 


2.73 










PLACE1008181 


0.6 


0.35 


0.59 


Zl 


1.63. 


0.83 


0.78 


0.73 


0,73 










PLACElOOSm 


4.21 


3,69 


4.41 


3.34 


331 


4,29 


3.54 


5.03 


5.03 










PLACE1008198 


0.92 


1.28 


1.62 


1.49 


2.09 


Z17 


1.39 


Z32 


Z32 










PLACE1008201 


1.66 


0.51 


1.49 


Z83 


Z14 


Z43 


Z07 


1.72 


1.72 


* 


+ 






PLACE1008209 


539 


4.27 


2.17 


7.66 


7.83 


6.93 


6.08 


4.07 


4.07 


• 


+ 






PLACE1008226 


3.09 


1.71 


1.62 


Z88 


3.33 


Z83 


2.61 


Z73 


Z73 










PLACE1008227 


3.17 


1.23 


2.12 


4.9 


4.87 


5.42 


Z16 


Z72 


Z72 


* m 


+ 






PLACE1008231 


2.12 


0.50 


0.70 


1.87 


1.47 


1.28 


1,21 


0.99 


0.99 










PLACE100S238 


3.15 


3.76 


338 


3.65 


4.20 


4.83 


4.89 


4.62 


4.62 








+ 


PLACE1008244 


1.2 


0.39 


035 


1.23 


1.76 


1.25 


0.99 


1.37 


137 










PLACE1008249 


Z18 


0.27 


0.99 


2.07 


1.35 


1.47 


0.79 


1.16 


1.16 










PLACE100S266 


3.92 


338 


336 


7:01 


10.06 


9-34 


6.60 


6.76 


6.76 




+ 




+ 


FLACE10aS273 


2.91 


1.72 


1.49 


431 


6.22 


5.51 


5.60 


5.70 


5.7 


• * 


+ 






FLACE1008275 


1.29 


0.61 




Zl 


1.76 


1.18 


1.34 


0.60 


0,6 










PLACE1008280 


2J51 


1.09 


1.40 


1.61 


Z66 


1.55 


Z19 


1.36 


1.36 
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3.71 


6.73 


6.49 


7.62 


7.62 






Y79AA1O00598 


5.98 


2.97 


4.18 


3.57 


3.29 


6.10 


4.35 


4,63 


4.63 






Y79AAJ000600 


6,57 


3-44 


3,89 


3.3 


2.25 


3.48 


2.55 


2.77 


2.77 






Y79AA1000609 


6.92 


3.42 


Z75 


2.76 


4.04 


6.09 


4.13 


5.52 


5.52 






Y79AA1000618 


58.41 


30.55 


40.08 


29.92 


37.02 


38.12 


11.43 


14.49 


14.49 




• 


Y79AA1000627 


6.08 


3.22 


3.45 


5.69 


5.50 


4;18 


4.40 


3.93 


3-93 






Y79AA1000636 


38.19 


23.55 


23.75 


16.84 


2Z87 


15.14 


9.44 


11.05 


n.05 




• 


Y79AA1000649 


8.69 


4.34 


4.67 


4.61 


4.61 


4.01 


3.93 


8.79 


8.79 






Y79AA1000656 


5.76 


3.08 


3.22 


5.58 


4.90 


5.16 


3,04 


4.23 


4,23 






Y79AA1000673 


5.03 


2.72 


1.36 


3.23 


1.94 


Z41 


3.39 


4,06 


4.06 






y79AA1000674 


10,61 


7.11 


11.17 


10.18 


8.67 


10.62 


6.76 


10.00 


10 






Y79AA1000678 


7.25 


. 4.89 


6.06 


10.19 


6.81 


7.33 


5.06 


5.92 


5.92 






Y79AA1000682 


24.87 


16.17 


18.30 


22.46 


26.14 


1Z58 


16,87 


20.51 


20.51 






y79AA1000683 


15.32 


7.96 


8.21 


6.64 


7,38 


6.63 


4.88 


6.13 


6.13 






Y79AA1000697 


54.J 


30.85 


: 37.16 


42.84 


41.24 


37.90 


36.31 


4Z61 


4Z6] 






Y79AA1000700 


9.7f 


i 3.97 


5.64 


3.< 


^ 3.66 


3.51 


4.90 


7.29 


7.2S 


> 




V79AA1000702 




! 9.90 


9.05 


9.33 


( 10-05 


8.49 


5.94 


9.28 


9.2i 






Y79AA1000704 


2.0i 


i 0.88 


i 1.35 


0.5 


) 1.80 


0.91 


1.41 


1.66 


1.6e 






Y79AA100070S 


2.4! 


i 1.63 


] 1.24 


3.9S 


) 2.73 


3.50 


2.26 


2.26 


2.2( 


>• + 




Y79AA1000717 


11.4- 


1 6.51 


7.68 


14.2( 


) 8.53 


10.93 


5.99 


11,28 


n.ix 






Y79AA1000722 


6.5< 


} 5.15 


4.02 


3.8: 


J 3.18 


4.48 


1,26 


1.65 


1.6i 
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Y79AA1000724 


18.17 


13.18 


13.80 


13.88 


13.98 


11,98 


3.06 


4.28 


4.28 










Y79AA1000726 


8.11 


5.46 


4.24 


6.09 


4.77 


4.52 


5.43 


7.82 


7.82 










Y79AA1000734 


3.88 


162 


2.34 


5.17 


3,55 


431 


2.92 


6.05 


6.05 










Y79AA1000748 


3.95 


1.81 


1.83 


2.64 


Z02 


192 


137 


124 


124 










Y79AA1000750 


20.39 


6.10 


4.86 


9.81 


8.59 


9.78 


5.43 


7.43 


7.43 










Y79AA1000752 


2.87 


0.53 


1.08 


Z54 


181 


111 


1.32 


139 


1.59 










Y79AA1000774 


5.72 


4.59 


Z86 


Z14 


179 


5.77 


3.53 


3.76 


3.76 










Y79AA1000776 


4.35 


4.36 


Z86 


3,71 


4.12 


5.01 


3.48 


330 


3.3 










Y79AA1000777 


11.76 


6.21 


5.54 


8.56 


11.90 


10.17 


6.16 


6.66 


6.66 










Y79AA1000778 


13.22 


6.87 


8,41 


14.77 


13.90 


13.40 


7.19 


13.72 


13-72 










Y79AA100a7«2 


7.86 


4.93 


5.51 


5.52 


4.90 


5.05 


5.46 


7.23 


7.23 










Y79AA1000784 


12.43 


9.12 


11.59 


13 


14.52 


14.46 


11.05 


11.31 


11.31 










Y79AA1000794 


435 


2.95 


Z89 


4.43 


4.95 


3.90 


3Z4 


3.10 


3.1 










Y79AA1000MO 


151 


236 


Z08 


3 


3.32 


330 


193 


3.69 


3.69 




+ 


* 


+ 


Y79AA1000802 


1.85 


1.48 


1.65 


1 


0.76 


1.64 


0.34 


1.23 


1.23 










Y79AA1000805 


4.24 


3.55 


Z28 


3.22 


3.19 


3.89 


171 


.4.15 


4.15 










Y79AA1000814 


14.61 


9.83 


7.28 


9.51 


9.83 


6.77 


3.86 


4,30 


43 






• 


_ 


Y79AA1000823 


12.6 


9.53 


9.56 


15.44 


14,21 


12.23 


9.08 


15.12 


15.12 










Y79AA1000824 


4.44 


3.44 


Z16 


Z49 


3.58 


2.72 


172 


3.74 


3.74 










Y79AA100a827 


3.1 


1.46 


1.84 


Z99 


1,29 


1.77 


1.89 


161 


161 










Y79AA1000831 


5.49 


4.85 


5.37 


3.74 


4.89 


3.85 


3.76 


5.38 


5.38 










Y79AA1000S33 


40.22 


31.45 


37.17 


40.96 


46.51 


50.53 


34.20 


40.04 


40.04 










Y79AA1000>850 


Z09 


2.81 


ZS7 


4.27 


3.76 


4,02 


3.33 


Z26 


126 










Y79AA1000856 


6.74 


5.50 


6,27 


7.85 


6.17 


10.60 


4.73 


5.48 


5.48 










Y79AA1000862 


12,52 


7.78 


4,39 


13.89 


9.86 


8.13 


7.63 


7.94 


7.94 










Y79AA100a876 


8.46 


4.16 


4.01 


6.87 


689 


6.26 


3.75 


5.07 


5.07 










Y79AA1000S88 


1.47 


1.34 


1.40 


1.56 


1.46 


1.29 


1.98 


1.99 


1.99 






• » 


+ 


Y79AA1000902 


16.38 


10.81 


14.11 


11.4 


9.46 


11.97 


5.88 


7.23 


7.23 






* 




Y79AA1000935 


16.25 


11.98 


13.09 


25.37 


21.17 


25.92 


23.44 


29.28 


29.28 




+ 


** 


+ 


Y79AA1000959 


3.1 


2.66 


3Z6 


3.18 


3.69 


Z84 


168 


430 


43 










Y79AA10009(!t2 


1.8 


Z34 


1.77 


4.45 


3.80 


4.94 


133 


134 


134 










Y79AA1000963 


43.49 


20.23 


23.14 


40.9 


40.35 


45.98 


17.97 


19.24 


19,24 










Y79AA1000966 


8 


6.62 


3,05 


7.53 


7.98 


4.56 


648 


5,59 


5,59 










Y79AA100(MMi7 


11.14 


8.37 


5.21 


15.29 


15.02 


10.80 


8.86 


10.67 


10.67 










Y79AA1000968 


11.05 


6.63 


3.78 


6.32 


9.03 


6.81 


4.66 


7,08 


7.08 










Y79AA1000969 


4.13 


3.63 


3.19 


4.09 


3.12 


3.96 


2.88 


4.11 


4.11 










Y79AA1000976 


2.07 


1.66 


1.63 


Z46 


143 


Z76 


115 


3.14 


3.14 




+ 


• ■ 




Y79AA1000978 


3.15 


2.68 


Z59 


3.19 


143 


199 


136 


237 


2.57 










Y79AA1000985 


4.53 


6.21 


3.11 


9.92 


666 


7.93 


4.84 


4.19 


4.19 










Y79AA1O0Q989 


27.14 


18.46 


21.17 


22.61 


2140 


25,64 


17.86 


17.83 


17.83 










Y79AA1000991 


14.41 


7.65 


8.70 


14.5 


16.91 


8.11 


10.68 


10.04 


10.04 










Y79AA1001013 


35.7 


19.64 


14.11 


24.63 


29.38 


3101 


18.46 


27.65 


27.65 










Y79AA1001014 


8.41 


5.13 


3.58 


6,96 


7.27 


835 


6.51 


8.47 


8.47 










Y79AA1001019 


6.41 


3.32 


4.05 


4.98 


4.88 


5.75 


438 


5.04 


5.04 










Y79AA100I020 


13.26 


4.81 


6.74 


9.29 


9.05 


11.19 


6.66 


10.83 


10.83 










Y79AA1001023 


3.99 


Z27 


3.29 


3.71 


4.41 


3.42 


4.24 


3.90 


3.9 










Y79AA1001030 


AM 


Z82 


3.64 


7.73 


■ 6.53 


9.26 


7.69 


8.68 


8.68 




+ 




+ 


Y79AM001035 


-0.01 


7.25 


7.50 


9.11 


6.84 


10.21 


7.88 


15.95 


15.95 










Y79AA1001041 


8.33 


\ 439 


3.51 


5.65 


\ 4.65 


4.21 


2.70 


5.79 


5.79 










Y79AA1001043 


18.0 


I 1Z74 


10.03 


8.7^ 


\ 8,44 


9.66 


9.73 


11.39 


11,35 










Y79AA1001O4« 


5.9 


\ 4.37 


5.02 


5.5- 


^ 4.35 


5.46 


5.24 


5.86 


$M 










Y79AA1001056 


IX 


\ 1.67 


2.69 


4,83 


( 3.64 


3.93 


191 


332 


3.52 


, * 


4 






Y79AA100106} 


4.6e 


) Z07 


2.99 


8.4: 


I 5.16 


8.18 


338 


5.08 


5.0J 


t • 


+ 






Y79AA1001062 


4.55 


? 1.72 


3.28 


8.7^ 


\ 7.23 


933 


3.95 


5.55 


53f 


; •* 








Y79AA100106» 


IX 


\ 4.55 


5.57 


10.8; 


> 9.20 


1148 


5,68 


6.64 


6.6^ 


\ • 


+ 






Y79AA1001073 


12.^ 


\ 6.75 


7.01 


7.7! 


5 5.93 


9,79 


5.80 


7.72 


7,7: 


; 
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YyVAA 1001077 


11.3 


7-81 


9.27 


10.02 


10.61 


11.75 


11.20 


11,01 


11.01 










Y79AA1 001078 


2.85 


Z15 


2.01 


' 4.62 


7.48 


2.90 


4.22 


3.26 


3.26 










Y79AA1001vSl 


16.61 


9.85 


12.79 


10 


10.38 


11.30 


5.81 


7.08 


7.08 










Y79AAiO0i088 


26.22 


15.63 


20.41 


21.72 


24.28 


26.25 


25.14 


31.31 


31.31 










Y79AA 1001089 


11.17 


5.53 


8.30 


9.49 


6.56 


8.43 


9.43 


10.79 


10.79 










Y79AA 1001090 


4.51 


■ 234 


4.20 


6.81 


5.20 


6.61 


4.39 


5.95 


5:95 


• 








Y79AA100n0S 


27.01 


7.71 


19.38 


6.68 


4.28 


6.75 


637 


6.27 


6.27 










Y79AA1001142 


8.95 


5.63 


- 7.03 


5.98 


7.11 


5.88 


10,76 


13.80 


13.8 








+ 


Y79AAI001145 


11.65 


9.12 


8.63 


15.01 


11.35 


17.02 


8.48 


10-99 


10.99 










Y79AA1001162 


4.06 


1.39 


151 


5.09 


3.87 


3.44 


4.59 


3.13 


3.13 










Y79AA1001167 


7.25 


3.07 


2.49 


5.01 


3.56 


4.46 


3.63 


5.24 


5.24 










Y79AA1001176 


4.11 


2.23 


2.70 


4.09 


143 


5.22 


125 


2.60 


16 










Y79AA1001177 


4.68 


4.25 


4.38 


3.59 


3.61 


5.91 


4.61 


3.71 


3.71 










Y79AA1001179 


21.68 


16.62 


20.48 


11.99 


9.19 


16.21 


8.81 


11.14 


11.14 


• 


- 






Y79AA1001185 


5.31 


Z79 


3.61 


5.39 


3.59 


5.46 


3.84 


4.29 


4.29 










Y79AA1001201 


28.52 


17,14 


23.93 


16.35 


22.62 


37.53 


18.59 


26.16 


26.16 










Y79AA1001205 


10.97 


3.75 


3,90 


5.2 


4.84 


4.63 


3.49 


3.72 


3.72 










Y79AA1001211 


11.99 


5.80 


6.48 


8.33 


1Z82 


9.17 


4.23 


4.74 


4.74 










Y79AA1001212 


7.31 


3.41 


4.24 


5.88 


4.00 


4.88 


4.13 


6.49 


6.49 










Y79AA1001216 


55.35 


32.24 


33.00 


52,32 


49.82 


57.61 


27.61 


40.72 


40.72 










Y79AA100U28 


9.47 


5.39 


6.44 


9.83 


8.83 


13.70 


14.26 


14.88 


14.88 










Y79AA1001233 


7.94 


5.13 


5.27 


5.47 


5.22 


5.58 


6.11 


7.96 


7.96 










Y79AA1001236 


9.41 


4.91 


(i.23 


8.19 


6.64 


8.01 


4.19 


7.99 


7.99 










Y79AA1001239 


17,51 


11.16 


i:!.48 


23,85 


15.23 


20,67 


15.26 


22.26 


22.26 










Y79AA1001240 


6.74 


4.58 


4.53 


7.09 


6.25 


7.67 


6.30 


7.17 


7.17 










Y79AA10012SS 


11.62 


4.94 


<).87 


6.84 


9.34 


6.89 


3.77 


5.35 


5.35 










Y79AA1001264 


8.92 


4.36 


4.37 


5.15 


4.83 


5.09 


6.25 


11.76 


11.76 










Y79AAI00U72 


16.07 


9.52 


9.48 


17.58 


13.84 


18.59 


12.50 


13.21 


13.21 










Y79AA100U81 


2.39 


1.46 


1.20 


Z86 


1.50 


1.94 


1.67 


2.71 


171 










Y79AA1001299 


15.84 


12.69 


13.71 


17.01 


14.77 


25.21 


17.79 


21.80 


21.8 






m 




Y79AA10013L2 


7,69 


3.18 


3.48 


9.46 


10.75 


7.56 


6.31 


5.09 


5.09 










Y79AA1001319 


9.18 


6.58 


15.51 


11.43 


8.41 


10.88 


8.28 


9.95 


9.95 










Y79AAI001323 


5.8 


3.74 


3.41 


4.67 


5.59 


4.56 


4.04 


5.77 


5.77 










Y79AA1001328 


9.21 


5.33 


4.01 


6,44 


6.42 


8.24 


6.73 


9.42 


9,42 










Y79AA1001343 


862.89 


462.45 


576.89 


529.68 


551.94 


571.68 


1081.07 


1529.21 


1529 






• 


+ 


y79AAl001351 


1.98 


0.57 


1.69 


0.7 


1.23 


1.95 


1.38 


151 


2.51 










Y79AA1001364 


13.67 


8.79 


10.09 


17.42 


16.54 


19.67 


6.03 


14.83 


14.83 


* 


+ 






y79AAl(>01367 


6.28 


4.16 


4.34 


5.94 


4.67 


6.56 


4.76 


4.90 


4.9 










Y79AA1001384 


1.87 


1.73 


1.53 


1.86 


1.16 


Z08 


1.66 


1.46 


1.46 










y79AA1001391 


3.6 


2.56 


1.82 


3.57 


3:95 


4.39 


3.23 


167 


167 










Y79AA1001394 


7.58 


3,85 


2.91 


6.13 


4.47 


4.34 


Z98 


3.74 


3.74 










Y79AA100I402 


14.12 


9.28 


8.02 


15.91 


14.24 


20.22 


15.90 


16.49 


16.49 






« 


-f 


Y79AA1001410 


6.61 


3.47 


3.47 


4.7 


4.77 


5.26 


4.23 


5.49 


5.49 










Y79AA1001414 


4.82 


Z47 


3.52 


4:85 


3.10 


4.46 


3.68 


4.21 


4.21 










Y79AA1001426 


6.98 


4,46 


5.28 


4.95 


5.72 


4.24 


5.87 


6.84 


6.84 










y79AA100l427 


3.95 


3.35 


3,13 


5.95 


6.19 


3.76 


4.11 


6.23 


6.23 










y79AA1001430 


3.36 


4,23 


3,56 


4.36 


4.28 


5.52 


6,35 


7.62 


7.62 










Y79AA1001439 


4.05 


2.77 


2.23 


5.27 


3.53 


5.80 


5.59 


7.03 


7.03 






mn 


+ 


Y79AA1001485 


1.52 


0.56 


1.47 


1.8 


1,02 


1.80 


1,03 


1.44 


1.44 










Y79AA1001493 


1.38 


0.86 


0.94 


2,07 


2.04 


Z30 


1.06 


3.12 


3-13 




+ 






Y79AA10015n 


7.88 


6.25 


4.30 


5.78 


8.49 


6-85 


6.79 


10.70 


W.l 










Y79AA1001523 


10.75 


7.00 


5.10 


7.67 


3.96 


7.11 


7.19 


5.22 


5.22 










Y79AA1001530 


6.54 


3.62 


3.97 


4.71 


5.40 


7.25 


5.26 


7.92 


7.92 










Y79AA1001S32 


4.4 


i 3.73 


3.24 


7.11 


5.68 


6.14 


4.71 


4.96 


4.9« 




+ 




+ 


Y79AA1 001533 


5.01 


4.00 


3.23 


3.96 


► 6.97 


7.08 


2.96 


4.09 


4.0s 


1 








Y79AA1001541 


12.1S 


) 9.13 


10.66 


1Z21 


I 12.80 


16.01 


5J9 


5.41 


5.41 






* 


_ 
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Y79AA 1001548 


10.61 


7.08 


4.15 


16.42 


14.68 










+ 


Y79AA1001555 


7.52 


5.37 


3.80 




5.95 


j./O 




/.UU 


/ 




Y79AA100l5<i2 


13.12 


10.40 


12,01 


18.73 


17.97 


15.42 




18.83 


lo.oS 


+ 


Y79AA1001S81 


Z59 


2.12 


1,33 


Z27 


2.33 


1.95 


1.31 


2,40 


2.4 




Y79AA10015«5 


1.89 


1J2 


2.52 


3.13 


3.14 


3,51 


2.68 


3.89 


3.89 * 


* + + 


Y79AA1001592 


8.75 


?,76 


6.22 


9.06 


9.03 


12.16 


6.95 


10,71 


10.71 




Y79AA1001S94 


2.44 


2.99 


2,99 


4,89 


6.76 


6.84 


Z08 


' 3.52 


352 


■* + 


Y79AAH)01603 


41.01 


29.22 


27.39 


35.33 


47.15 


41.79 


19.68 


2Z24 


22.24 




Y79AA1001613 


11,06 


8.37 


6.50 


10.25 


10.82 


7.55 


6.69 


. 6.52 


652 




Y79AA1001630 


0.95 


0.54 


0.85 


1.19 


0.72 


0.95 


1.19 


0.88 


0.88 




Y79AA1001647 


6.2 


2.96 


3.68 


2.82 


5.76 


5.40 
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Table 366 

Expression of each cDNA in synovial cells or in the synovial cells in the presence of TNF 
(This table also contains clones without description in Exanples) 

In the table, Synoviocyte and Synoviocyte„TNF represent synovial cells and TNF-treated 
synovial cells, respectively. The assay was performed in triplicate (n=3), and each result is 
shown in the column of exp,l, exp.2, or exp.3. In addition, "t-test vs TNF' represents a result of 
test for significance of difference between the untreated synovial cells and the TNF-treated 
synovial cells. The increase and decrease in the expression level of a particular gene in response 
to TNF are represented by + and respectively. The results of test for significance of difference 
are shown in the columns of *:p<G.05 and **:p<0.01 . 



Clone Synoviocyte Sj/noviocute.TNF t test Inc. 

vs and 

exp.l exp.2 exp.3 exp.l exp.2 exp.3 TNF Dec. 



GAPDH(Crl) 0.4 0.8 0.89 0.9 1 1.15 
pactin(Cr2) 385.94 262.23 582.98 443.28 422.61 573.47 
ADRGL1000005 2.72 2.97 4.46 7.27 7.45 3.51 
ADRGL1000007 4.36 5.19 9.58 20.78 19.59 18.29 + 
ADRGL1000009 0.99 1.25 1.64 2.16 4.08 2.02 
ADRGLlOOOOll 1.98 3.56 5.24 22.22 23.49 19.81 ** + 
ADRGL1000027 0.79 1.22 1.66 2.82 4.99 1.9 
ADRGL1OO0058 4.12 7.08 26.9 62.55 67.32 49,15 ** + 
ADRGL1000069 1.91 1.68 2.47 14.19 14.54 13.74 "** + 
ADRGL1000077 1.98 2 2.54 5.5 2.9 4.16 
ADRGL1000092 2.99 4.79 12.53 21.46 22.09 26.19 ** + 
ADRGL1000099 2.77 4.79 12.85 23.61 24.02 25.56 + 
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ADRGL1000136 20.49 27.18 31.fi5 62.44 40.69 48.29 * + 
ADRGL1000147 2.09 2.58 5.47 5.69 7.52 3.85 
ADRGL1000159 1.51 1.77 3.07 3.4 4.71 2.59 

5 ADRGL1000160 2.42 4.34 6.89 8.08 7.24 7.06 

ADRGL1000171 0.95 1.11 1.64 1.89 Z69 1.87 
ADRGL1000181 0.64 1.37 1.74 3.99 4.27 3.89 ** + 
BGGI11000015 2,13 3.89 5.02 10.49 11.35 9.14 ** + 
BGGI11000016 27.77 35.71 52.17 57.18 48.51 63.57 
' BGGIl 1000017 1.29 3.19 3,14 3.24 3.65 2.34 
BGGIl 1000022 4.72 4.45 6.75 10.71 5.56 8.27 
BGGIl 1000031 4.47 6.58 8.77 14.79 11.63 10.04 * + 
BGGIl 1000042 9.55 11.29 20.54 23.39 18.75 20.23 
BGGIl 1000046 8.56 9.77 17.04 34.24 30.76 "25.79 ** + 
BNGH41000020 246.16 2] 1.77 380.83 658.32 647.37 559.16 + 
BNGH41000025 4.31 3.12 6.92 1L4 13.1 15.01 ** + 
BNGH41000026 2.71 4.77 7.53 4.45 7.17 6.23 
BNGH41000027 11.52 13.5 12.69 20.62 12.48 24.91 

20 BNGH41000035 23.02 25.91 36.46 51.05 31.83 41.67 

BNGH4i000037 2.7 5.21 6.72 12.95 8.98 8.59 * + 
BNGH41000042 14.55 16.06 22.84 49.62 37.57 36.25 ** + 
BNGH41000048 3.92 6.27 25.68 66.19 74.4 66.21 ** + 
BNGH41000056 0.74 1.75 3.26 5.28 7.34 3.75 * + 

25 BNGH410000S7 3.36 4.08 5.19 5.59 8.15 3.01 

BNGH41000091 0.18 1.45 2.47 2.72 3.4 2.14 
BNGH41000157 6.93 7.99 6.23 13.37 10.28 9.98 * + 
BNGH41000169 1.09 1.53 2.99 2.77 4.23 2.59 
BNGH41000181 3.5 4.06 7.5 5.71 6.81 6.09 

30 BNGH41000198 1.32 2.3 4.35 2,06 2.55 2.22 

BNGH41000219 2.29 3.91 5.61 12.4 13.73 10.76 ** + 
BNGH41000229 9.65 9.99 12.99 18.34 18.92 18.94 ** + 
BNGH41000237 8.4 12.99 12.61 27.63 11.26 13.45 
BNGH4 1000238 1.56 2.59 6.77 3,45 4.55 3.32 

35 BNGH41000243 5.56 8.95 6J\ 15,03 12.55 16.36 ** + 

BNGH41000270 2.94 2.77 2.88 3.67 3.99 3.74 ** + 
BRAWH1000004 1 2.19 6.99 6.45 8.36 6 
BRAWH1000018 1.8 2.24 5.06 4.43 6.95 5.24 
BRAWH1000021 1.33 2.73 4.81 4.16 5.85 5.21 
BRAWH1000027 0.58 1.7 1.62 2.39 3.65 2.63 * + 
BRAWH1000029 2.32 3.63 6.21 6.03 6.73 4.81 
BRAWH1000040 4.68 4.98 8.01 7.28 7.2 8.67 
BRAWH1000050 11.04 10.47 43.79 51.7 73.7 60.92 * + 
BRAWH1000051- 2.14 0.63 2.71 2.25 4.43 1.04 
BRAWH1000060 7.84 8.07 48.26 59.16 66.12 63.86 * + 
BRAW'H1000075 1.85 1.86 2.98 2.07 4.4 2.34 
BRAWH1000081 1.88 2.78 7.19 5.9 10.82 7,4 
BRAWH1000084 30.23 30.57 65.21 235.81 180.86 211.35 + 

50 BRAWH1000095 1.38 2.47 4.5r 3 4.78 2.67 

BRAWH1000096 1.37 2.89 4.71 3.7 4.8 5.17 
BRAWH 1000097 3.32 3.27 10.74 9.24 10.62 7.75 
BRAWHIOOOIOO 4.77 5.19 7.69 6,98 7.06 7.28 
BRAWHIOOOIOI 12 12.04 36.52 46.19 41.09 50.21 * + 

55 BRAWH1000104 K37 0.92 4.33 1.47 4.47 2.41 
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BRAWH1000107 0.62 1,88 2.48 2.43 5.03 3.15 
BRAWHIOOOIIO 4,4 4.06 16.81 13.87 11.1 15.74 
BRAWHlOOOlll 3.98 6.14 6.05 8.85 8.95 10.64 * 

. BRA\VHi000135 4.95 4.91 7.7 7.37 9.42 9.98 
BRAWH100pl90 2.22 3.84 5.07 4.66 7.16 4.99 
HEMBAIOOOOOS 5.91 6.44 11.97 17.55 22.88 18.65 * 
HEMBA1000006 2.61' 3.17 4.64 3.08 8,49 4.75 
HEMBA1000012 10,97 11.75 51.07 71.4 106.82 74.8 * 
HEMBA1000020 50.65 49.12 113.3 197.41293.79 216.89 
HEMBA1000030 1.93 3.08 4.67 5.72 3.62 6.43 
HEMBA1000034 3.27 3.21 5.35 4.62 10.29 6.85 
HEMBA1000042 1.64 3.17 6 4.72 6.92 8.12 

. HEMBA1000045 7.13 9.44 11.07 9.55 14.43 10.44 
HEMBA1000046 1.14 2.24 2.77 3.73 5.3 4.34 * 
HEMBA1000047 1.17 L99 3.83 2.98 4.47 3.78 
HEMBA1000048 3.76 4.75 3.6^^ 8.73 12,38 5.48 
HEMBA1000050 0.48 1.77 ^1.78 1.4 3.39 1.46 
HEMBA1OO0O53 1.64 1.28 2.57 4.68 4.03 3.99 ** 
HEMBA1000060 1.88 2.71 4.51 7.29 7.94 9.74 ** 
HEMBA1000072 52.79 53.46 135.73 165.97 221.75 230.97 
HEMBA1000073 16.54 11.43 27.32 22.4 36.09 33.78 
HEMBA1000076 5,06 5.33 9.77 12.16 10.46 1L15 * 
HEMBA1000084 4.75 4.46 20.71 30.15 43.67 33.92 * 
HEMBA1000087 0.51 1 3.32 0.65 2.82 1.61 
HEMBA1000088 1.98 2.97 4.6 6.2 9^87 8.46 * + 
HEMBA1000091 6.36 5.4 17.56 30.15 44.04 35,43 ** 
HEMBAlOOOlll 1.52 1.77 3.63 5.29 6.65 6.4 ** 
HEMBA1000121 0.86 1.17 3.58 3.52 4.47 5.83 
HEMBA1000128 1.52 2.99 6.04 4.28 6.05 5.93 
HEMBA1000129 2.04 1.81 3.95 2.66 3.26 3.32 
HEMBA1000141 2.31 3.45 5.98 3,56 6.67 5.6 
HEMBA1000146 0.84 1.29 2.96 1.93 4.98 3.52 
HEMBAI000150 3.34 3.29 10.65 8.27 11.97 9.46 
HEMBA1000154 25.17 29.21 82.33 128.3 134.42 139.59 
HEMBA1000156 3.28 4 5.87 8.69 6.19 6.13 

. HEMBA1000158 7.98 10.04 12.52 16.99 15.47 12.88 
HEMBA1000168 1.21 2.2 4.11 5.7 7.3 5.21 * h 
HEMBA1000180 0.4 2.04 2.87 2.86 4.06 2^05 
HEMBA100O185 1.65 3.84 4.88 7.5 9.46 9.07 ** 
HEMBA1000188 . 1.37 1.64 3.31 4.94 4.19 3.35 ^ 
HEMBA1000I93 1.53 0.66 3.16 2,68 4.33 2.5 
HEMBA1000194 2.18 2.95 5.68 9.11 8.74 8.83 ** 
HEMBA1000201 2.6 4.47 9.74 13.45 14.8 14.65 * 
HEMBA1000213 1.33 1.95 2.76 2.08 4.49 3.7 
HEMBA1000216 1.26 1.82 3.27 2.92 5.2 3.47 
HEMBA1000227 0.99 2.27 2.38. 3.28 4.21 1.83- 
HEMBA1000231 1.5 1.97 5 7.56 7.19 6.16 * - 
HEMBA1000237 4.5 6.13 9.14 14.79 18.3 14.71 ** 
HEMBA1000243 0.6 1.89 3.01 4.3 4.34 . 3.67 * 
HEMBA1000244 1.54. 2.45 3.78 6.08 5.58 3.36 
HEMBA1000251 1.15 1.92 2.97 2.26 4.59 3.22 
HEMBA1000254 0.69 1.8 4.81 3.57 4,97 3.58 
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HEMBA1000264 0.84 2.28 3.01 2.84 3.23 3,12 
HEMBA1000269 1.9 2.34 3.69 4.41 4.09 2.51 
HEMBA1O00275 5.31 4.29 8.03 7.96 12.04 8.54 
HEMBA1000280 1.43 0.83 2.19 3.3 4.08 4 ** 
HEMBA1000282 1.15 1.01 4.23 6.29 7.01 5.46 * 
HEMBA1060287 2.86 .3.19 4.45 5.81 6.04 6.37 ** 
HEMBA1000288 1.37 2.23 6.13 3.51 6.02 3.85 
HEMBA100O290 1.01 2.17 4.11 2.46 3.26 2.73 
HEMBA1000296 2.4 3.66 5.49 6.15 6.55 5.84 
HEMBA1000300 1.22 2.73 6.6 7.64 8.88 7.23 
HEMBA1000302 0.93 2.17 2.86 3.04 3.74 1.97 
HEMBA1000303 1.36 ,2,15 3.57 4.13 4.43 3 
HEMBA1000304 1.06 1.99 4.26 5.51 7.28 4.87 * 
HEMBA1000307 1.21 1.73 2.65 4.4 5.64 2.99 * 
HEMBA1000312 6 8.7 10.77 13.2 9.18 9.65 
HEMBA1000318 1.5 4.22 3.25 5.39 6.05 4.49 
HEMBA1000327 2.18 3.7 3.34 10.58 6.06 6.02 * 
HEMBA1000333 , 0-68 2.75 4.33 3.12 4.74 2.98 
HEMBA1000338 1.61 2.84 5.33 5.8 5.78 -4.32 
HEMBA1000343 1,79 3.5 3.69 5.55 6.7 3.99 
HEMBA1000349 0.97 1.52 3.24 3,9 5.37 4.09. * 
HEMB A 1000351 1.6 2.06 5.75 4.8 6.22 5.24 
HEMBA1000355 1.52 3.09 4.09 3.78 5.14 3,59 
HEMBA1000356 9.3 10.42 14.39 26.93 22.26 24,97 
HEMBA1000357 1.88 2.11 4.76 3.81 5.7 4.62 
HEMBA1000366 1.67 1.94 3.83 3.14 4.75 3.28 
HEMBA1000369 1.87 2.94 5.17 2.82 5.2 4.56 
HEMBA1000370 2.45 3.4 4.63 3.75 5,34 3.6 
HEMBA1000376 3.64 4.55 14.48 26.69 29.98 28.36 
HEMBA1060387 2.95 3.19 6.2 7.85 7.62 8.15 * 
HEMBA1000389 2.88 3.74 8.83 14.4 10.9 13.61 * 
HEMBA1000390 1.86 2.27 3.5 4.28 4.98 3.95 * 
HEMBA1000392 1.49 1.4 3.06 2.58 3.78 1.94 
HEMBA1000396 1.82 2,16. 3.45 3.43 4.93 3.34 
HEMBA1000411 1.01 1,41 4.49 1.94 4.41 2.21 
HEMBA1000418 2.85 3.21 4.41 7.75 6.81 5.17 * 
HEMBA1000422 0.99 1.89 2.14 2.64 4.03 2.89 
HEMBAI000428 0.36 2.43 3.09 2.58 3.31 2.75 
HEMBA1000434 0.54 2.19 2.93 2.11 3.6 2.69 
HEMBA1000442 0.82 2.2 3.37 2.13 3.8 2.28 
HEMBA1000443 1.19 1.9 3.12 2.99 6.28 3.59 
HEMBA1000446 38.48 43.56 75.05 56.34 60.86 69.87 
HEMBA1000456 5.19 4.41 6.5 7.45 5,62 8.77 
HEMBA1000459 1,95 2.11-4.24 3.46 6.17 5.55 
HEMBA1000460 7.46 7.84 8.87 13.59 12.54 18.45 
HEMBA1000462 .2.11 3.51 5.04 6.05 5.16 7.49 
/ HEMBA1000464 1.33 0.96 1.73 1.69 2.74 2.53 
HEMBA1000468 1.25 1.44 2.43 1.69 3.48 2.22 
HEMBA1000469 2.89 3.37 8.1 5.42 8.81 8.01 
HEMBA1000477 2.87 3.03 7.4 5,41 9.68 6.83 
HEMBA1000481 29.67 31.97 31.95 42,76 52.75 25.82 
HEMBA1000488 1.75 2.43 2,96 3,11 5,9 3 
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HEMBA1000490 1.34 2 3.49 4.41 3.7 2.88 

HEMBA1000491 1.21. L7I 2.85 4.24 4.99 5.97 * 

HEMBA1000498 2.12 3.21 4,55 439 7.76. 5.94 

HEMBA1000501 2.22 3.36 6.25 6-44 ' 8.93 9.74 * 

HEMBA1000504 2.93 3.18 4.82 3.63 5.37 3.83 

- HEMBA1000505 0.81 1.97 3.33 2.72 5.1 3.58 
' HEMBA1000507 ,1.02 2.24 5.29 4.17 8.62 7 

HEMBA100C508 2.25 2.3 7.65 4.84 8.57 6,64 

. HEMBA1000518 1.38 0.96 0.98 1.89 2.97 . 1.8 * h 

HEMBA1000519 9.5 7.28 15.97 19.28 20.99 19.72 * 

HEMBA1000520 0.45 1.12 1.18 1.94 4.83 4.3 * h 

HEMBA1000523 2.32 1.88 3.22 3.48 5,33 3.65 

HEMBA1000531 1.39 1.46 2.44.2.67 5.34 4.63 * 

HEMBA1000534 0.55 0.95 2.97 6,63 11.62 10.39 ** 

HEMBA1000538 0.51 1.08 2.3L 12.58 21,02 13.18 

HEMBA1000540 2,8 3.11 6.06 5.82 10.38 6.39 

HEMBA1000542 9.16 7.79 43.94 62,25 95.7 81,15 * 

HEMBA1000545 1.51 2.31 1.65 3,19 4.29 3:7 ** 

HEMBA1000547 2.99 3.12 4.94 4.94 5.3 4.97. 

HEMBA1000551 2.32 1.99 9M 4.68 7.33 9.81 

HEMBA1000555 3.81 3,23 6.39 5.03 6.43 8.08 

HEMBAia00557 2.16 2.06 6,07 3,98 6.46 5,06 ' 

HEiMBA1000561 1.71 2.9 4,9 1.63 4.39 3.67 

HEMBA1000563 1,73 1.85 4.09 2.72 3.94 2.83 

HEMBA1000567 1.02 1.01 1.67 1.21 2.59 1.92 

HEMBA1000568 2.19 2.5 6.09 7.62 6.65 6.84 

HEMBA1000569 1.3 2.8 3.02 2.18 6.47 2.3 

- HEMBA1000575 3.73 4.91 10.84 10.19 15.17 13.08 
HEMBA1O00588 1,75 2.49 4.16 3.12 5.5 3.83 
HEMBA1000590 0.59 1.02 2.06 2.24 2.53 1.35 
HEMBA1000591 3.17 3.3 5.18 10,84 12,16 9.8 ** 
HEMBA1000592 4.2 5.19 7,77 13,85 14.94 11.78- *♦ 
HEMBA1000594 1.95 1.97 3.16 4 5.86 4.94 * 
HEMBA1000604 1.19 3.37 3.48 5.41 10.91 5.29 
HEMBA1000607 2.83 5.09 12.7 15.52 18.13 20.66 * 
HEMBA1000608 0.9 2.34 2.46 2.6 5.5 2.31 
HEMBA1000622 0.96 2.19 3.55 3.61 5.24 3.8 
HEMBA1000634 17.56 22.96 30.36 71.62 60.59 51.59 
HEMBA1000636 4.59 3,95 6.78 15.48 12,35 12.73 ** 
HEMBA100063'7 0.93 0.48 2.58^ 2.42 3.19 2.21 
HEMBA1000655 1.33 2.11 4.84 6.91 5.57 6.31 * 
HEMBA1000657 1.35 1.78 3,24 4.89 5.28 3.26 * 
HEMBA1000662 1.3 2.42 2.73 2.52 3.78 2.72 
HEMBA1000664" 0.94 1.6 2.87 3.11 4.63 2.94 
HEMBA1000671 2.96 3.84 11.68 21.25 18.69 15.76 * 
HEMBA1O00673 1.46 2.23 4.76 7.44 7.49, 5.51 * 
HEMBA1000675 4.18 3.09 4.54 8,18 7.19 8.04 ** 
HEMBA1000678 2,23 2.7 4.47 5.03 7.16 5.16 
HEMBA1000682 3.4 4.64 8,41 13,76 13,69 14,29 *♦ 
HEMBA1000686 2,73 3,88 4.83 6.23 6.6 5,32 * 
HEMBA1000702 i.56 2.07 5.25 4.15 5.78 4.32 

- HEMBA1000705 0.65 1.71 3.43 2.34 3.21 1.64 
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10 



15 



HEMBA10(X)713 3.31 5.6 6.12 6,94 5.86 5.47 
HEMBA1000718 2.14 2.7 5.25 6.11 5.09 5.95 
HEMBA1000719 9.64 12.27 17.77 16.64 15.52 15.64 
HEMBA1000722 1.97 1.7 3.6 6.55 6.45 5.02 ** + 
. HEMBA1000726- 2.2 2,23 5.12 9.4 8.77 9.36 ** + 
■ HEMBA1000727 4.09 5.35 6.41 5.13 9.08 8.37 
HE]V[BAld00732 1.22 2.74 4.21 4.93 5.58 4.42 
'HEMBA1000736 1.56 2.15 3.24 4.11 5.19 4.62 * + 
HEMBA1000743 J.25 2.72 3.41 5.05 4.88 4.16 * + 
HEMBA1000745 1.59^ 2.47 3.64 4.88 5.33 3.49 
HEMBA1000747 1.19 1.59 2.56 2.35. 3.12 1.49 
HEMBA1000748 1.67 1.51 4.85 5.11 6.08 4.81 
. HEMBA1000749 1.14 2.04 5.69 5.98 5.91 5.96 
HEMBA1000752 1.4 2.3 4.38 3.69 4.53 3.85 
HEMBA1000753 2.56 4.21 6.53 7.98 8.59 4.93 
HEMBA1000757 1.95 2.95 3.27 6.33 6.68 5.94 ** + 
HEMBA1000760 3.71 3.81 6.62 6.96 7.03 6.89 
20 HEMBA1000769 1.99 2.36 5.17 3.48 5.87 2.85 

HEMBA1000773 1 2.32 3.07 2.17 3.18 1.4 
.HEMBA1000774 2.69 2.76 6.37 6.29 7.77 5.22 
HEMBA1000780 1.12 2.33^ 3.66 2.7 4.78 .3.29 
HEMBA1000783 1.32 2.39 4.1 2.78 7.73 2.57 
25 HEMBA1O00791 2.07 2.4 6.39 4.97 10.17 7.84 

HEMBA1000793 12.73 12,73 17.88 19.93 17.49 16.69 
HEMBA1000802 1.57 1.65 2.59 2.07 4.41 1.1 
HEMBA1000813 38.24 35.83 34.83 54.63 42.38 53.94 * 
HEMBA10008I7 2.63 3.82 5.44 5.12 7.02 5.49. 
HEMBA1000822 1.83 2.89 4.1 4.42 5.76 3.91 
HEMBA1000827 2.26 2.74 6.45 9.31 7.75 6.94 * + 
HEMBA1000833 3.1 4.46 7.3 r 8.06 4.49 4.85 
HEMBA1000835 12.53 15.55 75.61 94.51 110.02 .86.95 * 
HEMBA1000843 1.21 2.2 4.6 3.32 5.63 4,93 
HEMBA1000851 2.13 1.26 3.5 2.7 5.61 2.74 
HEMBA1000852 1.95 1.83 5.5 3.52 5.49 3.83 
HEMBA1000867 0.85 2.79 4.72 2.77 5.39 3,07 
HEMBA1000869 0.58 1.29 2.51 2.84 3.97 2.38 
HEMBA1000870 2.56 2.97 2.59 3.39 5.16 5.49 * + 
HEMBA1000872 1.44 2.87 4.01 4.31 4.14 4.34 
HEMBA1000875 1.89 3.09 5 3.8 4.38 3.77 
HEMBAi000876 1.75 3.36 4.64 3.9 6,21 4.9 
HEMBA1000907 1.99 2.47 3.81 3.21 7.15 5.53 
45 HEMBA1000908 0.81 2.06 3.85 2 5.43 1.98 

HEMBA1000910 1.97 1.61 3.71 3,35 5.25 2.98 
HEMBA1000918 0.76 1.34 4.37 4.93 6.54 .6.95 * + 
HEMBA1000919 0.86 1.97 2.19 2.49 3.07 3.07 
HEMBA1000934 2.5 2.56 1.15 2.14 3.51 2.5 
50 HEMBA1000935 1.46 1.62 4.21 2.08 5.15 3.64 

HEMBA1000940 1.98 3,08 3.1 2,52 9.96 5.72 
HEMBA1000942 2.31 2.27 4.77 4.81 7,75 6,69 
HEMBA1000943 0.58 1.25 2.28 1.83 3.38 2.18 
HEMBA1000946 3.63 4.04 4.54 6.87 14.9 8.4 
55 - HEMBA1000960 2.63 3.48 9.97 10.24 12.79 10.7 
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HEMBA1000962 


1.99 


2.18 


2.01 


4.43 


3.83 


4.56 ** 


HEMBAl 000968 


1.73 


1.86 


4.7 


4.1 


4.83 


4.66 


HEMBA1000971 


1.75 


2.51 


2.9 


4.18 


5.27 


5.71 ** 


HEMBAI000972 


1.45 


1.57 


3.83 


2,63 


4.44 


3.49 


HEMBAl 000974 


1.69 


2.69 


6.33 


7.39 


9.35 


8.82 * 


HEMBA1000975 


0.9 


1.83 


4.17 


3.31 


5.54 


5.12 


HEMBA1000979 


1.45 


1.69 


3.98 


2.55 


6.12 


3.93 


HEMBA1000981 


.4.21 


6.9 


9.5 11.75 


13.27 


14.72 * 


HEMBA1000983 


L94 


1.45 


3.01 


3.89 


4.53 


4.15 * 


HEMBA 1000985 


1.58 


0.92 


2.75 


1.73 


3.28 


2.79 


HEMBA1000986 


1.2 


1.48 


2.47 


3.61 


4.91 


4.26 ** 


HEMBA1000991 


1.56 


1.86 


3.8 


3.11 


5.05 


5.96 


HEMBA1001007 


0.89 


1.08 


4.oa 


1.84 


3,89 


2.71 


HEMBA1001008 


3.64 


3.41 


5.86 


3.89 


7.89 


4.95 


HEMBA1001009 


0.89 


1.3 


3.07 


1.58 


3.83 


1.81 


HEMBA1001014 


3.54 


4.39 


9.91 


11.82 


15.38 


; 14.12 * 


HEMBAlOOIOn 


4.21 


2.82 


■ 5.6 


6.04 


5.41 


8.55 


HEMBA1001019 


1.92 


2.81 


3.97 


8.71 


7.74 


8.29 ** 


HEMBA1001020 


1.23 


2.71 


2.3 


2.84 


5.05 


3.6 


HEMBA1001021 


1.07 


1.62 


2.89 


3.13 


5.24 


2.63 


HEMBA1001022 


2.29 


2.25 


4.35 


6.33 


,8.57 


3.81 


HEMBA1001024 


0.31 


1.14 


2.16 


2.87 


3.97 


1.26 


HEMBA1001026 


0.42 


1.52 


1.86 


2 


3.22 


2 


HEMBA1001043 


1.43 


.2.4(5 


2.315 


4.63 


5.28 


4.25 ** 


HEMBAIOOIOSI 


3.36 


2.79 


11.52 


13.26 18.17 18.47 * 


HEMBA1001052 


0.86 


2.15 


2.13 


1.75 


3.58 


2.48 


HEMBA1001059 


5.62 


9.28 


26.25 


40.62 56.12 43.49 * 


HEMBA1001060 


2.66 


3.67 


6.45 


10.78 


8.35 


9.62 * 


HEMBA1001064 


2.12 


2.87 


3.3 


6.04 


6.48 


4.69 ** 


HEMBA1001071 


29.39 


41.54 55.57 143 


.9 102. 


43 121,71 


HEMBA1001077 


2.37 


1.77 


5.21 


5.36 


6.66 


3.96 


HEMBA1001078 


2.18 


2.6 


5.91 


13,3 


13.21 


11.09 ** 


HEMBA1001080 


4.03 


3.46 


11.86 


24.15 26.66 26.65 * 


HEMBA1001084 


1.27 


2.37 


2.9 


5,07 


5.88 


5.13 ** 


HEMBA1001085 


1.24 


2.87 


4,04 


4.34 


5.41 


4.56 


HEMBA1001088 


6^62 


6 


8.04 


3.79. 


4.34 


5.81 


HEMBA1001093 


0.61 


1.76 


2.72 


3.09 


3.02 


2.99 


HEMBA 100 1094 


0.64 


0.78 


2.07 


2.08 


2.99 


1.99 


HEMBA1001099 


l.Ol 


1.72 


3 


2-5 


2,95 


2.26 


HEMBA1001104 


1.2 


1.75 


2.63 


3.64 


8.04 


3.3 



HEMBA1()01109 4.87 3,77 8.57 11.32 14.48 11.73 * 
HEMBA1001114 44,68 41.2 93.35 141.87 145.19 167.76 
HEMBA1001121 2.14 2.03 3.87 2.41 6 3.25 
HEMBA1001122 9.79 10 14.12 7,73 11.5 22.69 
HEMBA1001123 2.7? 3.28 5.2 5.81 6.02 4.95 
HEMBA1001133 0.97 1,69 2.54 2.78 3.84 1.21 
HEMBA1001137 0.82 1.73 3:65 3.74 3.36 2.54 
HEMBA1001140 L23 2.75 2.98 3.62 5.18 4.34 * 
HEMBA1001144 4.12 3.41 9.06 14.13 14.12 13.96 * 
HEMBA1001145 47.87 43.87 65.7 98.4 75.15 81.3 * 
HEMBA1001158 7.55 9.5 11.62 13.02 7,58 12,5 
HEMBA100n72 1.44 2.85 4,37 5.32 5.77 5,17 * 



674 



EP 1 130 094 A2 



HEMBA1001174 0.95 2.06 2.83 3.88 6.31 3.25 
HEMBA1O01175 6.93 8.56 10.73 14.17 14.5 10.18 
HEMBA1001i82 16,93 19.89 82.'i4 135.93 145.36 122.22 
HEMBA1001184 1.41 1.24 2.45 1.85 3.03 1.47 
HEMBA1001192 1.72 1.75 4.01 5.65 5.17 3.98 
HEMBA1001196 2.31 3.63 7.6r 9.43 10.51 8.97 * 
HEMBA1001197 31.18 35.89 86.14 95.35 83.09 93.59 
HEMBA1001208 1.83 2.59 3 2.67 5.3 2.61 
HEMBA1001213 12.99 16.12 69.9 102.88 119.96 113.72 
HEMBA1001214 1.39 3.11 4.36 5.14 7.04 4.62 
HEMBA1001221 1.63 1.62 3.66 2.06 4.19 1.89 
HEMBA1001225 1.06 2.66 3.53 1.44 3.43 1.52 
HEMBA1001226 4.76,4.65 11.94 13.58 15.58 14.92 =• 
HEMBA1001228 72.4 75.3 102.4 38.23 64.63 78.89 
HEMBA1001229 18 21.39 82.05 115.91 145.39 128.91 
HEMBA1001235 3.58 4.11 6.48 7.31 6.7 10.2 
HEMBA1001238 2.46 2,49 7.23 4.6 6.94 4.74 
HEMBA1001242 15.36 14.03 91.45 92.81 94.02 90.34 
HEMBA1001247 4.41 4.36 12.46 12.48 14.07 15.62 
HEMBA1001253 8.79 11.4 61.56 77.17 102.24 94.81 
HEMBA1001257 1.98 2.71 3.78 3.52 4.29 3.17 
HEMBA1001261 3.01 3.18 4.56 4.54 3.75 5.59 
HEMBA1001262 1.48 3.79 2.81 2.42 .4.34 4.59 
HEMBA1001265 2.76 3.21 6.85 5.5 7:32 5.1 
HEMBA1001266 3.97 3.17 6.3 L 7.8 10.5 8.38 * 
HEMBA1001269 15.98 10.36 12.79 22.69 24.71 25.21 
HEMBA1001272 1.31 2.04 4.3 1.62 5.12. 2.07 
HEMBA1001279 2.54 3.52 13.6 18.68 23.45 18.99 * 
HEMBA100128] 16.58 20.99 40.84 47.71 59.04 45.72 
HEMBA1001286 3.25 4.71 10.71 11.24 10.65 12.38 
HEMBA1001289 0.41 1.57 1.64 1.3 3.57 2.41 
HEMBA1001291 3.52 4.58 9.53 10.91 18.3 18.8 * 
HEMBA1001294 2.01 1.81 4.6 4.04 7.73 5.12 
HEMBA1001296 3.4 3.52 4.37 3.77 5.94 5.22 
HEMBA1001297 2.88 3.61 5.51 4.81 6.88 5.38 
HEMBA1001299 2.49 2.9 6.21 6.45 8.84 7.74 * 
HEMBA1001302 9.42 11.94 15.5 23.25 35.12 25.74 
HEMBA1001303 1.8 1.99 2.6i 3.57 3.8 3.3 ** 
HEMBA1001306 1.4 1.15 2.85 5.01. 4.46 4.82 ** 
HEMBA100130S 3.43 4.37 16.7 16.31 18.28 21.75 
HEMBA1001310 1.93 ' 1.71 4.17 2.38 6.26 3.28 
HEMBA1001312 10.09 10.35 17.42 20.51 24.71 21.67 
HEMBA1001319 1.23 1.41 3.85 2.23 4.27 4.01 
HEMBA1001322 1.81 2.29 4.17 2.83 4.74 3.78 
HEMBA1001323 4.04 3.65 8.44 14.68 23.44 18.68 = 
HEMBA1001326 8.79 7.35 10.15 12.24 13.62 15.04 
HEMBA1001327 0.94 1.65 .3.18 3.55 5.18 4.56 * 
HEMBA1001330 1.59 2.22 6.96 7.36 9.28 9.64 * 
HEMBA1001348 1.68 3.99 3.89 6.33 9.84 7.47 * 
HEMBA100135O 5.28 4.16 6.:;4 7.24 13.17 10.12 
HEMBA1001351 15.37 14.99 17.64 37.37 49.52 25.96 
HEMBA1001352 3.25 3.62 5.97 8.16 13.65 5.75 



675 



EP1 130 094 A2 



HEMBA1001353 30.24 37.73 49.4 76.74 96,09 96.34 ** 
HEMBA1001358 13.98 9.73 17.96 30.89 27.69 30.6 ** 
HEMBA100i361 1.7 3.24 4.96 4.18 6.08 6,06 
HEMBA1001364 0.8 1.71 2.4 1.47 4.11- 2.95 
'HEMBA1001375 3.45 211 5.75 5.71 5.83 6.32 
HEMBA1001377 2.81 3.16 7.36 5.37 7.98 7.89 
HEMBA1001383 0.25 1.64 2.61 1.26 2.47 1.84 
HEMBA1001387 1.81 2.15 3.66 1.94.5.14 2.47 
-HEMBA1001388 1.52 1.78 5.07 2.01 4.61 3.49 
HEMBA1001390 34.61 34.52 66.57 67.03 50 56.4 ^ 
HEMBA1001391 1.65 2.77 4.83 4.32 7.98 3.82 
HEMBA1001398 1.98' 2.87 7.47 7.24 10.42 8.29 
HEMBA1001405 1.17 2 3.87 2.99 5.3 2.61 
HEMBA1001406 2.01 3.27 3.75 5.35 6.62 4.33 * + 
HEMBA1001407 1.13 1.78 3.73 6.39 6.64 4.44 * + 
HEMBA1001411 1.44 2.81 4.47 7.2 6.35 6.04 * + 
HEMBA1001413 1.84 1.53 3,31 3.61 3,75 3.76 
HEMBA1001414. 1.47 2.34 5,3 5.33 7.22 5.47 . 
HEMBA1001415 1.91 2.36 4.97 4.4 5.86 4.29 
HEMBA1001416 4,73 4.85 9.54 8.87 11.06 9.4 
HEMBA1001432 1.23 1.27 4.43 4.27 6'64 3.59 
HEMBA1001433 1.96 2.93 4.5:5 4.33 8.66 3.64 
HEMBA1001435 2.17 2.27 6.39 7.02 10.35 5.88 
HEMBA1001442 0.99 0.68 2.02 2.36 3.12 1.81 
HEMBA1001446 1.87 1.84 5.82 9.71 8.93 11.01 ** 
HEMBA100.1450 2.35 2.32 11.22 8.61 10.08 6.34 
HEMBA1001454 3.08 4,25 9.69 13.64 10.73 11.82 * 
HEMBA1001455 2.28 2.7 3.11 2.69 5.54 2.8 
HEMBA1001459 2.74 3.37 6.03 5.07' 7.38 5.52 
HEMBA1001461 3.34 4.47 6.96 6.8 9.85 7.47 
HEMBA1001462 1.07 1.47 2.79 2.67 4.5 2,54 
HEMBA1001463 1.38 1.61 5.25 4.95 5.46 5.51 
HEMBA1061469 3.9 4.51 7.32 10.63 9.83 7.76 * 
HEMBA1001473 '4.56 3.49 8.25 7.52 10.34 6.53 
HEMBA1001477 2.14 1.59 4.64 3.41 5.75 2.59 
HEMBA1001478 2.46 2.8 3.77 2.95 3.73 2.55 
HEMBA1001480 4.15 6.8 8.96 11.64 11.87 8.48 
HEMBA1001483 1.9 1.64 5.71 6.6 8.22 7.23 * + 
HEMBA1001490 1.45 2.09 3.76 5.16 4.52 4,65 * . 
HEMBA1001495 56.8 53.41 123.27 193.11 133.65 132.04 
HEMBA1001497 2.06 1.98 7.47 4.81 8.45 5.85 
HEMBA1001510 3.99 4.23 15.22 11.46 13.7 14.56 
HEMBA1001515 1.45 2.33 4.02 3.73 6.11 3.04 
HEMBA1001517 1.6 2.21 4.6 5.26 5.4 4.6 
HEMBA1001522 1.56 2.72 3.77 3.61 6.37 2.43 
HEMBA1001526 2.19 2.97 4.97 4.05 4.38 3.59 
HEMBA1001533 3.19 2.86 6.23 6.83 7.76 4.64 
HEMBA1001547 7.26 5.37 13.69 5 7.96 6.19 
HEMBA1001552 7,12 4.72 17.79 16.12 16.3 16.05 
HEMBA1001553 41.67 45.48 66.23 57.2 47.01 79.81 
HEMBA1001557 2.24 2.93 5.15 5.81 8.33 4.59 
HEMBA1001563 1.69 2.4 4.56 3.66 6.99 4.76 



EP1 130 094 A2 



HEMBA1O01566 1.42 3.27 8.29 5.94 9.04 5.84 
HEMBA1001569 11.15 11.91 26.6 30,2 31.14 32.61 * 
HEMBA1001570 3.25 4.61 10.2 9.19' 10.25 9.53 
HEMBAI001579 3.63 4.4 7.77 9.26 7.4 9.93 
HEMBA1001581 2,79 3.33 10.95 8.81 12.09 9.08 
HEMBA1001582 3.22 3.18 6.68 6.35 6.84 4.03 
HEMBA1001585 2.7 3.07 4,52 4.4 5.6 3.5 
HEMBA1001589 1.82 2.31 3.63 4.39 6.19 3.78 
HEMBA1001595 13.06 15.57 19.7 13.25 13.29 14.02 
HEMBA1001604 1.96 2.67 3,64 3.76. 6.53 2.82 
HEMBA1OO1608 5.58 7.09 16.17 14.14 16.46 14.43 
HEMBA1001615 113.28 90.33 205,41 240.97 118.65 165.59 
HEME AlOOl 620 3.71 5.56 10.54 12.22 12.24 11.46 
HEMBA1001621 0.76 2.13 3.42 1.76 3.44 2.97 
HEMBA1001635 2.32 2.13 3.41 3.55 4.9 2.85 
HEMBA1001636 1,9 1,93 4.01 3.34 5.33 2.97 
HEMBA100I640 3.07 3.31 13.65 10.96 15.01 10.74 
HEMBA1061647 8.92 8.44 57.38 88.92 112.42 . 87.46 * 
HEMBA1001651 2.53 3.54 7,85 6.62 9.07 8.73 
HEMBA1001655 2.09 2.66 4.78 3.35 6.75 4.09 
HEMBA1001658 4.33 4.5 9.27 7.26 11.15 8.6 
HEMBA1001661 0.75 1.78 2.8 1,98 3.22 1.77 
HEMBA1001665 1.52 1.85 3.47 2.63 6.63 1.73 
HEMBA1001670 5.32 6.54 8.82 12.45 15.21 12.42 ** 
HEMBA1001672 2.49 3.06 5.9 4.28 7.62 3.39 
. HEMBA1001673 8.23 10.76 13.22 20.04 19.39 15.65 * 
HEMBA100I675 2.4 2.01 2.53 3.21 5.79 3.36 
HEMBA1001676 54.19 46.09 107.65245.72212.81 275.65 
HEMBA1001678 9.46 10.2 21.87 23.65 19.51 27.88 
HEMBA1001680 4.58 4,89 12.32 9.39 10.95 11.65 
HEMBA1001681 1.71 2.44 5.75 6.25 9.11 6.36 
HEMBA1001684 1.89 2.74 6.26 4.32 7.57 6.98 
HEMBA1001695 1.48 2.08 3.42 2.3 4.76 3.15 
HEMBA1001702 1.54,2.96 3.55 2.36 7.57 3.09 
HEMBA1001709 1.23' 1.8 3.51 3.21 4.87 3.5 
HEMBA1001711 1.29 1.98 2.83 2.99 2.45 3.18 
HEMBA1001712 0.92 1.55 2.56 2.13 3.02 2.24 
HEMBA1001714 10.37 10.82 19.06 23.54 22 23.8 * 
HEMBA1001717 79.4 71.16 124.25 152.62 195.81 173.65 
HEMBA1001718 1.95 2.12 7.32 5.99 6.59 5.26 
HEMBA1001723 3.43 3 10.19 9.09 12.53 9.64 
HEMBA1001731 1.3 1.36 3.27 1.58 4.8 2,29 
HEMBA1001734 2.37 2.38 4.28 4.78 6.06 4.27 
HEMBA1O01736 2.3' 2.12 2,87 3.5 4,69 5.33 * + 
HEMBA1001741 1.69 2.19 3.5 4.02 4.74 2.9 
HEMBA1001744 0.86 0.94 2.81 2 3.64 2.64 
HEMBA1001745 0.95 1.56 2.3 2.53 5.28 2.58 
HEMBA1001746 4.02 3.91 8.66 9.21 12.06 7.01 
HEMBA1001761 2.2 2.01 4.69 2.58 3.95 3.37 
HEMBA1001762 1.41 1.6 3,57 1.93 4.38 2.03 
HEMBAI001781 1.56 1.5 4.17 2.15 5.87 3.25 
HEMBAI001784 1.36 1.39 4.5 4.02 3.58 3,75 
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HEMBA1001791 2.16 1.74 6.97 6.04 7.62 5.68 

HEMBA1001794 2.15 4.31 12.57 13.54 13.65 12.96 

HEMBA1001800 5.61 9.63 60.4^^ 84.85 100.03 76.26 « 

HEMBA1001803 2.84 4.25 5.36 4.27 7.02 3.67 . 

HEMBA1001804 6.2 8.13 20.95 29.84 26.86 24.39 * 

HEMBA1001808 1.61 1.6 3.87 3.71 3.67 '2.89 

HEMBA1001809 8.07 6.27 10.6^^ 14.33 20.56 . 16.63 * 

HEMBA1001811 8.32 7.83 16.8 22.75 21.75 17.6 * 

HEMBA1001815 1.75 2.67 6.56 5.58 6.33 5.03 

HEMBA1001816 1.96 2.67 4.47 3.09 4.6 3.04 

HEMBA1001819 0.98 3.09 6.16 6.19 8.53 6.3 

HEMBA1001820 0.93 1.32 2.22 2.36 3.32 1.21 

HEMBA1001822 1.87 2.06 5.43 6.02 7.7 4.44 

HEMBA1001824 3.21 4.62 14.83 12.81 16.29 12.34 

HEMBA1001835 1.04 1.05 3.05 3.72 5.21 3.14 

HEMBA1001844 7.88 6.55 18.04 17.77 21.36 13.19 

HEMBA1001847 0.93 1.8 5.21 1.96 5.18 3.06 

HEMBA1001849 2.32 2.77 7.58 6.65 8.19 7.62 

HEMBA1O01850 2.51 2.71 8.43 8.76 8.88 7.89 

HEMBA1001861 0.95 2.04 1.73 2.64 3.93 2.01 
HEMBA1001862 138.58 133.42 191.61 266.65 221.43 227.58 

HEMBA1001864 1.31 1.16 2.4^^ 4.79 2.88 2.59 

HEMBA1001866 1.49 2.39 7.45 7.67 7.07 4.61 

HEMBA1001869 7.55 6.84 10.82 10.31 7.69 9.02 

HEMBA1001871 29.48 30.98 54.77 63.07 62.43 66.59 * 

HEMBA1001876 0.96 1.27 4.42 2.08 4.57 2.26 

HEMBA1001878 2.23 3.34 5.7 6.83 8.18 5.5 

HEMBA1001879 1.89 2.57 5.58 5.99 7.24 5.72 

HEMBA1001884 6.21 6.49 17.14 11.31 12.71 10.87 

HEMBA1001886 2.12 2.21 4.38 4.57 5.67 4.23 
HEMBA1001888 2 2.12 6.6 7.41 10.17 9.46 * + 

HEMBA1001890 4.03 3.67 7.6 6.8 7.01 4.4 

HEMBAi001896 1.34 1.61 2.62 2.27 4.12 3.01 

HEMBA1001899 33.43 39.48 61.77 106.52 41.01 101.91 

HEMBA1001904 76.64 122.45 233.99 299.33 174.47 322.82 

HEMBA1001910 .1.4 1.93 3.23 2.53 6.35 2.97 

HEMBA1001911 8.36 8.75 10.86 21.15 16.9 13.23 . * 

PIEMBA1001912 8.92 7.97 33.97 57 51.9 48.59 * 

HEMBA1001913 4.89 6.19 17.29 18.56 14.16 16.85 

HEMBA1001915 1.35 2.61 4.49 3.3 5.63 2.46 

HEMBA1001918 15.23 13.29 21.07 17.07 14.31 12.13 
HEMBA1001921 4 3.5 4.38 5.2 5.35 4.86 + + 

HEMBA1001931 1.19 1.95 2.53 2.14 5.17 2.19 

HEMBA1001939 1.92 1.77 4.72 1.97 5.21 2.57 

. HEMBA1001940 2.61 2.99 7.14 3.51 5.86 3.24 

HEMBA1C)01942 1.18 1.88 3.71 2.33 5.14 1.56 

HEMBA1001944 4.35 5.83 42.16 51.42 66.43 59.75 * 

HEMBA1001945 0.98 2.3 2.95 2.98 3.4 2.21 

HEMBA1001950 2.56 2.84 7.87 5.72 5.23 3.68 

HEA'lBA106l951 10.37 11.26 15.33 24.16 18.26 22.94 * 

HExMBA1001958 1.04. 1.28 2.58 3.1 4.83 2.54 

HEMBA1001960 6.87 6.28 13.93 10.02 12.99 12.47 
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HEMBA1001962 1.01 1.08 4.19 L58 4.24 1.67 
HEMBA1001964 1.39 3.45 4.13 2.54 4.45 3.39 
HEMBA1001967 6.06 5.65 9.33 14.45 10.5 13.18 * 
HEMBA1001979 0.7 2.67 3.31 2.04 3.46- 2.4 
HEMBA1001987 1.96 3,92 7.99 6.19 8.35 7.22 
HEMBA1001991 1.61 3.59 9.06 5.06 8.7 7.44 
HEMBA1002003 4.86 4.71 14.56 15.86 16.03 22.9 
HEMBA1002005 2.62 3.39 7.82 4.16 7.48 4.76 
HEMBAIO02O08 2.64 3.51 7.78' 6.07 10.15 6.37 
HEMBA1002018 1.86 2.37 4.23 3.32 5.47 3.87 
HEMBA1002022 0.52 2.3 2.5 2.83 3.53 2.82 
HEMBA1002029 43.82 40.22 73.75 89.27 96.12 122.81 
HEMBA1002030 2.23 2.88 4.32 3.88 4.26 4.67 
HEMBA.1002035 1.69 1,75 3.82 5.43 5.14 3.75 
HEMBA1002037 4.47 4.34 6.69 4.5 6.47 7.94 
HEMBA1002038 4.12 3.13- 7.74 6.36 8.8 5.42 
HEMBA1002039 2.46 3.43 7.03 6.74 8.99 6.37 
HEMBA1002042 5.52 5.55 9.8 10.55 13.01 9.94. 
HEMBA1002043 3.81' 3.79 11.32 12.53 12.64 13.95 
HEMBA1002048 2.76 2.31 3.81 2.03 4.32 3.44 
HEMBA1002049 1.72 2.35 5.55 4.43 5.2 5.2 
HEMBA1002053 7.33 6.91 14.52 11.09 15.25 13.63 
HEMBA1002055 9.81 8.76 10.65 18.44 13.58 17.78 * 
HEMBA1002656 2.24 2.62 4.26 5.46 8.06 5.67 * 
HEMBA1002061 2.24 2.51 4.58 4.17 5.34 4.58 
HEMBA1002080 46.55 49.5 54.6 91.78 122.41 83.23 * 
HEMBA1002084 0.71 1.43 2.36 3.25 3.66 2.64 * 
HEMBA1002085 0.97 1.47 2.87 3.45 4.52 3.74 * 
HEMBA1002092 1.79 1.56 3.94 4.01 5.53 4.15 
HEMBA1002098 1.51 1.82 4.12 3.2 5.11 2.83 
HEMBA1002100 9.07 8.18 22.37 25.95 23.04 29.67 
HEMBA1002101 18.26 17.64 27.49 23.44 27.16 23.74 
HEMBA1002102 2.65 1.98 5.99 4.58 7.06 6.99 
HEMBA1002105 6.79 6.2 '22. 13 24.47 40.8 25.31 
HEMBA1002107 57.97 37.86 84.35 155.21 136.27 136.87 
HEMBA1002113 6.77 4.75 17.24 12.05 12.83 14.78 
HEMBA1(X}2119 3.85 3.28 24.05 24.29 30.66 27.04 
HEMBA1002125 7.03 6.73 10.43 11.38 7.34 11.85 
HEMBA1002131 9.71 9.72 20.58 14.97 19.12 13.71 
HEMBA1002133 3.67 3.52 6.32 6.97 9.51 9.46 * 
HEMBA1002139 0.75 1.07 3.35 L52 4.37 1.47 
HEMBA1002141 1.67 1.36 3.23 2.99 3.92 2.14 
HEMBA1002144 2.33 2.44 6.11 5.28 5.68" 6.57 
HEMBA1002147 8.84 9.55 17.93 36.22 21.92 21.88 
HEMBA1002150 38.34 38.68 51.42 19.74 26.62 15.85 
HEMBA1002151 3.76 3.36 9,95 11.15 14.23 9.84 
HEMBA1002153 0.57 1.74 3,36 3.39 5.64 2.96 
HEMBAi002156 0.8 1.74 2.33 1.94 4.28 1.26 
HEMBA1002160 2.16 3.17 5.7 6.08 7.26 6.18 . 
HEMBA1002161 2.13 2.9 6.99 13.53 11.79 ,9.76 * 
HEMBA1002162 2.65 2.17 7.76 5.61 6.27 7,81 
HEMBA1002163 12.02 12.04 19.93 34.48 19.96 27.11 
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HEMBA1002164 6.58 10.55 59.92 71.46 78.61 67.82 
PrEMBAl002166 21.88 18.32 39.58 57.35 49.05 46.09' * 
HEMBA1002167 0.89 2.89 3.89 4.96 5.45 3.98 
HEMBA1G02173 3.24 3.83 6.22 7.97 7.11 6.28 
HEMBA1002177 1.31 1.78 3.31 5.68 4.97 Z98 
HEMBA1002178 6.91 10.17 14.77 23.33 23.58 17.49 * 
HEMBA1002179 53.56 46.86 94.4 58.33 85.22 54.47 
HEMBA1002185 2.75 4.07 13.4 11.73 16.23 14.56 
HEMBAI002188 5.76 7,57 10.27 11.86 12.9 9.8 
HEMBA1002189 1.98 2.85 4.96 5.23 4.63 4.71 
HEMBA1002191 0.67 2.16 4.96 3.47 5.44 2.81 
HEMBAI002192 2.98 2.83 4.91 7.53 8.35 4.57 
HEMBA1002195 2.96 3.27 6.6 10.35 10.11 7.27 * 
HEMBA1002196 3.34 4.33- 8,55 8.62 8.85 8.39 
HEMBA1O02199 1.33 1.86 4.9 4.62 5.71 3,52 
HEMBA1002204 1.31 1.97 4.08 5.48 11.37 3.73 
HEMBAl 002208 24.58 26.61 45.85 49.77 25.48 39,6 
HEMBA1002212 3.73. 5.95 9.01 8.9 11,85 17.18 
HEMBAl 002215 1.95 2.63 4.27 5.1 3.54 3.78 
HEMBA1002217 15.61 16.71 59.91 78.46 82.88 80.94 * 
HEMBA1002220 LIT 2.07 4.1 3.58 3.39 2.33 
HEMBA1002226 2.17 3.13 .9.18 10.47 12.61 9.58 
HEMBA1002227 39.9 47.13 92.5 109.42 65.74 71.79 
HEMBA1002229 4.5 4.77 13.39 11,16 13.55 12.49 
HEMBA1002237 1.73 3.22 4.08 3.71 5.64 3.41 
HEMBA1002239 9.36 13.83 72.18 100,62 109.3 113.84 " 
HEMBA1002241 7 7.54 38.36 64.27 68.93 68.72 ** 
HEMBA1002253 1.11 2.44 3.33 2.3 4.42 2.68 
HEMBA1002257 1.83 2.65 4, 11 3.18 3.6 1.74 
HEMBA1002259 1.12 2.17 2.69 3.12 3.6 2.67 
. HEMBA1002262 6.95 7.37 19.16 14.43 14.78 17.04 
HEMBA1002265 1.35 1.63 3.7 3.75 6.23 2.43 
HEMBA1002267 16.87 20.81 22.76 32.99 16.96 27.5 . 
HEMBA1002270 3,73 4.79 7.49 8.18 13.43 8.7 
HEMBAl 002286 1.03 i;86 5.42 2.85 5.53 0.98 
HEMBA1002290 4.73 3.7 7.52 5.16 8.88 4.38 
HEMBA1002302 6.12 9.63 45.04 45.66 49.69 45,23 
HEMBA1002304 3.28 3.42 6.8S 5.57 6.97 4.34 
HEMBA1002307 45.71 53.69 92.31 71.87 55.79 61.03 
HEMBA1002316 2.16 3.29 4.63 3,04 5.32 2.41 
HEMBA1002319 1.97 2.96 4.46 8.32 9,58 8 ** 
HEMBA1002320 1.99 1.76 3.22 2.51 4.45 1.76. 
HEMBA1002321 1.22 2.04 2M 2.71 4.44 2.77 
HEMBA1002328 2.44 3.04 4.89 2.43 5.73 2.94 
HEMBA1002333 3.88 4.27 7.14 7.37 10.84 7.5 
,HEMBA1002337 3.02 3.62 5.5 5.98 7.49 7.48 * . 
HEMBA1C)02339 15.86 13.92 111.66 135.44 169.95 156,76 
HEMBA1002341 0.8 2.08 3.22 2.71 4.34 2.35 
HEMBA1002348 2.84 2.78 7.14 3.69 6.73 4,49 
HEMBA1002349 1.28 1,44 3.59 2.24 4.64 2.59 
HEMBA1002353 1.83 3.04 4.03 4,61 7.72 5.68 
HEMBA1602356 6.05 6.96 17.:)3 14.27 16.02 16.1 
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EP1 130 094 A2 



HEMBA1002357 114.85 156-08 30632 300.67 286.5 328.19 
HEMBA1002360 7.18 8.32 8.29 14.57 14.46 13.78 *♦ 
HEMBA1002363 2.79 3.35 4.84 7.02 8.02 8.72 ** 
HEMBA1002365 L7 2.7 2.7 1.63 3.12 2,67 
HEMBA1002370 1.43 1.78 2.37 1.53 4.2 1.9 
HEMBA1002374 4.55 4.53 7.79 8.33 10.27 9.11 * 
HEMBA1002376 46,59 33.18 118.8 101.1 189.18 114.36 
HEMBA1002377 18.02 20.98 25.61 32.58 34.44 32.19 * 
HEMBA1002380 5.68 6.36 16.28 17.43 21.85 18.83 
HEiVlBA1002381 1,52 L8 4.16 4.12 7.16 4.94 
HEMBA1002384 1.79 3.09 3.69 5.67 4.27 5.71 * - 
HEMBA1002389 1.93 2.93 2.88 3.63 5.31 4.7 * + 
HEMBA1002396 21.16 20.01 36.93 14.29 14.94 19.1 
HEMBA1002402 125.09 124.52 163.42 100.85 107.79 164.62 
HEMBA1002417 1.41 1.07 4.27 2.17 3.19 2.6 
FTEMBA1002419 1.42 2.38 3.8 1.81 4.59 2.41 
HEMBAI002420 9.55 11.97 M.H 16.34 18.28 16.16 * 
HEMBA1002421 7.47 10.35 12.5 8.97 10.24 9.6 
HEMBA1002423 2.89 1.3 4.28 3.35 4.29 3.82 , 
HEMBA1002424 11.91 10.05 25.13 9,11 9.2 J0.43 
HEMBA1002426 3.42 3.69 5.56 7.57 8.24 5.6 * + 
HEMBA1002430 0.39 1.41 2.51 1.7 4.19 2.85 
HEMBA1002439 1.59 1.94 4.17 2.69 4.46 6.8 
HEMBA1002441 31.85 29.77 27.79 48.74 52.7 34.64 
HEMBA1002454 0.62 1.48 2.27 1.76 2.43 1.55 
HEMBA1002458 3.17 5 8.09 10.24 10.55 11.71 * 
HEMBA1002460 2.14 1.59 3.89 5.16 4.63 5.01 * 
HEMBA1002462 5.18 3.83 9.52 11.92 9.29 8.58 
HEMBA1002465 0.93 1.96 2.26 1.46 3.13 1.27 
HEMBA1002469 6.88 7.27 45.87 49.02 75,59 67.74 * 
HEMBA10Q2475 1.54 2.35 8.01 4.88 7.87 7.66 
HEMBA1002477 1.75 1.59 5.25 3.19 6.99 3.55 
HEMBA1002480 4.46 3.98 8.49 8.76 13 10.54 
HEMBA1002481 1.9 2.02 4.22 2J\ 6.25 4.7 
HEMBA 1002486 3.62 3.98 10.08 9.98 . 8.04 9.75 
HEMBA1002490 2.02 3.08 5.7 8.76 9.64 7.65 * 
HEMBA1002495 2.37 2.29 3.78 3.92 4.79 4.08 
HEMBA1002498 0.95 2.14 2.97 1.83 5.09 2.14^ 
HEMBA1002501 2.96 4.73 14.13 19.98 23.55 17,54 * 
HEMBA 1002503 1.7 2.52 5.11 4,68 7.06 2.97 
HEMBA1002504 1.95 2.19 5.99 6.68 7.09 4.65 
HEMBAl 002508 1.48 2.59 5.99 7.8 7.47 5.65 
HEMBA1002513 1.31 1.7 4,85 3.91 7.67 3,02 
HEMBA1002515 1.17 1.82 3.04 2,67 5.1 2.89 
HEMBA1002524 1.67 2.09 ' 2.53 4.44 4.49 3.82 ** 
HEMBA1002538 4.68 4.14 7.39 9.31 8.91 .7.86 * 
HEMBA1002542 3.31 3.27 6.77 10.11 9,3 7.74 * 
HEMBA1002544 1,42 2.24 3.33 2.69 6.59 3.24 
HEMBA1002546 31.01 31.64 56.69 95.52 83.15 72.77 * 
HEMBA1002547 3,13 3.22 8.44 20.11 20.37 17.21 ** 
HEMBA1002550 5.46 3.86 10.87 10.85 11.2 10.23 
HEMBA1002551 2.15 3.09 5.8 3.7 5.08 3.08 
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EP1 130 094 A2 



HEMBA1002552 2.21 2.06 8.39 5.66 6.55 5.68 

HEMBA1O02555 1.54 1.78 4.56 2.27 4.4 2.97 

HEMBA1002558 2.74 3.26 7.02, 8.08 7.47 8.27 
HEMBA1O02561 ^ 1.01 1.58 5.26 4.42 5.08 3.87 

HEMBA1002562 0.59 0.83 2.34 3.29 3.29 2.36 

HEMBA1002568 1.71 1.16 3.0& 3.06 3.26 3.6 

HEMBA1002569 3.8 . 4.67 10.32 7.29 8.59 5.14 

HEMBA1002570 5.22 4.72 9,84 6.07 10.29 12.99 

HEMBA1002574 24.62 22.75 26.01 44.47 30.74 40.85 

HEMBAl 002583 4.07 4.52 8.07 6.64 6.43 8.47 

HEMBA1002587 9.78 10.9 19.23 24.67 18.08 20.4 

HEMBA1002590 2.51 2.58 7.47 5.35 5.6 4.05 

HEMBA1002592 2,51 3.03 6.4 6.34 7,84 5.1 

HEMBA1O02595 1.66 2.13 3.1 4.12 4.25 2.68 

HEMBA1002609 4.47 6.27 51 68.51 85.44 66.33 * 

HEMBA1002617 6.31 4.76 1,99 7.25 6.84 6.48 

HEMBA1002619 3.33 4.8 5.99 7.86 6.14 7.27 

HEMBA1002621 1.21 2.94 3m 3.24 4.17 2.03 

HEMBA1002624 4.6 5.19 \9A\\ 22.04 24.39 26.87 * 

HEMBA1002628 3.37 3.64 6.41 6.08 6.11 4.1 

HEMBA1002629 2.71 2.24 4.66 3.77 7.98 4.48 

HEMBA1002632 1.39 2.23 5.16 4.29 5.49 4.58 

HEMBA1002645 1.77 1.98 6.43 4.68 6.91 5.37 

HEMBA1002651 1.87 2.73 4.73 4.68 4,83 3.74 

HEMBA1002652 3.38 5.27 6.2 L 6.09 8.66 7,92 

HEMBA1002659 2.84 3.86 4.8 6.32 8.18 9.6 * 
HEMBA1002661 3 2.71 6.19 4.41 6.93 4,93 

HEMBA1002666 1,74 2.47 4,21 - 2.95 4.25 1.41 

HEMBA1002667 1.39 2.25 3.91 2,79' 5.24 1.94 

HEMBA1002673 16,08 19.36 30.31 32.54 35.18 29.96 

HEMBA1002678 2.11 2.33 7.44 5.39 5.98 4.22 

HEMBA1002679 1.23 233 5.25 3.7 7.48 3.81 

HEMBA1002688 1.74 2.98. 8.3 8.33 11.41 7.86 

HEMBA1002696 1.7 2.79 2.92 3.48 6,13 3.32 

HEMBA1002703 2.95 3.88 10.15 8.35 9.73 9.21 

HEMBA1002706 4.97 4.24 8.99 5:07 7.16 5.54 

HEMBA1002712 2.39 3.94 8.67 8.4 10.9 10.57 

HEMBA1002715 7.92 9.81 49.65 79.65 93.63 79.61 ' 

' HEMBA1002716 3.93 4.26 5.53 4,63 5.02 4.53 

HEMBA1002718 11.79 12.87 17.77 24.16 18.07 24.3 

HEMBA1002728 2.37 3.1 5.01 5.52 5.94 4,42 

HEMBA1002730 1.13 2.48 5.86 3.71 6.19 4.61 

HEMBA1002734 2.89 3.54 8.82 8.6 10.7 10,59 

HEMBA1002742 1.94 2.06 3.96^ 1.86 4.27 2.74 
HEMBA1002746 1.2 2.86 4.61 2.83 4.43 2.94 

HEMBAI002748 2.19 1.75 4.01 5.36 5.98 3.92 

HEMBA1002750 1.99 2.46 3.^5 6.74 6.39 6.27 ** 

HEMBA1002755 1.85 3.1 5.31 5.96 6.62 5.16 

HBMBA1002759 1.93 3,12 7.98 4.65 7.92 7.08 

HEMBA1002763 9.62 12.05 74.52 68.84 88.82 77.22 

HEMBA1002767 4.48 5.85 5,8 8.88 6 6.13 

HEMBA1002768 2.99 3.76 6.2 3.46 8.3 3.04 ■ 
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EP1 130 094 A2 



HEMBA1002769 1.47 2.35 2.82 3.46 '5.21 3.49 
HEMBA1002770 5.89 5.83 12.41 14.24 22.53 15.53 * 
HEMBA1002777 1.6 1.9 2.58 2,29 4.74 3.76 
HEMBA1002779 10.92 7.6 16 17.39 19.81 19.36 * 
HEMBA1002780 2.6 2.77 .6.82 6.43 6.89 6.35 
HEMBA10O2790 3.14 2.52 10.6 7.26 8.67 9.25 
HEMBA1002794 1.52 2.28 5.49 3.68 6.8 4.45 
HEMBA1002798 1.33 1.59 3.61 2.77 5.12 4 
HEMBA1002801 2.13 2.25 3.6^^ 3.12 6.93 5.24 
HEMBA1002810 4.56 3.99 7.85 10.27 17.3r 11.1 * 
HEMBA1002816 2.24 1.97 ,2.88 5.34 5.05 4.8 ** 
HEMBA1002818 24.6 23.26 95.11 130.84 121.74 135.78 
HEMBA1002820 1.95 2.63 6.41 6.96 6.99 6.04 
HEMBA1002826 1.96 1.48 2.99 3.21 4.84 3.59 
HEMBA1002833 8.71 7.46 19.84 20.18 21.16 20.04 
HEMBA1002850 1.16 L94 3.67 3.87 4.96 5.11 * 
HEMBA1002862 9.06 9.31 17.9 20.11 25.3 13.43 
HEMBA1002863 2.47 2.93 5.23 6.16 8.44 6.52 * 
HEMBA1002867 1.51 1.17 2.4 2,3 3.28 1.87 
.HEMBA1002876 3.9 3.54 5.48 5.61 5.78 6.48 
HEMBA1002886 1.28 1.56 2.4:5 1.83 3.13 2.71 . 
HEMBA1002896 5.82 3.82 9.33 7.22 11.23 8.51 
HEMBA1002913 2.37 2.22 4.56 4.19 4.28 3.11 
HEMBA1002921 0.97 0.81 2.36 1.82 2.41 1.41 
HEMBA1002924 1,07 1.2 2.86 2,11 4.41 3.27 
HEMBA1002934 6.01 5.17 10.48 9.93 15.27 13.16 
HEMBA1002935 4.27 2.55 6.59 7.1 5.34 7.14 
HEMBA1002937 4.61 5.71 9.4 10.82 8.36 7.36 
HEMBA1002939 2.21 2.92 5.39 5.51 5.7 3.26 
HEMBA1002944 1.45 1.97 4.66 3.1 5.68 3.21 
HEMBA1002951 5.88 7.88 10.99 6,04 12,17 5.67 
-HEMBA1002954 2.4 4.57 6.12 6.09 7.78 4.78 
HEMBA1002962 3.93 6.02. 9.14 13.42 15.92 12.44 * 
HEMBA1002968 1.22 1.71 4.32 5.34 4,07 5.3 
HEMBA1002970 1.13 L13 3A4 2.5 3,72 3.13 
HEMBA1002971 0.96 2.02 2.75 2.02 3.71 2.43 
HEMBA1002973 1.68 3.36 7.84 6.19 10.81 6.31 
HEMBA10O2978 2.09 3.81 4.35 5.49 5.3 4.22 
HEMBA1002981 1,82 2.51 4.01 9.33 7.48 6.53 ** 
HEMBA1002985 0.83 1.92 4.91 4.74 5.59 4.13 
HEMBA1002986 2,72 '4,88 6.67 14.7 14.62 13 ** 
HEMBA1002988 1.77 2:36 4.25 4.2 5.67 3.46 
HEMBA1002992 8.73 11.38 68.65 83.81 96.4 94,02 * 
HEMBA1002995 6.13 6.97 11.94 8.64 11.47 14.09 
HEMBA1002997 5.77 6.33 9.6 12.88 10.65 8.75 
HEMBA1002999 1.36 2.77 2.84 2.48 3.92 3.31 
HEMBA1003004 0.78 1.39 1.96 • 1.86 3.32 1.37 
HEMBA1003006 2.03 1.84 4.26 5.44 8:08 5.87 * 
HEMBA1003008 1.58 1.26 2.83 3.4 5.4 2.28 
HEMBA1003021 1.72 2.09 5.98 8.49 8.58 6.67 * 
HEMBA1003027 1.79 1.73 4.47 2.11 6.17 3.72 
HEMBA1003029 16.39 17.36 46.06 37.07 42.91 45.58 
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EP1 130 094 A2 



HEMBA1003031 33,04 32.41 50.08 48,18 24.56 40.3 
HEMBA1003032 3.42 6.52 7.98 8.81 6.53 9.45 
HEMBA1003033 2.36 4.11 6.85 7.85 8.94 9 * 
HEMBAI003034 2.43 3.17 7.63 8.24 7,47 8.23 
HEMBA1003035 1.24 2 2.59 2.88 3.46 1.93 
HEMBA1003037 1'.74 2.09 6,21 4.13 7.36 3.43 
HEMBA1003041 3.4 4.14 8.51 10.28 10.48 9 
HEMBA1003046 11.44 11.53 28.31 33.77 21.19 36.32 
HEMBA1003047 2.02 2.35 5.11 4.57 5.4 1 4.03 
HEMBA1003048 1.8 2.96 3.76 7.97 7.47 9.3 ** 
HEMBA1003064 3.7 4.12 15.74 15.78 25.09 19-36 
HEMBA1003067 1.92 2,31 7.09 4.56 7.96 3.23 
HEMBA1003071 5.24 5 8.74 11.32 10,02 8.X 
HEMBA1003072 2.81 3.22 51 4A3 3.65 5.17 
HEMBA1003076 20.6 21.34 31.6 41.86 28.3 32.74 
HEMBA1003077 1.41 1.58 4.37 1.68 4.03 2.27 
HEMBA1003078 2.02 1.92 2.4 3.14 4.9 3.38 *- 
HiEMBA1003079 2,72 2.66 6.42 5.88 7.13 4.48 
HEMBA1003083 L56 2.11 3.94 4.42 6.23 4.59 
HEMBA1003086 2.5 2.72 5.27 4.09 5.78 4.68 
HEMBA1003090 5.14 4.79 13.3 11.57 12.88 12.73 
HEMBA1003094 0.82 1.67 2.94 2.51 3.22 2.14 
HEMBA1003096 8.6 8.76 15.55 10.1 13.7 10.97 
HEMBA1003098 3.88 5.66 7.38 9.42 7,11 8.4 
HEMBA1003101 4.73 5.48 7.29 9.04 6,59 6.36 
HEME A1003 109 2.88 3.42 4.72 5.73 6.93 7.22 * 
HEMBA1003114 2.87 4.67 5.67 6.47 7.94 5.69 
HEMBA1003117 2.1 3.41 4.4 3.36 4.99 2.44 
HEMBA1003120 3.02 2.65 5.55 3.23 7.38 4.29 
HEMBA1003129 2.47 2.6 6.66 10.28 6.19 . 7.28 
HEMBA1003133 2.05 4.74 7.61 7.74 7.59 5.59 
HEMBA1003136 2.64 3.59 5.25 5.37 5.88 4.49 
HEMBA1003142 2.01 2.27 6.15 6.62 6.35 5.34 
HEMBA1003148 1.3 1.4 2.82 1.49 4.26 1.6 
HEMBA1003151 1.91 2.08 4.23 2.9 5.34 4.24 
HEMBA1003152 3.27 1.98 5.84 4.74 5.71 2.58 
HEMBA1003157 1.23 1.88 2.58 4.2 5.38 3.21 * 
HEMBA1003I66 6.14 6.06 14.06 22.98 18.03 21.74 
HEMBA1003171 1.3 2.28 2.23 2.62 3.09 2.53 
HEMBA1003175 1.54 2.63 4.2 3.54 4.52 4.11 
HEMBA1003179 4.66 5.95 37.4 36.91 43.86 45.13 
HEMBA1003186 2.58 3.17 7.13 6.71 6.71 5.78 
HEMBA1003196 3.04 3.79 7.33 6.95 8.31. 5.18 
HEMBA1003197 0.46 1.51 2.&6 1.85 3.97 1.09 
HEMBA1003199 1.26 1 2.32 1.66 3.22 2.47 
HEMBA1003202 2.86 3.49 5.69 9.44 10.48 11.14 
HEMBA1003204 1.67 2.46 3.35 4.99 4.72 4.81 * 
. HEMBA1003210 6.48 7,36 11.66 12.02 12.1 14.78 
HEMBA1003212 1.4 2,87 5.52 7.58 8 5.7 
HEMBA1003218 1.2 1.26 1.71 1.24 4.35 1.36 
HEMBA1003220 34.65 32.6 73.43 78.35 79.82 83.89 
HEMBA1003222 2.37 3.03 3:41 3.04 6.13 4.29 
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HEMBA1003225 1.95 2.07 3.34 1.59 3.45 2.05 
HEMBA1003229 2.37 1.91 2,4 5.62 5.1 4,9 ** 
HEMBA1003230 7.83 7.14 12.08 11.08 11.44 10.09 
HEMBA1003235 0.91 1.33 4.32 4.98 5.25 5.44 * 
HEMBA1003236 5.54 5.43 10.62 11.5 15.4 13.97 * 
HEMBA1003250 L41 1.4 2.68 1.76 2.98 2,42 
HEMBA1003252 4.96 7.17 16.59 17.06 18.68 14.37 
HEMBA1003257 2.7 3.33 7.33 8.25 8.83 6.78 
HEMBA1003268 0.95 0.44 1.92' 1.92 3.36 1.81 
HEMBA1003273 1.4 1.38 2.96 2.5 3.37 5.1 
HEMBA1003276 1.13 1.99 3.18 4.21 4.42 3,98 ♦ 
HEMBA1003277 0,95 0.83 1.85 0.56 1.63 1.34 
HEMBA1003278 1.07 1.18 3.49 1 4.56 2.32 
HEMBA1003280 2.37 2.6 4.59 3.08 4.91 4.2 
HEMBAiq03281 1.83 1.29 3,53 1.79 3.85 2.48 
HEMBA1003284 1,24 1.91 3.43 3,03 5,05 3.32 
HEMBA10d3286 7.75 6.73 34.23 45.25 71.61 51.97 
HEMBA1003291 1,65 1.91 4,84 3.21 3.32 3.25 
HEMBA1Q03294 1.89 3.5 7.47 4.86 5.7 5.62 - 
HEMBA1003296 4.74 8.32 46.61 63.82 70.23 54.45 
HEMBA1003304 0.77 1.44 2.88 2.91 5.37 1.87 
HEMBA1003306 4.37 6.3 ]0.2i} 15.7 17.76 11.56 * 
HEMBA1003309 0.91 1.9 2.85 2.87 4 2.3 
HEMBA1003314 1.43 2.26 3.82 4.48 3.52 4.02 
HEMBA1003315 6.37 4.38 10.14 15.2 16.23 17.88- 
HEMBA1003322 4.81 5,92 10.9 8.46 10.83 8.07 
HEMBA1003326 1.94 3.97 5.55 2,93 7.4 3.68 
HEMBA1003327 0.81 1.61 3.63 2.36 4.3 2.28 
HEMBA1003328 0.76 2.43 5.38 4.25 5.51 5.06 
. HEMBAi003330 2.27 2.81 4.84 4.66 5.83 6.94 
HEMBA1003348 3.22 2.45 11.3 11.28 13.98 16.37 
HEMBA1003369 2.39 2.6 7 9.64 8.65 5.33 
HEMBAi003370 3.14 3.6 8.85 12.54 10.83 13.98 ' 
HEMBA1003373 1.12 1.3 3.4 2.14 5.05 2.94 
HEMBA1003376 3.75 2.83 7.71 9.83 12.46 10.39 ' 
HEMBA1003380 1.12 2.3 3.63 2.25 3.9 2.57 
HEMBA1003384 0.98 1.71 2.91* 2.11 4.78 2.14 
HEMBA1003387 1.3 1.24 2.14 1.83 3.24 1.98 
HEMBA1003392 2.51 2.28 3.43 5.21 5.91 4.44 * 
HEMBA 1003395 1.02 1.45 2.84 4.06 4.29 2.18 
HEMBA1003399 1.03 1.4 3.27 3.21 3.26 2.19 ' 
HEMBA1003400, 1.36 2.22 4.M 3.23 7.19 5.22 
HEMBA1003402 L62 1.74 3.29 2.32 4.22 2.59 ' 
HEMBA1003403 7.13 9.32 50.9 66.1 66.81 77.49 * 
HEMBA1003408 3.68 4.5 7.27 6.02 5.77 7.71 
HEMBA1003412 5.08 6.79 8.35 10.96 8.79 9.75 
HEMBA1003417 5.71 6.5 10.15 8,18 8.86 7.36 
HEMBA1003418 4.01 5.12 -6.53 7.37 11,45 9.3 * 
HEMBA1003420 16.29 17.91 35.46 33.32 34.37 32.89 
HEMBA1003425 0.76 1.65 3.06 2.33 3.58 2.21 
HEMBA1003433 lA 2.43 3.34 4.88 4.54 4,09 * 
HEMBA1003440 11.39 12.08 19.86 24.13 13.99 24.26 
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EP 1 130 094 A2 



HEMBAl 003442 4.37 
HEMBAl 003447 7.55 
HEMBA1003453 21.03 
HEMBA1003461 1,5 
HEMBA1003463 2.82 
HEMBA1003465 1.77 
HEMBA1003480 2.58 
HEMBAl 003485 7.06 
HEMBAI003487 1.8 
HEMBA1003492 1.42 
HEMBA1003494 9.36 
HEMBA1003497 2.19 
HEMBA 1003503 0.98 
HEMBA1003511 0.99 
HEMBA1003528 3.33 
HEMBA1003530 1.33 
HEMBA1003531 M4 
HEMBA1003532 12.97 
HEMBA1003538 2.54 
HEMBA1003545 0.68 
HEMBA1003546 1.27 
HEMBAl 003548 1.4 
HEMBA1003553 31.29 
HEMBA1003555 1.39 
HEMBAI003556 1.24 
HEMBA1003560 1.89 
HEMBA1003565 54.27 
HEMBA1003568 1.86 
HEMBA1003569 2.93 
HEMBA1003571 3.53 
HEMBA1O03579 3.51 
HEMBA1O03580 3.82 
HEMBA1003581 0.82 
HEMBA1003591 10.8 
HEMBA1003595 0.93 
HEMBA1003597 3.15 
HEMBA1003598 0.58 
HEMBA1003600 3.71 
HEMBAl 003602 2.84 
.HEMBA1003604 2.3 
HEMBAl 0036 10 2.33 
HEMBA10O3615 1.76 
HEMBA1003617 3.59 
HEMBAl 003620 5.76 
HEMBA1003621/ 1.6 
HEMBA1003622* 0.96 
HEMBA100363O 0.78 
HEMBAI003637 0.66 
HEMBA1003640 2.33 
HEMBAl 003645 1.12 
HEMBA 1003646 .0.94 
HEMBA1003647 0.49 



4.67 4.94 3.54 6.73 5.96 
9.08 49.72 65.4 1 63.46 65.15 * 
22.03 42.15 27.85 29.02 27.64 
2.13 3.49 2,6 3.63 2.2 

3.68 6,02 5,97 3.84 6.41 
2.21 6.31 4.75 5.02 3.82 
3.91 8.62 9.63 9.6 9.42 

4.84 5.29 6.13 7.26 5.52 

1.85 3.4 7,12 6.39 6.79 ** -i- 
1.95 4.11 2.41 5.87 2.1 

8.61 12.1*5 18.24 18.69 17.83 ** 

2.16 3.29 3.35 6.06 2,97 

1.74 3.37 5.04 3.18 2.13 

2.19 3.7 2.3 4.42 2.5 
4 6.51 5.77 5.04 4.46 

0.85 3.62 1.97 3.15 2.45 

1.72 5.39 4.74 7.24 4.51 
14.66 34.3 28.69 25.31 31.26 
2:4 17.88 14.54 21,58. 16.83 

2.08 3.17 1.85 3.6 2.17 
2.03 1.68 1.98 2.15 2.42 
3.18 3.6 1.41 4.15 2.23 
31.45 47.99 54.36 41.34 45.65 

2.73 4.81 3.53 4.48 -5,19 

I. 76 2.96 3.14 5.75 3,31 
2.66 7.87 10.08 13.24 9.9 * 
66.88 96.28 121.29 139.88 148.68 
2.27 3.2^^ 2.36 7.41 2.78 

2.61 2.96 5.07 3.95 4.53 ** 
2.33 3.8 5.19 5.3 5,83 * + 
4.29 4.83 3.79 5.68 5,91 

4.09 4.96 3.11 4.41 3.53 

2.62 2.07 1.63 3.19 2.4 

II. 44 30.24 33.74 35.7 36.88 * 
1.16 2.46 2.98 4.02 2.01 

3.18 8.74 10.82 11.39 11.59 * 
0.93 1.33 2.62 1.83 1.61 * 

4.19 13.35 14.77 13.86 16.69 
2.64 4.89 5.89 6.97 9.14 * 
3.35 5.67 6.63 8.29- 8.16 * 

3.2 4.48 6.12 5,64 6.81 * 

2.61 5.23 4.95 5.21 4.96 

3.54 8.59 6,92 11.37 8.5 

6.01 4.98 13.48 17.69 12.58 ** 
1.66 3.19 4.52 5.42 5.08 ** ' 
0.69 1.38 1.47 3.17 2.25 

1.02 1.95 1.68 2.97 1.55 
1.93 2.59 2.11 3.11 2.63 

2.1 5.27 4.16 5.68 5.5 

1.2 4.41 2.3 3.82 3:06 
L21 1.76 1.25 3.25 1.8 
2.15 3.27 2.46 3.79 2.21 
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HEMBA1003656 3.32 3.77 6.96 17.01 10.45 13.78 * 
HEMBA1003662 1.37 2.08 1.54 5.2 3.81 4.91 *♦ 
HEMBA1003666 23.84 17.7 51.57 21.97 21.85 24.71 
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HEMB A 1003677 


1 OA 


O A/C 


4.28 


2.32 


5.31 


i. /o 


HEMBA1003679 


1.2 


1.68 


3.72 


2.22 


6.19 


o oo 

3.23 


HEMBA1G03680 


4.55 


4.68 


20.52 


27.26 28.13 


» 28.07 


HEMBA1003684 


1.57 


1.9 


3.98 


4 : 


5.65 ^ 


1.47 


HEMBA 1003690 


6.22 


7.41 


8.65 


7.94 


9.93 


7.33 


HEMBA1003692 


2.41 


3.82 


7.23 


8 


8.28 


1.1 


HEMB Al 003702 


2.64 


3.82 


4.83 


7.11 


6.86 


6.07 * 


HEMB A 10037 11 


1.06 


1.21 


3.39 


2.93 


3.88 


2.37 


HEMBA 10037 14 


1.31 


1.26 


2,13 


1.61 


2.45 


1.42 


HEMBA1003715 


1.46 


2.7 


6.58 


10.21 


9.15 


6.87 * 


HEMBA1O03717 


1.91 


2.31 


3.91 


3.03 


3.66 


4.38. 


HEMBA1003720 


0.81 


2.6 


5.07 


4.16 


4.16 


4.21 


HEMBA1003725 


0.83 


1.57 


2.47 


3.22 


■ 4.91 


3,17 * 


HEMBA1003728 


1.28 


2.48 


3.4 


2.65 


4.36 


2.72 


HEMBA1P03729 


0.98 


2.35 


2,85 


3.6 


4.36 


3.52 * 


HEMBA1003732 


Lll 


1.52 


3.49 


3.01 


2.75 


1.88 


HEMBA1003733 


1.18 


1.9 


2.94 


3.7 


4.95 


3.92 * 


HEMBA1003742 


5.15 


7.3 


5.95 


21.53 


22.58 


19.56 ' 


HEMB Al 003743 


1.37 


1.76 


3.21 


4.13 


4.36 


3.68 * 


HEMBA1003758 


3.26 


3.29 


11.72 


10.07 16,03 12.24 


HEMBA1003760 


0.82 


2.43 


3.0!) 


1.92 


4.19 


3.16 


HEMBA1003764 


0.88 


2.06 


4 9 


1.86 


4.36 


4.24 



HEMB A1003769 6.61 8.95 15.57 22.58 17,05 20.77 * 

HEMBA 1003773 2.16 3.5 4.48 5.8 6.7 5.98 * 

HEMBA1003783 3.12 3.11 4.95 8.58 8.64 8.27 ** 

HEMBA1003784 0,46 1.37 2.89 2.37 2.45 1.77 

HEMBAI003794 3.48 3.61 13.64 11.98 11.61 15.55 

HEMB Al 003799 1.09 1.05 4.29 2.44 5.06 3.76 

HEMBA1003803 7.58 6.67 12.05 11.68 7.64 8.41 

HEMBA1003804 1.08-2.53 4.45 1.86 3.35 2.05 

HEMBA1003805 6.41 7.87 10.45 15.74 7.09 11.93 

HEMBA1003807 1.52 1.53 3.21 2.71 6,32 2.37 

HEMBA1003810 1.72 3.29 6.06 5.98 4.85 4.55 

HEMBA1003827 2.71 4.55 12.08 13.28 10.48 15.35 

HEMBA1003836 3.42 4.84 10.27 11.16 12.81 9.96 

HEMBAI003838 16.58 16.15 31,32 34.24 33.25 35.46 

HEMBA1003843 4.6 6.54 7.01 13.61 6.48 11.42 

HEMBA1003846 19.54 21.94 61.32 72.86 70.58 83.4 

HEMBA1003856 1,41 1.66 2.85 2.07 4.03 2.51 

HEMBA1O03857 2.89 3.1 5.85 5.89 8.29 6.88 

HEMBA1003864 1.56 2.61 4.04 3.32 4.03 ' 2.75 

HEMBA1003866 0.89 0,75 2.21 1.66 2.23 0.73 

HEMBA1003868 10.92 10.88 18.59 13.26 7.59 15.72 

HEMBA1003879 0.95 1.33 3.16 3.49 4.42 3.09 

HEMBA1003880 1.81 2.35 2.78 3.53 4,78 2.3 

HEMBA1003884 10.97 11.37 39.03 54.69 62.46 57.8 
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HEMBA1O03885 4.59 4.82 7.14 9.19 6.32 8.41 
HEMBA1O03887 3.58 4.93 7.7 8.65 7.93 8.18 
HEMBA1OO3890 4.2 4.48 7.18 7.53 9.1 6.26 
HEMBA1003893 4.38 6.39 9.53 8.75 13.24 9.94 
HEMBA1003896 4.15 4.15 10,62 7.4 9.12 6.43 
HEMBA1003902 1.39 3.78 5.09 4.91 6.42 5.1 
HEMBA1003904 0.87 2.16 2.46 2.82 4.32' 2.11 
HEMBA1003908 1.18 ' 1.3 2.89 2.12 5.25 1.43 
HEMBA1003926 14.46 12.2 39.79 45.5 34.97 55.56 
HEMBA10O3937 2.75 3.31 5.38 4.3 6.85 4.57 
HEMBA1003939 2.43 2.48 6.56 8.3 13.32 8.04 
HEMBA1003940 2.45 3.08 5.01 4.29 6.22 5.55 
HEMBA100394i 1.4 2.26 2.48 3.37 4.57 4.42 * ■ + 
HEMBA1003942 L63 2.88 3.13 2.01 3.85 2.22 
HEMBA1003945 12.57 13.75 22.75 20.99 14.77 19.74 
HEMBA.1003949 1.4 1.9 3.53 3.29 6.22 4.14 
HEMBA1003950 3.46 4.86 6.49 14.69 17.53 13.02 ** 
HEMBA1003953 1.91 1.6 5.14 0.72 3.97 1.44 
HEMBA1003958 5.16 3.6 7.47 7.54 9.45 6.64 
HEMBA1003959 2.42 2.72 5.72 5.5 5.5 9.02 
HE^ffiA1003960 3.25 5.81 34.7 24.04 26.4 28.28 
HEMBA1003966 9.63 8.28 16.73 16.75 17.67 19.84 
HEMBA1003967 1.75 3.06 3.47-3.48 3.6 3.27 
HEMBA1003968 0.97 2.14 2.55 2.49 4.56 1.82 
HEMBA1003974 634.2 699.64 821.36 986.231340.97 1248.21 
HEMBA1003976 1.05 1.84 3.36 1.21 3.27 2.04 
HEMBA1003977 1.48 2.07 1.99 1.41 3.49 2.15 
HEMBA1003978 2.91 3.72 3.54 3.77 6.18 3.53 
HEMBA1003981 9.01 6.77 14.06 12.05 11.49 18.27 
HEMBA1003982 102.64 103.61 302.15 380.08 375.9 466.69 
HEMBA1003985 1.18 1.9 2.43 3.21 3.79 2.18 
HEMBA1003987 3.04 2.23 3.1 2.56 4.34 5.53 ■ 
HEMBA1003989 1.62 1.77 4.56 3.79 5.12 3.31 
HEMBA1004000 1.63 2.35 5.05 3.46 5.35 4.18 
HEMBA1004006 2.79 2.88 12.86 16.29 22.13 19.73 * 
HEMBA1004007 0.7 1.92 5.28 3.03 5.18 4.72 
HEMBA1004010 67.4 61.25 98.24 112.56 96.78 136.86 
HEMBA1004011 0.48 1.74 2.18 2.58 3.29 1.62 
HEMBA1004012 0.79 1.84 2.3 3.11 4.8 3.53 * + 
HEMBA1004015 2.68 4.15 5.38 8.68 10.65 9.21 ** 
HEMBA1004O24 1.47 2.73 5.65 5.68 8.26 8.07 
HEMBA1004029 1.93 3.1 3.03 4.6 8.38 13.11 
HEMBA1004038 1.04 1.24 1.55 1.18 3.38 1.59 
HEMBA1004042 0.89 1.42 2.22 1.58 4 2.48 
HEMBA1004045 0.28 0.94 2.42 3.07 3.32 2.53 
HEMBA1004048 4.16 4.16 12.1' 19.93 14.84 22,3 * 
HEMBA1004049 3.56 3.18 4.87 4.92 6.83 5.48 
HEMBA1004051 136.19 118.77 205.49 243.62 283.22 223.29 
HEMBA1004053 5.11 4.64 8.92 25.25 27.24 21 ** 
HEMBA1004055 2.28 3.2 4.24 2,15 5.51 2.86 
HEMBA1004056 3.78 3.07 6.73^ 5.3 10,99 9.56 
HEMBA1004060 0.86 1 1.7 0.78 3.94 1.65 
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HEMBA1004061 4.76 3,94 6.44 7.37 12.64 8.57 
HEMBA1004067 10.12 14.76 90.67 108.89 125.21 128.6 
HEMBA1004071 7.51 7.77 16.52 17.31 12,23 13.37 
HEMBA1004074 0.78 1.93 3.97 4.48 7.06 5.69 * 
HEMBA1004078 3.87 2.95 5.22 6.52 6.2 6.87 * 
HEMBA1004085 1.05 1,19 2.83 3.57 4.57 2.45 
HEMBA1004086 3.38 4.95 ,6 8,92 8.09 6.51 * 
HEMBA1004097 1.18 1.13 2.97 3.66 3.28 2.97 
HEMBA1004100 3.85 4.81 8.96 6.9 9.64 9.55* 
HEMBA1004103 2 2.91 6,25 6,25 7.24 7.38 
HEMBAI004110 3 3.77 5,43 4.18 4.23 5.02 
HEMBA1004111 3.96 7.64 44.2 53.81 60.1 57.3 * 
HEMBA1004124 7,14 10,51 60,12 83.27 97.96" 83.59 
HEMBA1004130 3.12 3.46 10.29 9.45 6.84 8.43 
HEMBA1004131 2.14 2.12 3.06 4.08 3.73 3.21 * 
HEMBA1004132 0.77 2.22 4.84 3.94 6.31 4.2 
HEMBA10D4133 0.69 1.77 2,56 3.28 5.17 3.22 
HEMBA1004138 0.89 1.19 3.05 2.21 4.11 1.83 
HEMBA1004143 7.1 7.48 17.43 18.83 15 17.6 
HEMBA1004146 0.89 2.03 3.01 2.96 4.21 2.69 
HEMBA1004148" 1.85 1,57 2.13 2.25 3.38 1.99 . 
HEMBA1004149 1.54 1.44 2.77 2.83 2.59 3.32' 
HEMBA1004150 0.49 1.06 2.15 2.31 1.58 1,08 
HEMBA1004154 2.24 1.64 5.28 6.28 7.07 4.61 
HEMBA1004164 1.84 2.23 5.63 6.89 7.13 5.81 
HEMBA1004168 2.16 2.24 4.69 3.9 5.32 7.84 
HEMBA1004199 1.37 1.92 2.34 3.17 3.66 1.8 
HEMBA1004200 0.84 1.98 3 1.5 4.05 1,78 
HEMBA1004201 4.87 5.68 17.64 26.94 32.17 25.65 
HEMBA1004202 7.7 10.5 9.9 18.08 16.29 15.77 ** 
HEMBA1004203 1.63 2.31 3.66 4.5* 5.3 4.44 * 
HEMBA1004207 1.9 3.24 3.62 5.73 6.23 6.2 ** ' 
HEMBA1004210 1.13 1.72 2.67 1.95 4,14 1.87 
HEMBA1004225 1.1 2,47 5.23 5,96 7.12 5.4 
HEMBA1004227 2.17 4.44 3,86 5.14 5.71 5.16 
HEMBA10O4235 2.68 2.91 3,74 5.79 5.78 4,44 * 
HEMBA10O4237 3 3.31 5.23 5.95 4.67 5.47 
HEMBA1004238 2.06 3.24 5.93 5.84 7,64 6.52 
HEMBA1004241 2.32 3.09 3.87 2.74 3.74 3.35 
HEMBA1004242 8.66 13.05 20.15 26.83 32,28 26.48 
HEMBA1004243 1.8 2.09 '3.58 2,8 3,03 2.76 
HEMBA1004246 1.6 2.68 5.65 6.18 6.24 6.15 
HEMBA1004247 0.89 2.73 3.74 3.69 4.23 3.37 
HEMBA1004248 4.01 3.'54 3.85 5.91 8.31 7.47 ** 
HEMBA1004250 1.55 2.16 2.87 1.91 5.22 1.47 
^ HEMBA1004252 3.57 3.27 4.3 4.64 5,79 4.28 
HEMBA1004260 2.56 3.08 6.&7 7.32 8.16 7.61 
HEMBA1004264 1.26 2.11 2.59 2.16 2.86 1.37 
.HEMBA1004267 5.5 5.81 14.29 14.22 12.19 11.57 
HEMBA1004272 1.75 2.31 3.31 2.26 3.84 2.04 
HEMB A 1004274 5.83 8.13 58.69 77.19 87.61 76.22 
HEMBA1004275 1 5.4 3.34 1.49 4,49 2.42 
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HEMBA1004276 2.27 2.2 3.42 3.45 4.2 3.06 

HEMBA1004279 2.13 2.33 4.37 3.29 5.2 3.88 

HEMBA1004284 1.78 2.56 6.03 4.16 4.9 5.23 

HEMBA1004286 1.41 1.35 2.44 1.65 3.55 2.1 

HEMBA1004289 2.58 4.17 5.59 5.16 7.18 8.44 

HEMBA1004293 20.24 18.64 51.03 77.3 52.39 74.25 ' 

HEMBA1004295 1.08 2.65 3.08 2.73 4,02 2.05 

HEMBA1004302 0.72 1.84 2.29 1.21 3.39 1.49 

HEMBAl 004306 2.11 3.01 5.96 3.99 5.74 6.01 

HEMBA1004312 1.3 1.58 4.98 3.57 3.56 3.56 

HEMBA1004314 1.78 1.86 4.1 3.35 6.23 4.38. 

HEMBA1004321 0.88 1.66 2.56 4.05 4,15 4.82 ^* 

HEMBA1(XM323 2.4 3.16 4.7 4.77 5.29 5.1 

HEMBA1004327 1.18 1.78 3.23 3.51 4.46 3.1 

HEMBA1004329 5.57 6.73 15.22 16.29 15.33 15.14 

HEMBA1004330 3.93 3.54 4.06 5.87 7.54 5.36 * 

HEMBA1004334 2.92 3.63 4.69 4.18 4.74 6.06 

HEMBA1004335 1.15 *1.77 5.1 3.04 4.75 3.14 

HEMBA1004341 1.01 l.l 1.25 1.13 3.34 1.14 

JIEMBAl 004344 29.93 34.05 68.18 74.25 94.77 82.54 

HEMBA1004347 0.67 1.65 2.21 2.31 2.25 2,78 

HEMBA1004349 12.07 11.55 22.26 19.39 22.71 24.41 

HEMBA1004352 2.06 2.56 6.96 6.05 6.92 6.58 

HEMBA1004353 10.21 14.95 25.3 19.64 26.63 25.83 

HEMBA1004354 1.9 2,56 6.29 5.42 6.94 5.83 

HEMBA1004356 5.75 6.89 9.43 20.06 19.7 20.1 ** 

HEMBA1004360 1.35 1.16 2.73 1.23 4.23 2.26 

HElvlBAl 004366 1.97 1.91 3.57 4.53 6.9 4.73 * 

HEMBA1004372 0.3 0.67 1.03 2.04 1.85 0.96 

HEMBA1004377 6.57 5.58 10.48 16.45 11.58 13.72 ^ 

HEMBA1004389 8.39 7.87 13.69 16.87 19.3 11.15 

HEMBA1004391 1.18 0.88 1.37 1.27 4.23 2.34 

HEMBA1004393 65,85 84.9 114.17 77.61 53..19 85.8 

HEMBA1004394 0.84 1.14 1.83 1.68 3.9 2.59 

HEMBA1004396 1.62 0.82 3.24 2.43 5.44 2.15 

HEMBAi004401 4.33 4.37 5.25 8.95 14.42 11.05 * 

HEMBA1004405 3.86 2.57 5,7 7.45 7.46 9.38 * 

HEMBA1004408 4.27 2.66 5.34 7.19 8.8 9.85 * 

HEMBA1004414 1.72 1.74 5.93 9.48 8.98 13.19 '* 

HEMBA1004429 2.95 3.96 4.23 4.68 6.9 6.8 * 

HEMBA1004433 1.27 1.43 2.98 2,55 2.65 3.47 

HEMBA1004440 1.33 1.33 2.62 2.3 2.63 1.79 

HEMBA1004444 2.73 1.9 4.47 4.64 5.38 4.66 

HEMBA1004446 1,37 0.95 2.26 1.84 2.94 3.19 

HEMBA1004451 3.79 7.37 7.66 12.15 9,81 9.87 * 

HEMBA1004452 0.71 1.96 2.89 3.53 8.91 2.36 

HEMBA1004454 1.56 1.71 3,06 2.81 4.83 4.1 

HEMBA1004460 1.91 3.49 7.49 4.39 6.91 5:19 

HEMBA1004461 1 1.87 1.43. 1.09 3.95 1.99 

HEMBA1004468 3.22 4.71 7.36 9.92 12.73 8.79 * 

HEMBA1004479 1.02 1.38 2.44 2.59 5.99 3.42 

HEMBA1004482 2.77 1.93 5.5 5.62 5.83 5.6 
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HEMBA1004491 6.18 5.55 13 12.32 15.5 15.72 
HEMBA1004499 9.09 12.56 65.85 86.22 91.62 102.95 
HEMBA1004502 1.81 1.9 4.82 3.14 4.83 2.49 
HEMBA1004505 1.57 2.42 4.6 4.78 7.66 4,09 
HEMBAl 004506 0.96 2.32 3.48 3.28 5.58 2.73 

^ HEMBA1004507 29.33 30.94 74.36 85.26 112.08 83.25 
HEMBA1004509 1.62 2.92 3.8 5.09 5.19 4.5 * 
HEMBA1004523 1,04 1.68 1.65 1.82 3:64 3.02^ 
HEMBA1004528 9,41 10,46 59.94 86.06 89,35 98.27 
HEMBA1004534 6.43 9.06 20.99 14.78 16.24 20,46 
HEMBA1004536 1.91 1.91 4.04 2.58 5.65 4.53 
HEMBA1004538 10.84 12.11 16.22 14.06 12.69 14.98 
HEMBA1004542 4.37 3.88 23.08 31.45 41.94 35.14 ' 
HEMBA1004552 2.98 1.35 4.27 9.89 9.44 7.1 ** 
HEMBA1004554 1.21 1.05 2.53 1.91 7.29 2.16 
HEMBA1004558 2.98 4.6 12.99 21.19 21.7 23.66 *= 
HEMBA1004560 1.74 2.06 4.16 3.47 6.18 4.25 
.HEMBA1004564 4.31 3.3 8.73 . 7.27 9.96 8.65 
HEMBA1004566 50.51 49.26 83.43 126.94 55.59 138.13 
HEMBA1004573 1.07 1.97 3.91 2.91 4.11 2.3 
HEMBA1004576 3.68 3.22 10.49 4.73 5.64 3.11 
HEMBA1004577 6.11 7.2 14 11.74 13.04 10.71 
HEMBA1004586 1.56 1.32 5.09 5.01 6.65 4.67 
HEMBA1004596 3.97 3.19 19.1 27.4 39.04 32.16 * 
HEMBA1004604 9.04 8.14 40.08 64.86 69.99 62.02 
HEMBA1004607 0.96 1.97 4.17 3.02 4.39 3.96 
HEMBA1004610 1.16 1.89 3.19 2.91 4.8 2.64 
HEMBA1004617 0.78 6.89 3.29 2.77 4.53 2.51 

^ HEMBA1004622 1.05 2.39 5.1 4.07 5.84 5.04 
HEMBA1004626 1.56 2.36 4.75 4.06 4.93 2.33 
HEMBA1004629 1.5 1.34 3.95 3.17 4.58 2.74 
HEMBA1004631 1.57 1.73 4.41 3.3 5.73 4.97 
HEMBA1004632 1.02 1.3 3.43 2.38 3.64 2.36 
HEMBA1004633 3.2 3.98 8.84 9.3 9.04 10.74 
HEMBA1004636 1.29 2.07 3.22 3.23 3.61 6.58 
HEMBA1004637 1.57 2.12 4.19 3.97 4.85 2.39 
HEMBA1004638 1.31 1.67 3,26 1.8 4.24 1.52 
HEMBA1004645 3.04 2.88 6.5 5.07 6.21 5.08 

' HEMBA1004656 4.38 2.76 4.96 4.13 4.58 3.39 
HEMBA1004657 16.78 17.12 35.48 31.85 17.55 22.74 
HEMBA1004666 1.27 2.2 3.32 2.78 4.52 1.44 
ffiMBAl004669 2.49 3.6 6.16 7.32 8.34 5.55 
HEMBA1004670 3.1 2.74 6.27 5.11 6.96 3.3 
HEMBA1004672 1.29 2.33 4.85 2.58 7.25 3.63 
HEMBAl 004689 23.54 21.34 82.29 90.21 98.37 106.84 
HEMBAlb04690 4.74 5.24 15.26 19.89 22.39 20.76 
HEMBA1004693 3.16 5.98 25.39 24.92 35.74 32.68 
HEMBA1004697 1.64 1.96 4.88 7.14 9.69 4.03 
HEMBA1004702 8.73 11.47 19.57 19.47 14.63 11.2 
HEMBA1004704 1.9 3.35 9.01 3.41 5.17 5.36 
HEMBA1004705 1.13 1.93 3.32 1.8 4.34 1.54 
HEA4BA1004706 1.34 2.4 3.89 4.31 6.23 4.7 
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HEMBA1004709 2.96 2.9 10,14 6.81 8.65 6.93 

.HEMBA1004711 1.22 L44 5.01 L19 3.14 3.28 

HEMBA1004723 4.91 5.18 10.06 11.37 16.92 12.96 

HEMBA10O4725 4.14 4.9 7.68 5.67 8.62 8.54 

HEMBA1OO4730 3.57 2.83 4.74 3.64 8,59 4.41 

HEMBA1004733 1.07 2.64 2.62 1.06 3,54 2.45 

HEMBA1004734 2.57 3.22 4.46 2.68 5.28 5,32 

HEMBA1004736 1.1 1.89 7.12 3.87 12.1 5.09 

HEMBA1004748 2.24 0.94 5.6 3.02 5.22 2.83 

HEMBA1004749 6.88 8.33 19.68 16.49 19.03 .23.29 

HEMBA1004751 L96 1.76 5.55 3.99 9.86 5.04 

HEMBA1004752 1.51 1.6 4.23 4.56 4.11 3.32 

HEMBA1004753 29.15 25.19 85.53 59.89 62.5 95.58 

HEMBA1004755 7.02 6.32 12.37 9.73 12.72 14.63 

HEMBA1004756 L45 1.76 3.86 234 5.21 2.17 

HEMBA10O4758 1.18 1.64 4.53 3.92 5.65 3,17 

HEMBA1004763 1.79 2.39 5.56 5.45 6.53 6.09 ' 

HEMBA1004768 0.83 1.64 2.89 1.69 4.26 1.38 

HEMBAI004770 1.09 1,36 2.43 1.47 3.53 1.94 

HEMBAlb04771 0.99 1.02 2.44 2.18 3.26 2.57 

HEMBA1004775 4.07 3.84 7.29 8.61 9.62 13.74 * 

HEMBA1004776 1.86 3.21 3.33 3.95 6.83 6.04 * 

HEMBA1004778 1.75 2.24 6.11 3,21 7.64 5.74 

HEMBA1004784 1.51 1.59 3.11 2.36 4.18 3.62 

HEMBA1004785 I 1.78 4.15 2.18 6.54 448 

HEMBA1064789 2.34 2.07 4.42 1,87 5.64 2.87 

HEMBA1004795 0.62 1.89 3.13 2.45 4.23 . 1.42 

HEMBA1004797 1.06 0.84 1.85 2.31 2.85 2.76 * 

HEMBA1004803 4.98 1.72 5.31 4.62 9.79 4.82 

HEMBA1004806 1.23 1.78 3.22 2.36 3.83 2.33 

HEMBA1004807 3,05 1.95 3.86 5.58 7.44 4.14 

HEMBA1004816 4.73 2.61 3.59 3.78 7.97 9.34 

HEMBA1004820 1.73 2.33 4.6 2.97 8.74 3.71 

HEMBA1004833 1.22 1.23 5,54 2.71 6.95 4.37 

HEMBA1004847 4.73 2.8 9.84 8 11.83 9.15 

HEMBA1004850 1.01 1.78 6.15 6.56 13.54 6,38 

HEMBA1004863 1.75 2.3 4.92 3.34 4.45 5.i7 

HEMBA1004864 2.66 3.91 6.68 4.19 9.03 6.51 

HEMBA1004865 1.13 2.61 4.06 3.86 6.64 3.38 

HEMBA1O04880 2.22 3.32 9.22 9.9 10.38 9.48 

HEMBA1004882 5.8 7.1 10.16 15.5 15.77 12.03 * 
HEMBA1004885 2.34 6 8.67 8.58 8.67 9.27 

HEMBA1004889 3.25 3.24 6.5 7.67 10.74 9,8 * 

HEMBA1004900 1.51 1.59 3.71 3.21 5.14 2.84 

HEMBA1004909 0.71 1.96 3.59 3.21 4.47 4.97 
HEMBA1004918 1.46 1.7 4.93 4.03 7.19 5.77 

HEMBA1004923 1.1 1.83 3.72 3.98 7.3 4.27 

HEMBA1004929 1.01 1.7 2.68 1,66 3.59 L38 

HEMBA1004930 1.4 2,06 4.31 3,91 5.87 4.72 

^ HEMBA1004933 2.41 1;5 5.32 5.59 5.43 3.38 

' H£NfflA1004934 8.61 8,61 17.67 26.2 27.77 26.83 
HEMBA1004937 1.36 2.42 3.57 2.79 7.51 2.54 
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111 
i.l 1 


LTCX/TD A. \ r\f\AQAA 




HxiMx) A I UU4y4o 


A no 


HdMB A 1 004951. 


U.9 


HEMB A 1004954 


3.55 


HEMBA1004956 


1.37 


HEMBA1004960 


0.86 


HEMBA 1004971 


2.41 


HEMBAl 004972 


2.57 


HEMBA 1004973 


1.16 


HEMBA 1004977 


3.04 


HEMBA1004978 


4.53 


HEMBA1004980 


1.92 


HEMBA1004982 


0.83 


HEMBA1004983 


1.73 


HEMBAI004995 


2.76 


HEMBA1005004 


1.63 


HEMBAI605OO8 


1.61 


HEMBA1005009 


4.55 


HEMBA1005019 


3.1 : 


HEMBA1005021 


16.12 


HEMBA1005029 


3.13 


HEMBA1005035 


6-53 


HEMBA1005036 


19.87 


HEMBA1005039 


1.7 ; 


HEMBA1005047 


4.31 


HEMBA1005050 


2 7 


HEMBA1005062 


2.48 


HEMBA1005066 


2.28 


HEMBA1005067 


5.81 


HEMBA1005070 


333 


HEMBA1005G75 


L29 


HEMBA1005078 


7.47 


HEMBA1005079 


5.52 


HEMBA1005083 


0.94 


EiEMBA1005084 


5.36 


HEMBA1005088 


1.63 


HEMBA 1005089 


3.12 


HEMBA1005090 


5.92 


HEMBA1005096 


0.88 


HEMiBA1005101 


2.29 


HEME A1005 107 


1.2 


HEMBAl 0051 13 


0.96 


HEME A1005 123 


3.35 . 


HEMBA1005133 


2.6 


HEMBA1005135 


1.19 


.HEMBA1005145 


5.84 


HEMBA1005149 


4.21 


HEMBA1005152 


t.81 


HEMBA1005159 


1.76 


HEMBA1005172 


120.6 


HEMBAl 005 185 


3.16 



L75 3.63 2.56 4.88 3.68 

2.51 4.73 3.85 4.79 3.58 
4.38 12.5 12.69 14.08 12.8 
1.83 4.04 2.76 4.41 2 
3.21 7.92 6.02 6.4 6.12 
1.11 2.78 2.12 3.66 1.81 
0.75 3.27 4.17 6.72 3.06 
2.49 6.81 6.45 8.05 6.92 
2.31 3.63 2.07 5.66 5.84 
1.78 3.46 2.53 3.27 3.18 
3.08 5.36 5.34 6.29 6.36 

5.08 14.93 21.43 19.01 25,37 = 
2.36 7.92 6.55 6.55 7.29 
L36 2.92 2.8 4.45 2.65 
L88 4.29 3.92 5.5 4.21 
3.99 6.53 7.5 7.46 7.41 
3.57 5.12 3.45 5.72 4.07 

3.52 4.9 4.61 6.42 5.97 

3.9 8.37 11.95 6.96 9.22 
2.57 5.78 6.6 8.07 7.19 

17.89 30.'t4 29.81 23.38 23.26 
3.42 7.98 7.23 8.66 6.52 
6.29 19.38 18.59 17.77 20.38 
20.39 37-72 23.12 19.26 26.98 
3.19 4.59 4.36 6.81 3.69 
4.06 5.6 7.01 8.54 7.83 ** 
2.93 5.07 4,33 6,76 4.39 
3.06 5.62 2.85 5.13 2.03 

2.55 5.72 4.81 8.94 6.89 
10.37 17.44 25.77 30.77 26.84 
3,01 8.9 8.51 8.13 6.59 

2.45 6.51 3.97 5.38 4.49 
6.74 14.34 14.89 9.95 11.01 
5.68 13.65 14.98 16.02 21.42- 
0.97 2.69 2.17 4.96 1.25 
4.49 8,84 7.48 10.38 9.99 
1.64 7.16 3.48 6.18 4.54 
3.47 5.53 5.04 9 5.52 

5.56 11.7 17.14 12.91 21.06 ' 
2.47 3-98 3.35 3.94 2.88 
2.08 4.54 3.23 5.6 4.54 
1-92 3-2 2.25 4.48 2.3 
2.18 3.35 2.12 5.53 2.72 

3.46 10.83 9.05 10.41 8.28 
2.26 7.59 5.11 4,58 7.09 
2.77 3.35 1,47 5.28 3.69 
6.38 12.56 13-06 14.71 17.84 
3-2 7.92 6.51 8.54 8.47 
3.06 3.59 3.31 5.05 3.39 
1-96 3.62 2,2 8.12 2.2 
113.48 240.76 174.65 194,57 222. 
2.05 4.47 3.54 6,7 4.15 
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HEME A1005 186 1.55 2.65 3.96 3.52 8.39 2.03 
HEMBA1005195 2.15 1.08 3.76 1.93 6.73 2.24 
HEMBA1005201 3.27 3.45 8.02 5.52 7.17 8.91 
HEMBA1005202 5.93 4,58 9.4 8.29 9.76 12.83 
HEMBA1005204 86.99 67.86 141.56 134.68 133.57 172.39 
HEMBA1005206 6.39 5.08 66.26 72.89 92.07 89.66 * 
HEMBA1005219 4.62, 6.56 14.55 15.66 21.85 17.87 * 
HEMBA1005223 2.4 1.91 4.92 1.7 3.83 3,86 
HEMBA1005229 1,18 2.32 3.12 1.57 4.88 2.32 
HEMBA1005230 1.22' 1.56 4.24 2.71 5.92 4.32 
HEMBA1005232 0.86 1.13 1.6 0.91 3.81 2.17 
HEMBA1005238 0.84 1.77 2.67 2.16 3.27 2.29 
HEMBA1005241 2.77 2,68 7,42 7.63 1L38 7.62 
HEMBA1005244 0.87 1.97 5.63 2.57 8.33 6.19 
HEMBA1005246 8.84 7.84 17.94 12.96 18.21 14.79 
HEMBA1005251 3.06 2.57 6.81 6.6 8.47 7.24 
HEMBA1005252 2.3 2.7 5.31. 4.73 11.4 5.01 
HEMBA1005267 2.77 3.31 7.25 6.77 12.66 9.89 
HEMBA1005274 1.75 1.53.3.28 4.8 6.38 6.51 ** + 
HEMBA1005275 0.62 1.27 1.59 1.63 3.44 2.12 
HEMBA1005288 3,03 1.16 6.1 6.49 6.35 6.68 
HEMBA1005293 1.46 1.37 2.53 1.5 4.09 1.78 
HEMBA1005296 440.88 422.67 780.14 598.1 568.79 483.77 
HEMBA1005301 3.93 3.26 29,41 28.17 47.57 44.12 
HEMBA1005304 1.75 2.3 - 7 3.36 7.29 7.62 
HEMBA1005305 0.77 1.18 2.57 0.74 3.99 1.71 
HEMBA1005311 0.97 1.05 2.08 0.81 1.97 2.13 
HEMBA 10053 13 20.35 21.96 39.64 29.02 19.54 26.39 
HEMBA1005314 1 1.36 2,6 2.2 4.08 1.99 
HEMBA1005315 0.81 2.41 4.27 1,95 5.32 3.59 
HEMBA1005317 0.8 1.48 2,93 1.9 3.68 2.43 
HEMBA10053i8 1.42 0.95 2.68 1.48 4.54 2,21 
HEMBA1005324 6.24 8.79 28.39 48.36 52.86 57.05 
HEMBA1005331 2.77 5.64 15.05 2L73 18.68 21.33 * 
HEMBA1005337 12.1 12.25 61.94 98.25 113.65 125.54 * 
HEMBA1005338 4.53 4.54 27.15 34.04 35.53 42.4 * 
HEMBA1005344 2.75 2.57 5.08 4.17 4.16 3,3 
HEMBAl 005353 1,15 2.78 6.52 4.66 7.21 6.44 
HEMBA1005359 2.6 2.82 7.48 6.59 8.03 7.68 
HEMBA1005362 1.06 2.73 4.93 7.3 11.27 8.37 * + 
HEMBA1005364 0.96 1.48 3 2.55 3.78 2.75 
HEMBA1005367 0.96 1.53 4.19 3.3 4.21 2.99 
HEMBA1005372 1 2.24 4.18 2.3 5.1 3 
HEMBA1005374 2.29 3.31 '7:83 6.4 6.45 8.09 
HEMBA1005379 3.19 3.61 7.65 29.57 25.57 24.46 ** 
HEMBA1005382 9.85 11.52 79.62 88.72 86.53 120.52 
HEMBA1005384 1.44 1.76 3.4 2.78 3.74 2.78 
HEMBA1005386 1.52 2,67 4,54 4.17 4.66 4.84 
HEMBA1005389 1.1 0.8 3.01 2.51 4.09 3.75 
HEMBA1005394 1.64 2.32 5 8.09 10.03 6.99 * + 
HEMBA1005403 4.19 4.24 8.81 8.46 11.37 8.87 
HEMBA1005408 1.43 1.71 5.3 4.52 7.12 6.96 
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HEMBA1005410 


1.06 


HEMBA1005411 


138 


HEMBA1005423 


4.14 


HEMB A 1005426 


0.71 


HEMB A 1005427 


9.12 


HEMBA1005430. 
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HEMBA1005438 


1.42 


HEMBA1005443 


15.57 


HEMBA1005447 


1.55 


HEMBA1005449 


1.5 


HEMBA1005452 
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4.73 


HEMBA1005468 
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HEMBA1005469 


1.39 


HEMB Al 005472 


4.04 


HEMBA1005474 


4.91 


HEMB Al 005475 


7.8 


HEMBA1005489 


2.47 


HEMBA1005497 


0.65 


HEMBA1005500 


4.64 


HEMBA1O055O6 


3.88 


HEMBA1005508 


5.79 


HEMBA1<X)5511 


2.97 


HEMBA1005513 


6.3 


HEMBA10055i7 


1.8 


HEMBA1005518 


1.48 


HEMBA1005520 


1.89 


HEMBA1005522 


1.78 


HEMBAld05526 


3.24 


HEMBA1005528 


8,59 


HEKEBA1005530 


2.28 


HEMBAI005538 


11.07 


HEMBA1005539 


30:73 


HEMBA1005545 


1.2 


HEMBA1005548 


2.38 


HEMBA1005552 


2.76 


HEMB Al 005558 


1.59 


HEMBA1005568 


3-11 


HEMBA1005570 


1.87 


HEMBA1005576 


1.74 


HEMB Al 005577 


1.14 


HEMBA100558i 


4.29 


HEMBA1005582 


2.74 


HEMBA1005583 


2.47 


HEMBA1005588 


2.51 


HEMBA1005593 


1.5 


HEMBA1005595 


2.62 


HEMBA1005597 


4.77 


HEMBA 1005606 


2.29 


HEMBA1005609 


2.84 


HEMBA1005616 


2.01 


HEMBA 1005621 


2.43 



1.74 3.22 1.78 4.97 2.42 
2.58 4,54 2.84 4.09 2.74 

5.87 4.72 12.75 8.59 11.04 * 
1.79 2.35 2.08 3.25 4.15 
12.47 24.08 37.26 33.57 35.43 
1.43 3.23 3.26 4.07 4.78 
2.33 4.26 4.01 5.41 2.66 
16.88 35.83 20.61 27.42 29.93 

1.95 3.42 2.25 5.9 3 
1.36 3.29 1.82 5.83 3.21 
10.79 63.65 107.56 94.42 105.84 
4.51 7.91 6.37 8.12 5.33 
3.19 4 3.6 4,93 4.86 
1.89 5.38 3.44 5.94 4.04 
4.76 7.81 6.79 6.75 8.2 
5.42 11.67 7.77 9.4 9.23 
7.09 11.75 15.34 10.75 13.59- 

3.48 4.94 6.34 7 6.54 * 
1.97 3.47 2.86 4.42 2.14 
4.25 11.48 9.17 13.98 10.59 
2.15 4.02 2.71 3.57 1.29 
7.67 13.3 11.65 14.52 10.99 
2.29 9 4.36 6.36 6.14 
9.05 55.46 50.46 60,73 57.45 
2.89 3.88 4.37 6.41 3.74 

2.49 3.94 2.94 5.22 2.3 
3.19 8.8 8.37 10.13 9.32 
2.29 3,37 2.52 4.72 1.45 
2.8 6.25 4.37 7.26 4.58 

16,13 16.28 2024 22.18 20.01 
3.62 5.13 4.91 7.75 4.51 
10.7 15.34 8.46 4.44 5.89 * 
31.96 63.32 50.52 49.29 34.26 
1.08 3 4.28 6.22 2.25 

2.88 11.] 11.04 12.72 9.21 
4.58 12.05 9.13 12.8 10.25 

2 5.86 2.18 6.97 4.17 

2.96 8.24 6.28 8.45 7.5 

2.75 3 1.96 4.49 7.13 
2.8 2.4 3.03 3,55 3.57 * 
2.02 2.78 0.95 3.08 0.87 
4.22 6.85 14.27 18.37 8.15 
2.57 5.35. 3.25 7.91 3.21 
3,31 5.85 3.32 6.43 3.44 
2.85 6-27 5 6.54 6.14 
1.4 2.85 1.83 4.57 2,89 
2.82 4.15 3.31 4.65 4.76 
5.18 8.13 -9.39 10.34 8.64 * 

2.76 5.79 3.96 6.91 5.83 
2.64 6.61 4.19 5.77 6.81 
1.66 8.03 5.44 8.75 7.03 
1,91 4.42 4.13 6,24 2.7 
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HEMBA1005627 3,84 3.92 11.61 9.73 15.14 14.89 
HEMBA1005628 12.1 12.91 20.55 17.92 23.35 18.08 
HEMBA1005631 13.47 11.94 26.82 22.77 22.87 29.03 
HEMBA1005632 1.33 2,33 5.06 3.14 3.68 4.47 
HEMBA1005634 3.06 3.42 5.15 2.81 7.68 5.18 
HEiMBA1005662 1.18 1.27 3.17 1.06 4.57 3.03, 
HEMBA1005666 5.89 4.51 10.09 10.5 9.01 10.25 
HEMBA1005670 1 1.08 4.06 2.87 4.35 3.19 
HEMBA100567L 2.11 3.38 5.07 5.36 9 5.9 
HEMBA1005679 2.33 4.64 7.39 6.5 10.44 10.19 
.HEMBA1005680 2.63 2.14 5.9 5.51 7.59 7.72 
HEMBA1005685 2 1.89 7.27 3.8 6.73 1.97 
HEMBA1005698 5,96 4.75 12.88 11.78 14.17 9.93 
HEMBA1005699 1.4 1 2.45 2.17 3.66 2.96 
HEMBA1005703 1.22 1.27 3.57 1.79 3.56 1.88 
HEMBA1005705 2.39 2.78 6.45 3.41 6.27 3189 
HEMBA10iD5712 1.23 1.34 4.52 2.18 4.84 2.37 
HEMBA1005717 1.55 1.89 4.7 1.34 5.36 2.16 
HEMBA1005718 5.27 4.35 7.8 10,09 10 15.72 * 
.HEMBA1005721 15.93 20.34 26.12 37.74 25.37 32.79 
HEMBA1005722 18 19.32 35.72 25.36 30.28 26.91 
HEMBA1005724 2.17 2.05 4.6 2.47 6.56 2.98 
HEMBA1005732 1.33 1.54 4.89 7.22 8.38 5.67 * 
HEMBA1005737 1.49 1.19 2.95 2.44 4.57 1.75 
HEMBA1005742 3.4 .4.65 5.7 4.43 6.35 4,22 
HEMBA1005746 1.2 1.61 3.23 5.69 4.42 4.85 * 
HEMBA1005747 3.8 3.51 7.52 6.08 6.55 6.67 
HEMBA1005749 .9.64 9.37 17.99 21.62 19.82 18.15 
HEMBA1005755 0.49 2.5 3.35 L66 4.41 2.9 
HEMBA1005760 1.59 2.1 5.37 3.7 4.86 4.14 
HEMBA1005765 1.47 2.89 5.97 5.91 7.42 7.21 
HEMBA1005766 8.52 10,49 61.(4 93.4 112.09 106.28 
HEMBA1005780 4.98 5.15 14.49 13.93 16.26 12 
'HEMBA1005795 1.15 1.8 3.71 4.28 5.45 4.26 * 
HEMBA1005809 9.13 9.7 20.95 14.79 29.83 22.75 
HEMBA1005813 1.76 2.74 6.74 5.39 9 7.08 
HEMBA1005815 0.62 1.86 2.75 2.74 4.78 2,13 
HEMBA1005822 1.34 2.83 5.82 3.77 6.65 5,12 
HEMBA1005829 1.4? 2.66 4.94 5.11 4.53 '5.52 
HEMBAl 005833 1.83 1.28 4.41 3.89 5.17 4.57 
HEMBA1005834 2.53 1.87 4.84i 5.48 11.84 6.81 
HEMBAl 005844 27.89 31.06 52.5 62.42 59.49 58.73 
HEMBA1005852 5.75 4.18 10.12 10.15 12.34 11.51 
HEMBA1005853 2,81 3.05 9.32 5.68 13.84 9.26 
HEMBA1005878 4.42 4.52 10.14 8.84 10.05 11.01 
HEMBA1005883 1.67 2.81 4.56 2.81 5.43 4.01 
HEMBA1005884 1.87 2 3.21 2.27 5.9 2.28 
HEMBA1005891 2.39 3.04 3.59 4.34 5.46 3.95 
HEMBA1005894 2.12 2.41 -8.68 8.23 9.08 6.9 
HEMBA1005898 4.52 3.75 7.4 10.51 10.74 -9.53 * 
HEMBA1005902 2.57 3.14 8.63 5.36 6.75 5.82 
HEMBA1005907 1.15 2.28 2.2 2.28 4.2 1.74 



696 



EP1 130 094 A2 



HEMBA1005909 0.93 2.68 2.97 2.96 4.55 2.6 

HEMBA1005911 1.66 3.12 4.9 3.96 9.5 3.41 

HEMBA1005912 8.83.7.86.13.57 16.44 8.16 15.58 

HEMBA1005913 5.05 5.39 10.39 9.57 7.71 7.06 

HEMBA100592 i 2.36 3.86 6.29 5.25 10.06 7,64 

HEMBA1005922 5.49 5.47 6.99 8.51 10. 1 8.74 * 

HEMBA1005929 1.91 2.53 7.53 5.05 5.68 6.47 

HEMBA1005931 3.32 2.95 6.04 5.31 9.49 6.09 

.HEMBA1005934 2.9 4.69 8.2 8.17 10.14 9.73 

HEMBA1005945 3.1 4.12 7.73 6.36 9.39 6.65 

HEMBA1005962 1.72 1.81 3,16 1.93 3.96 1.72 

HEMBA1005963 1.86 1.67 3,91 2.26 3.95 2,05 

HEMBA1005990 6.04 7.39 17,86 14.14 16.18 17.02 

HEMBA1005991 2.39 3.35 8.55 7.2 7.64 6^94 

HEMBA1005999 2.34 4.39 8.84 6.52 8.18 8.75 

HEMBA1006002 3.53 5 7.73 5.96 10.24 8.99 

HEMBA1006005 0.96 2.31 3.93 2.87 5.65 3.27 

HEMBA1006011 26.27 24.03 34.08 62.88 44.8 64.92 * 

HEMBA1006013 2.43 2.57 6.31 4.17 6.87 3.74 

HEMBA1006O16 1.65 1.98 5.64 3.22 5.34 2.16 

HEMBA1006019 2.97 3.23 6.91 4.46 7.22 5.44 

HEMBA1006021 5.06 6.45 9.21 10.29 12.48 8.77 

HEMBA1006022 3.19 4.34 6.89 6.52 6,1 5.94 

HEMBA1006031 1.32 2.46 4.38 3.72 5.57 5.34 

HEMBA1006035 3.05 3.72 7.96 4.99 6,37 4.54 

HEMBA1006036 2.02 2.3 7 4.27 10.14 7.22 

HEMBA1006042 3.36 3.1 8.51 5.76 9.59 8.31 

HEMBA1006044 1.44 1.99 3.61 2.8 3.4 1.67 

HEMBA1006045 1.98 1.99 5.08 4,3 8.55 5.64 

HEMBA1006048 2,42 4,18 5.41 6.84 7.96 8.18 * 

HEMBA1006053 1.51 2.72 3.55 3.09 3.3 3.93 

HEMBA1006055 1.84 1.91 2.46 3.04 4.92 3.67 * 

HEMBA1006058 4.04 4.62 11.59 7.42 10.66 12.41 

HEMBA1006063 9,2 9.36 32.62 26.37 33.39 27.19 

HEMBA1006067 4.14 3.27 5.81 5.8 8.4 7.17 

HEMBA1006081 0.84 2.59 4.77 2.54 7.08 2.49 . 

HEMBA1006089 2.58 4.48 6.82 8.28 10.12 9.66 * 

HEMBA1006090 1.66 2.31 2.28' 1.66 5.26 1.84 

HEMBA1006091 1.1 1.35 1.75 3.15 4.31 2.95 * ■ 

HEMBA1006093 1.65 1.77 4.21 2.27 6.67 4.26 

HEMBA1006099 11.9 9.88 23.12 21,57 16,43 20.57 

. HEMBA1006100 2.78 3.18 13.25 8.38 15.71 13.52 

HEMBA1006108 2.69 2.08 4.22 3.42 5.24 3.75 

HEMBA1006114 7.21 8,76 39.36 34.51 62,97 50.98 

HEMBA1006121 1.18 1.8 3.13 2.43 5.83 2.91 

HEMBA1006I24 1,79 1.74 4.47 3.11 4,89 4.13 

HEMBA 1006 125 18.52 14.19 23M 25.23 22.56 34.45 
HEMBA1006130 5.15 3.1 7.57 6.89 7.84 9.51 
HEMBA1006138 2,43 2.41 5.55 5.27 9.2 8.12 
HEMBA1006142 2.62 1.87 6.23 6.67 9.36 8.91 * 
HEMBA1006150 8.32 7.44 21.06 20.42 21.82 24,68 

HEMBAi006151 567.67 524,4 796,07 915.23 875.11 682.15 
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HEMBA1006155 0,93 1.33 2.92 1.44 5.54 1.94 
HEMBA1006158 3.06 4.95 7.5 5.7 9.04 6.31 
HEMBA1G06164 2.61 1.96 5.89 5.26 4.54 5.82 
HEMBA1006171 29.76 24.08 54,44 32.3 33.25 34 . 
HEMBA1006173 5.15 3.15 30.41 36.16 55.46 57.62 * 
HEMBA1006176 315.12 232.27 427.53 476.77 458.01 381.49 
HEMBA1006182 1.47 1.71 6.13 3.02 5.84 5.82 
HEMBA1006197 '6.14 5.09 9.26 9.53 12.1 10.41 
HEMBA1006198 10.07 6.46 26.71 35.03 45.64 55.68 *- 
HEMBA1006213 1.98 1.78 2.4 2.33 2.69 2.3 
I1EMBA1006217 44.9 41.62 72.62 94.44 74.92 78.25 
HEMBA1006226 40.86 36,82 63.27 77.37 79.96 , 57.39 
HEMBA1006235 2.13 1.96 4.34 2.6 5.85 2.32 
HEMBA1006248 1.74 2.03 4.0^^ 3.37 6.4 2.95 
HEMBA1006251 5.41 7.29, 7.88 11.96 12,95 9.22 * 
HEMBAl 006252 0.72 1.28 3.67 2.25 3.56 2.92 
HEMBA1006253 2.13 2,26 4.1 5.93 5,38 5.76 * + 
HEMBA1006259 1.96 2,29 6.02 5.7 3.9 5.32 
HEMBA1006261 12.25 7.27 18.84 14.23 14.08 13.61 
HEMBAl 006268 2.05 2.56 3.86 4.83 5.09 4.06 * 4 
HEMBA1006271 2.04. 3.99 10.58 7.13 9.33 8.51 
HEMBA1006272 0.97 2.26 2M 2.38 6,01 1.93 
HEMBA1006273 1.53 2.09 4.55 3.58 4.52 2.46 
HEMBAl 006276 2.8 1:26 3.62 4.45 5,84 2.82 
HEMBA1006278 1.57 2.03 3.19 4.08 4.51 2.72 
.HEMBA1006283 3.09 3 6,08 7.34 11.13 7.09 
HEMBA1006284 2.47 1.57 3,14 4.75 6.96 2.82 
HEMBA1006291 1.42 2.56 4.41 4.6 6.16 2.57 
HEMBA1006292 3.36 5.12 17.34 19.95 23.83 21.11 * 
HEMBAl 006293 1.83 1.46 3.19 2.92 4.02 1.36 
HEMBAl 006299 1.92 2.26 7.03 5,02 6.39 4.74 
HEMBA1006309 2.26 1.43 3.53 4.47 4.69 3.73 * n 
HEMBA1006310 4.14 4.32 7.72 9.51 8.34 5.7 
HEMBA100631I 1.4 2.33 6,68 5.59 5.85 5.72 
HEMBA1006313 1,2 1.6 2.74 4.29 4.68 2.26 
HEMBA1006316 2.16 308 6.72 6.63 6.28 5.59 
HEMBA1006328 2.78 4.28 13.48 15.14 17 16.56 
HEMBAI006334 1.46 3.1 2.77 2.79 3.95 2.05 
HEMBA1006335 10.42 13.98 21.66 20.81 18.03 16.77 
HEMBA1006344 2.86 3.55 6.9 7.18 6.88 5.75 
HEMBA1006347 2.04 1.83 4.2 2.94 2.76 1.68 
HEMBA1006349 2.47 2.79 6.73 3.62 5.65 3.5 
HEMBA1006352 1,65 1.65 3.27 .2.63 5.64 1.32 
HEMBA1006357 4.99 4.26 8.6 8.36 7.8 7.74 
HEMBA1O06358 1.67 2.57 4.95 4.7 5.11 5.63 
HEMBA1O06359 1.56 2.17 4.02 3.67 5.48 3.3 
HEMBA1006360 2.53 2.12 5.1 9.73 10.02 8.61 +* 
'HEMBA1006364 1.71 2.76 4,82 4.02 5.55 3.51 
HEMBA1006377 5.8 8.03 13.25 20.48 16.19 15.31 * 
HEKiBA1006380 1.31 1.57 8.75 6.78 7.01 6.9 
HEMBA1006381 2.38 3.07 12.65 6.18 7.97 6.66 
HEMBA1006385 3.21 3,33 8.65 5,41 8.17 5.32 
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HEMBA1006390 9.49 7.85 1466 22.01 20.52 22.7 ** + 
HEMBA1006391 6.58 6.85 6.73 12.83 10.12 13.15 ** + 
HEMBA1006398 1.32 1.67 4.\9 2.57 4.12 1.69 

5 HEMBA1006405 23.81 23.5 38.82 23.85 22.13 24.92 

HEMBA1006410 8.26 4,16 6.14 5.74 11.61 6.06 
HEMBA1006416 2.14 2.62 5.93 5.3 6.98 4.23 
HEMBA1(K)6418 5.06 5.49 11.76 8.17 8.09 5.92 
HEMBA1006419 2.67 3.93 8 6.89 7.77- 5.2 
HEMBA1006421 2.03 3.28 3.09 3.44 4.19 2.27 
HEMBA1006424 1.48 1.92 3.59 1.94 5.42 1.84 
HEMBA1006426 3.03 3,99 7.91 7.23 7.87. 5.51 
HEMBA1006430 2.31 2.64 6.29 5.89 7.43 5.08 

,5 HEMBA1O06438 2.06 2,22 6.35 4.37 6.53 2.92 

HEMBA1O06445 1.98 2,68 5.72 6.11 5.6 4.16 
. HEMBA1006446 1.32 2.61 5.59 2 6.51 2.43 
HEMBA1006456 3.51 5,07 8.64 14,9 21.76 15.91 * + 
HEMBA1006461 1.54 2,18 5.35 4.35 5,49 4.07 

20 HEMBA1006467 1.52 1.78 3.61 2.82 7.24 ' 3.2 

HEMBA1006470 4,06 4.03 22.46 18.72 29.54 19.52 
HEMBA1006471 1,58 1.6 6.6 6.45 6.78 6.26 
HEMBA1006474 7.35 6.37 43.12 55.87 62.01 52.31 ♦ + 
HEMBA1006476 9.48 10.05 66M 94.3 119.21 92.71 * + 

25 HEMBA1006482 71.42 71.44 219.31 199.96 180.73 192.88 

HEMBA1006483 2.03 2,96 7.22 3.36 4.88 3.24 
HEMBA1006485 2.24 1.72 6.31 4.09 6.53 5.51 
HEMBA1006486 5.08 5,55 13.73 18.4 16 15.46 * ' + 
.HEMBA1006489 1.21 2.18 4.1 3.18 5.4 2.17 

30 HEMBA1006492 5.34 7.71 10.69 15.16 24.33 15.92 * + 

HEMBA1006494 1.27 1.18 2.67 2.44 3.88 1.86 
HEMBA1006497 1.67 2.33 4.75 4.3 3.79 4,49 
HEMBA1006501 7.61 7.52 62.05 58.03 78.37 58,59 
HEMBA1006502 4.73 3.55-15.72 18.66 22.55 21.66 *" + 
HEMBA1006507 8.7 6,8 51 49.69 71.2 48.41 
HEMBA1006517 1.51 1.99 5.07 3.43 5.9 4.64 
HEMBA1006521 1.79 1.8 4 2.41 4.55 3.02 
HEMBA1006529 4.77 3.74 3.86 5.97 5.83 2.78 
HEMBA1O06530 . 1.8 1.39 2.06 1.62 3.53 2,42 
HEMBA1006535 1.66 1.43 2.01 2.66 2.81 2.43 ** + 
HEMBAl 006536 0.59 2.22 3.96 3.04 3.23 2.33 
HEMBA1006540 1.61 1.68 3.33 3.05 4.1 3.56 
HEMBA1006544 1.39 1,63 8 3.54 5.85 . 4.35 

^5 HEMBA1006546 2.06 2.56 6.98 4.25 5.77 4.51 

. HEMBA1006549 1.74 2.13- 5.93 4,57 4.63 4.61 
HEMBA1006559 2,55 1,45 4.63 2,99 5.76 3,32 
HEMBA1006562 0.74 1.32 4.07 2,39 5.24 2.72 
HEMBA1006566 0.67 1.28 0.97 1.34 1.69 0.99 

50 HEMBA1006569, 2,33 1.36 3.97 3.25 3.89 4.02 

HEMBA1006572 1.02 2,38 2.94 2.68 3.92 2,01 
HEMBA1006579 20.44 16.82 51.93 59.14 66.28 72.54 * + 
HEMBA1006583 . 3.17 2,85 5.59 5.83 5,94 6.45 
HEMBA1006595 1.82 1.63 4.29 2.83 5.22 3.68 

55 HEMBA1006597 1.65 2.1 5.34 3.81 6.75 3.77 
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HEMBA1006606 1.75 2.31 4.9(3 3.72 5J1 2.8 
HEMBA1006612 2.63 3.54 7.11 7.32 5,31 7.07 
HEMBA1006617 1.93 2.58 6.24 4.62 4.6 5.41 
HEMBA1006624 6.37 . 8.61 16.93 12:84 15.78 10.91 
HEMBA1006631 3.24 3.13 8.01 8.11 11.54 6.97 
HEMBA1006635 1.7 2.57 5.7 4.27 6.27 3.8 
HEMBA1006639 1.12 1.98 4.52 4.14 5.3 3.06 
HEMBA1006643 1.88 1.23 1.85 2.12 3.81 2.17 
HEMBA1006648 7.69 6.84 16.92 17.63 23.57 23.73 * 
HEMBA1006652 5.96 7.86 16.11 16.41 16.83 17.34 
HEMBA1006653 2.21 3.66 7.23 6.92 5.18 5.17 
HEMBA1006658 '5.04 6.58 12.68 14.07 13.59 12.01 
HEMBA1006659 6.8 10.14 48,92 66.47 78.17 67.44 * 
HEMBA1006665 1,44 0.89 3.32 2.77 2.91 1,82 
HEMBA1006666 1.83 1.25 3.23 3,24 4.14 2.45 
HEMBA1006671 8.69 6.74 11.66 17.25 16.13 15.21 * 
HEMBA1006674 1.64 1.99 7.42 6.71 9.73 7.34 
HEMBA1006676 1.46 2.36 5.19 4.28 6.75 3.19 
HEMBA1006682 2.17 1.64 3.43 2.2 4.98 L88 
HEMBA1006688 1.48 2.46 4.74 3.31 4.38 3.54 
HEMBA1006695 1.58 2.41 4.85 3.54 5.79 2.46 
HE2V1BA1006696 2.84 3.93 6.29 5.95 6.74 5.82 
HEMBA1006702 3.31 1.83 13.28 4.13 5.58 4.87 
HEMBA1006707 2.89 2.62 5.9 5;04 7.54 5.5 
HEMBA1006708 2.21 1.52 5.71 4.42 4.57 2.63 
HEMBA1006709 1.64 1.97 4.6 4.29 5 4.74 
HEMBA1006717 1.58 2.28 3.58 2.5 4.93 2.28 
HDEMB A 1006724 2.68 3.42 4.55 4.45 4.5 5.47 
HEMBA1O06731 1.83 2.95 3.95 4.12 5.51 3.1 
HEMBA1006737 1.82 3.5 6.59 3.89 5.09 4.45 
HEMBA1006742 1.78 2.44 4.16 3.32 4.14 3.61 
HEMBA1006743 4 4.02 11.48 14.16 17.25 11.88 
HEMBA1006744 1.84 1.79 7.74 6,6 8.29 5.72 
HEMBA1006749 1.14 1.27 3.72 1.88 3.8 1.71 
HEMBA1006752 16.53 16.28 26.81 35.31 18.85 33.99 
HEMBA1006754 1.44 2.6 3,63 5.55, 4.33 2.49 
HEMBA1006758 1.38 2.83 4,25 6.89 4.68 4.02 
HEMBA1006767 3 4.14 7.88 6.81 7.89 5.51 
HEMBA1006770 5,05 2.61 7.12 7.89 8.1 5.05 
HEMBA1006779 4.44 4.1 10.99 9.57 10,23 8.42 
. HEMBA1006780 3.28 3.19 10,27 7.6 8.33 8.38 
HEMBA1006789 2.83 1.87 11.34 4.55 5.42 5.51 
HEMBA1006795 2.13 - 2,45 7.58 4.56 7.87 3.29 
HEMBA 1006796 4.31 3,15 5.37 5.85 7.06 4.72 
HEMBA1006805 2.72 2.73 5.9 12.77 17.38 12.96 *' 
HEMBA1006807 30.32 28.07 75.38 54.22 54.72 67.82 
HEMBA1006813 0.93 1.73 2.81 1.93 4.17 0.97 
HEMBA1006819 3.73 4.53 8.5 7.02 8.09 5.29 
HEMBA1006821 1.56 2.37 6.09 5.05 4.24 4.36 
HEMBA1006824 2.13 3.13 7.39 5.69 6.04 5.75 
HEMBA1006832 19.84 18.63 56.97 59.26 61.56 53.28 
HEMBA1006834 13.23 12.47 20.38 29.88 28.37 21,62 
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